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Low levels of genetic diversity among morphologically distinct populations of an enigmatic montane

frog from Mexico (Craugastor uno: Craugastoridae). Amphibia - Reptilia, 2011, 32, 125-131.

AnAilise preliminar revela baixos nAveis de diversidade na estrutura filogeogrAjfica da cascavel

38 mexicana Crotalus polystictus (Serpentes: Viperidae).. Phyllomedusa, 2012, 11, 3.

0.2 5

Microsatellite discovery in an insular amphibian (Grandisonia alternans) with comments on
cross-species utility and the accuracy of locus identification from unassembled Illumina data.
Conservation Genetics Resources, 2016, 8, 541-551.

40 Report from the First Snake Genomics and Integrative Biology Meeting. Standards in Genomic Sciences, 15 4
2012,7,150-152. ’

Phylogeography and lineage-specific patterns of genetic diversity and molecular evolution in a group
of North American skinks. Biological Journal of the Linnean Society, 2015, 116, 819-833.

42 Integrative taxonomy of squamate reptiles: a special issue. Journal of Natural History, 2018, 52, 767-770. 0.5 4

Genomea€wide analyses of single nucleotide polymorphisms reveal the consequences of traditional
massa€rearing on genetic variation in Aphytis melinus (Hymenoptera: Aphelinidae): the danger of putting
all eggs in one basket. Pest Management Science, 2019, 75, 3102-3112.

Two extremely rare new species of fossorial salamanders of the

44 genus<i>Oedipina</i> (Plethodontidae) from northwestern Ecuador. Peer], 2020, 8, €9934.

2.0 4

A New Salamander of the GenusChiropterotriton(Caudata: Plethodontidae) from the Sierra Madre
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