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Lp(a) (Lipoprotein[a]) Concentrations and Incident Atherosclerotic Cardiovascular Disease.
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Quantifying and Understanding the Higher Risk of Atherosclerotic Cardiovascular Disease Among 16 79
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Polygenic background modifies penetrance of monogenic variants for tier 1 genomic conditions. 12.8 277
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Analysis of cardiac magnetic resonance imaging in 36,000 individuals yields genetic insights into
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Phosphorylation of ACTN4 Leads to Podocyte Vulnerability and Proteinuric Glomerulosclerosis.
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