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23 youpledOSegmentationOofONuclearOandOMembranebboundOMacromoleculesOthroughOVotingOandO
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18 StressOsignalingOfromOhumanOmammaryOepithelialOcellsOcontributesOtoOphenotypesOofO
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17 ylassificationOofOHistologyOSectionsOviaOMultispectralOyonvolutionalOSparseOyodingcOIEEEmComputerm
SocietymConferencemonmComputermVisionmandmPatternmRecognitionmWorkshopsaO2014aOgefiaOhenfbhenn 1.3 62

16 StackedOPredictiveOSparseOyodingOforOylassificationOofOzistinctORegionsOofOTumorOHistopathologycO
ProceedingsmofmthemIEEEmInternationalmConferencemonmComputermVisionaO2013aOflobfml 3.3 17

15 InvariantOdelineationOofOnuclearOarchitectureOinOglioblastomaOmultiformeOforOclinicalOandOmolecularO
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12 ylassificationOofOtumorOhistopathologyOviaOsparseOfeatureOlearningO2013aO 3

11 yharacterizationOofOtissueOhistopathologyOviaOpredictiveOsparseOdecompositionOandOspatialOpyramidO
matchingcOLecturemNotesminmComputermScienceaO2013aOflaOofbn 0.9 24

10 MultireferenceOlevelOsetOforOtheOcharacterizationOofOnuclearOmorphologyOinOglioblastomaO
multiformecOIEEEmTransactionsmonmBiomedicalmEngineeringaO2012aOkoaOhilebm 5 15

9 yzhlOrepressionOactivatesOaOmulticellularOstromalOprogramOsharedObyOhighOmammographicOdensityO
andOtumorOtissuescOCancermDiscoveryaO2012aOgaOnglbho 24.4 128

8 MolecularObasesOofOmorphometricOcompositionOinOGlioblastomaOmultiformeO2012aO 4
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