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ARTICLE IF CITATIONS

RMSD analysis of structures of the bacterial protein FimH identifies five conformations of its lectin
domain. Proteins: Structure, Function and Bioinformatics, 2020, 88, 593-603.

Toggle switch residues control allosteric transitions in bacterial adhesins by participating in a a7 6
concerted repacking of the protein core. PLoS Pathogens, 2021, 17, e1009440. )

Recombinant FimH Adhesin Demonstrates How the Allosteric Catch Bond Mechanism Can Support Fast

and Strong Bacterial Attachment in the Absence of Shear. Journal of Molecular Biology, 2022, 434,

167681.



