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m Paper IF Citations

168 rnalysisMofMproteinZcodingMgeneticMvariationMinMgaYhagMhumans[MNatureYM2016YMfdgYMcifZjb 50.4 6940

167 siologicalYMclinicalMandMpopulationMrelevanceMofMjfMlociMforMbloodMlipids[MNatureYM2010YMeggYMhahZbd 50.4 2742

166 TheMmutationalMconstraintMspectrumMquantifiedMfromMvariationMinMbebYefgMhumans[MNatureYM2020YM
fibYMedeZeed 50.4 2278

165 LargeZscaleMassociationManalysisMidentifiesMbdMnewMsusceptibilityMlociMforMcoronaryMarteryMdisease[M
NaturehGeneticsYM2011YMedYMdddZi 36.3 1394

164 rMcomprehensiveMbYaaaMxenomesZbasedMgenomeZwideMassociationMmetaZanalysisMofMcoronaryMarteryM
disease[MNaturehGeneticsYM2015YMehYMbbcbZbbda 36.3 1290

163 SixMnewMlociMassociatedMwithMbloodMlowZdensityMlipoproteinMcholesterolYMhighZdensityMlipoproteinM
cholesterolMorMtriglyceridesMinMhumans[MNaturehGeneticsYM2008YMeaYMbijZjh 36.3 1108

162 tommonMvariantsMatMdaMlociMcontributeMtoMpolygenicMdyslipidemia[MNaturehGeneticsYM2009YMebYMfgZgf 36.3 1095

161 xenomeZwideMpolygenicMscoresMforMcommonMdiseasesMidentifyMindividualsMwithMriskMequivalentMtoM
monogenicMmutations[MNaturehGeneticsYM2018YMfaYMbcbjZbcce 36.3 1073

160 tlonalMyematopoiesisMandMRiskMofMrtheroscleroticMtardiovascularMuisease[MNewhEnglandhJournalhofh
MedicineYM2017YMdhhYMbbbZbcb 59.2 991

159 LossZofZfunctionMmutationsMinMrPOtdYMtriglyceridesYMandMcoronaryMdisease[MNewhEnglandhJournalhofh
MedicineYM2014YMdhbYMccZdb 59.2 721

158 ModelingMLinkageMuisequilibriumMzncreasesMrccuracyMofMPolygenicMRiskMScores[MAmericanhJournalhofh
HumanhGeneticsYM2015YMjhYMfhgZjc 11 649

157 xeneticMRiskYMrdherenceMtoMaMyealthyMLifestyleYMandMtoronaryMuisease[MNewhEnglandhJournalhofh
MedicineYM2016YMdhfYMcdejZcdfi 59.2 601

156 tommonMvariantsMassociatedMwithMplasmaMtriglyceridesMandMriskMforMcoronaryMarteryMdisease[MNatureh
GeneticsYM2013YMefYMbdefZfc 36.3 597

155 PolymorphismsMassociatedMwithMcholesterolMandMriskMofMcardiovascularMevents[MNewhEnglandhJournalh
ofhMedicineYM2008YMdfiYMbceaZj 59.2 534

154 vxomeMsequencingMidentifiesMrareMLuLRMandMrPOrfMallelesMconferringMriskMforMmyocardialMinfarction[M
NatureYM2015YMfbiYMbacZg 50.4 463

153 uiagnosticMYieldMandMtlinicalMUtilityMofMSequencingMwamilialMyypercholesterolemiaMxenesMinMPatientsM
WithMSevereMyypercholesterolemia[MJournalhofhthehAmericanhCollegehofhCardiologyYM2016YMghYMcfhiZij 15.1 458

152 yMxZcoenzymeMrMreductaseMinhibitionYMtypeMcMdiabetesYMandMbodyweightkMevidenceMfromMgeneticM
analysisMandMrandomisedMtrials[MLancetvhTheYM2015YMdifYMdfbZgb 40 409
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151
zdentificationMofMrurMTShMasMaMnovelMlocusMforMcoronaryMatherosclerosisMandMassociationMofMrsOM
withMmyocardialMinfarctionMinMtheMpresenceMofMcoronaryMatherosclerosiskMtwoMgenomeZwideM
associationMstudies[MLancetvhTheYM2011YMdhhYMdidZjc

40 399

150 xeneticManalysisMofMoverMbMmillionMpeopleMidentifiesMfdfMnewMlociMassociatedMwithMbloodMpressureM
traits[MNaturehGeneticsYM2018YMfaYMbebcZbecf 36.3 386

149 xeneticMriskYMcoronaryMheartMdiseaseMeventsYMandMtheMclinicalMbenefitMofMstatinMtherapykManManalysisMofM
primaryMandMsecondaryMpreventionMtrials[MLancetvhTheYM2015YMdifYMccgeZcchb 40 371

148 LossZofZfunctionMmutationsMinMSLtdariMprotectMagainstMtypeMcMdiabetes[MNaturehGeneticsYM2014YMegYMdfhZgd36.3 351

147 RareMvariantMinMscavengerMreceptorMszMraisesMyuLMcholesterolMandMincreasesMriskMofMcoronaryMheartM
disease[MScienceYM2016YMdfbYMbbggZhb 33.3 325

146 vxomeZwideMassociationMstudyMofMplasmaMlipidsMinModaaYaaaMindividuals[MNaturehGeneticsYM2017YMejYMbhfiZbhgg36.3 310

145 xeneticsMofMhumanMcardiovascularMdisease[MCellYM2012YMbeiYMbcecZfh 56.2 296

144 MultiZethnicMgenomeZwideMassociationMstudyMforMatrialMfibrillation[MNaturehGeneticsYM2018YMfaYMbccfZbcdd 36.3 277

143 xeneticsMofMcoronaryMarteryMdiseasekMdiscoveryYMbiologyMandMclinicalMtranslation[MNaturehReviewsh
GeneticsYM2017YMbiYMddbZdee 30.1 267

142 PolygenicMPredictionMofMWeightMandMObesityMTrajectoriesMfromMsirthMtoMrdulthood[MCellYM2019YMbhhYMfihZfjg[ej56.2 265

141 xeneticsMofMbloodMlipidsMamongM~daaYaaaMmultiZethnicMparticipantsMofMtheMMillionMVeteranMProgram[M
NaturehGeneticsYM2018YMfaYMbfbeZbfcd 36.3 260

140 TheMgeneticsMofMbloodMpressureMregulationMandMitsMtargetMorgansMfromMassociationMstudiesMinMdecYebfM
individuals[MNaturehGeneticsYM2016YMeiYMbbhbZbbie 36.3 251

139 SharedMgeneticMsusceptibilityMtoMischemicMstrokeMandMcoronaryMarteryMdiseasekMaMgenomeZwideM
analysisMofMcommonMvariants[MStrokeYM2014YMefYMceZdg 6.7 245

138 PolygenicMRiskMScoreMzdentifiesMSubgroupMWithMyigherMsurdenMofMrtherosclerosisMandMxreaterM
RelativeMsenefitMwromMStatinMTherapyMinMtheMPrimaryMPreventionMSetting[MCirculationYM2017YMbdfYMcajbZcbab16.7 244

137 uistributionMandMmedicalMimpactMofMlossZofZfunctionMvariantsMinMtheMwinnishMfounderMpopulation[MPLoSh
GeneticsYM2014YMbaYMebaaeeje 6 243

136 rMxeneticMVariantMrssociatedMwithMwiveMVascularMuiseasesMzsMaMuistalMRegulatorMofMvndothelinZbMxeneM
vxpression[MCellYM2017YMbhaYMfccZfdd[ebf 56.2 236

135 MendelianMRandomization[MJAMAhwhJournalhofhthehAmericanhMedicalhAssociationYM2017YMdbiYMbjcfZbjcg 27.4 234

134 rssociationMofMlowZfrequencyMandMrareMcodingZsequenceMvariantsMwithMbloodMlipidsMandMcoronaryM
heartMdiseaseMinMfgYaaaMwhitesMandMblacks[MAmericanhJournalhofhHumanhGeneticsYM2014YMjeYMccdZdc 11 233
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133 rNxPTLdMueficiencyMandMProtectionMrgainstMtoronaryMrrteryMuisease[MJournalhofhthehAmericanh
CollegehofhCardiologyYM2017YMgjYMcafeZcagd 15.1 226

132 rMstructuralMvariationMreferenceMforMmedicalMandMpopulationMgenetics[MNatureYM2020YMfibYMeeeZefb 50.4 223

131 RefiningMtheMaccuracyMofMvalidatedMtargetMidentificationMthroughMcodingMvariantMfineZmappingMinMtypeM
cMdiabetes[MNaturehGeneticsYM2018YMfaYMffjZfhb 36.3 221

130 TheMznfluenceMofMrgeMandMSexMonMxeneticMrssociationsMwithMrdultMsodyMSizeMandMShapekMrM
LargeZScaleMxenomeZWideMznteractionMStudy[MPLoShGeneticsYM2015YMbbYMebaafdhi 6 220

129 yumanMknockoutsMandMphenotypicManalysisMinMaMcohortMwithMaMhighMrateMofMconsanguinity[MNatureYM
2017YMfeeYMcdfZcdj 50.4 208

128 xeneticMrssociationMofMWaistZtoZyipMRatioMWithMtardiometabolicMTraitsYMTypeMcMuiabetesYMandM
toronaryMyeartMuisease[MJAMAhwhJournalhofhthehAmericanhMedicalhAssociationYM2017YMdbhYMgcgZgde 27.4 195

127 uysfunctionalMnitricMoxideMsignallingMincreasesMriskMofMmyocardialMinfarction[MNatureYM2013YMfaeYMedcZg 50.4 185

126 wifteenMnewMriskMlociMforMcoronaryMarteryMdiseaseMhighlightMarterialZwallZspecificMmechanisms[MNatureh
GeneticsYM2017YMejYMbbbdZbbbj 36.3 184

125 TransZancestryMmetaZanalysesMidentifyMrareMandMcommonMvariantsMassociatedMwithMbloodMpressureM
andMhypertension[MNaturehGeneticsYM2016YMeiYMbbfbZbbgb 36.3 181

124 LargeZscaleManalysesMofMcommonMandMrareMvariantsMidentifyMbcMnewMlociMassociatedMwithMatrialM
fibrillation[MNaturehGeneticsYM2017YMejYMjegZjfc 36.3 176

123 WholeZexomeMsequencingMidentifiesMrareMandMlowZfrequencyMcodingMvariantsMassociatedMwithMLuLM
cholesterol[MAmericanhJournalhofhHumanhGeneticsYM2014YMjeYMcddZef 11 170

122 xenomeZwideMidentificationMofMmicroRNrsMregulatingMcholesterolMandMtriglycerideMhomeostasis[M
NaturehMedicineYM2015YMcbYMbcjaZh 50.5 160

121 MetaZanalysisMidentifiesMcommonMandMrareMvariantsMinfluencingMbloodMpressureMandMoverlappingMwithM
metabolicMtraitMloci[MNaturehGeneticsYM2016YMeiYMbbgcZha 36.3 152

120 RiskMpredictionMbyMgeneticMriskMscoresMforMcoronaryMheartMdiseaseMisMindependentMofMselfZreportedM
familyMhistory[MEuropeanhHearthJournalYM2016YMdhYMfgbZh 9.5 152

119 ProspectiveMfunctionalMclassificationMofMallMpossibleMmissenseMvariantsMinMPPrRx[MNaturehGeneticsYM
2016YMeiYMbfhaZbfhf 36.3 149

118 xeneticsMandMcausalityMofMtriglycerideZrichMlipoproteinsMinMatheroscleroticMcardiovascularMdisease[M
JournalhofhthehAmericanhCollegehofhCardiologyYM2014YMgeYMcfcfZea 15.1 149

117 SystematicMvvaluationMofMPleiotropyMzdentifiesMgMwurtherMLociMrssociatedMWith´ toronaryM
rrtery´ uisease[MJournalhofhthehAmericanhCollegehofhCardiologyYM2017YMgjYMicdZidg 15.1 146

116 MetaZanalysisMofMgeneZlevelMtestsMforMrareMvariantMassociation[MNaturehGeneticsYM2014YMegYMcaaZe 36.3 142
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115 rssociationMofMlowZdensityMlipoproteinMcholesterolZrelatedMgeneticMvariantsMwithMaorticMvalveMcalciumM
andMincidentMaorticMstenosis[MJAMAhwhJournalhofhthehAmericanhMedicalhAssociationYM2014YMdbcYMbhgeZhb 27.4 134

114 xeneticManalysisMinMU MsiobankMlinksMinsulinMresistanceMandMtransendothelialMmigrationMpathwaysMtoM
coronaryMarteryMdisease[MNaturehGeneticsYM2017YMejYMbdjcZbdjh 36.3 127

113 PhenotypicMtharacterizationMofMxenetically´ LoweredMyumanMLipoproteinUaVMLevels[MJournalhofhtheh
AmericanhCollegehofhCardiologyYM2016YMgiYMchgbZchhc 15.1 127

112 rssociationMofMsickleMcellMtraitMwithMchronicMkidneyMdiseaseMandMalbuminuriaMinMrfricanMrmericans[M
JAMAhwhJournalhofhthehAmericanhMedicalhAssociationYM2014YMdbcYMcbbfZcf 27.4 126

111 xeneticMznterleukinMgMSignalingMueficiencyMrttenuatesMtardiovascularMRiskMinMtlonalMyematopoiesis[M
CirculationYM2020YMbebYMbceZbdb 16.7 120

110 WholeZxenomeMSequencingMtoMtharacterizeMMonogenicMandMPolygenicMtontributionsMinMPatientsM
yospitalizedMWithMvarlyZOnsetMMyocardialMznfarction[MCirculationYM2019YMbdjYMbfjdZbgac 16.7 112

109 rssociationMofMRareMandMtommonMVariationMinMtheMLipoproteinMLipaseMxeneMWithMtoronaryMrrteryM
uisease[MJAMAhwhJournalhofhthehAmericanhMedicalhAssociationYM2017YMdbhYMjdhZjeg 27.4 109

108 SingleZtellMrnalysisMofMtheMNormalMMouseMrortaMRevealsMwunctionallyMuistinctMvndothelialMtellM
Populations[MCirculationYM2019YMbeaYMbehZbgd 16.7 104

107 LargeYMuiverseMPopulationMtohortsMofMhiPStsMandMuerivedMyepatocyteZlikeMtellsMRevealMwunctionalM
xeneticMVariationMatMsloodMLipidZrssociatedMLoci[MCellhStemhCellYM2017YMcaYMffiZfha[eba 18 102

106 NovelMgeneticMmarkersMassociateMwithMatrialMfibrillationMriskMinMvuropeansMandM~apanese[MJournalhofh
thehAmericanhCollegehofhCardiologyYM2014YMgdYMbcaaZbcba 15.1 102

105 siologicalMandMclinicalMinsightsMfromMgeneticsMofMinsomniaMsymptoms[MNaturehGeneticsYM2019YMfbYMdihZdjd 36.3 101

104 tausalMrssessmentMofMSerumMUrateMLevelsMinMtardiometabolicMuiseasesMThroughMaMMendelianM
RandomizationMStudy[MJournalhofhthehAmericanhCollegehofhCardiologyYM2016YMghYMeahZebg 15.1 101

103 tardiovascularMvventMPredictionMandMRiskMReclassificationMbyMtoronaryYMrorticYMandMValvularM
talcificationMinMtheMwraminghamMyeartMStudy[MJournalhofhthehAmericanhHearthAssociationYM2016YMfYM 6 101

102 SurprisesMwromMxeneticMrnalysesMofMLipidMRiskMwactorsMforMrtherosclerosis[MCirculationhResearchYM
2016YMbbiYMfhjZif 15.7 98

101 znMvivoMtRzSPRMbaseMeditingMofMPtS jMdurablyMlowersMcholesterolMinMprimates[MNatureYM2021YMfjdYMecjZede50.4 96

100 ueepZcoverageMwholeMgenomeMsequencesMandMbloodMlipidsMamongMbgYdceMindividuals[MNatureh
CommunicationsYM2018YMjYMddjb 17.4 90

99 PolygenicMbackgroundMmodifiesMpenetranceMofMmonogenicMvariantsMforMtierMbMgenomicMconditions[M
NaturehCommunicationsYM2020YMbbYMdgdf 17.4 88

98 znducedMPluripotentMStemMtellMuifferentiationMvnablesMwunctionalMValidationMofMxWrSMVariantsMinM
MetabolicMuisease[MCellhStemhCellYM2017YMcaYMfehZffh[eh 18 86
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97 xeneticsMofMtommonYMtomplexMtoronaryMrrteryMuisease[MCellYM2019YMbhhYMbdcZbef 56.2 84

96 vxomeMchipMmetaZanalysisMidentifiesMnovelMlociMandMvastMrsianZspecificMcodingMvariantsMthatM
contributeMtoMlipidMlevelsMandMcoronaryMarteryMdisease[MNaturehGeneticsYM2017YMejYMbhccZbhda 36.3 83

95 LossMofMwunctionMofMxrLNTcMLowersMyighZuensityMLipoproteinsMinMyumansYMNonhumanMPrimatesYMandM
Rodents[MCellhMetabolismYM2016YMceYMcdeZef 24.6 78

94 rMgenomicMapproachMtoMtherapeuticMtargetMvalidationMidentifiesMaMglucoseZloweringMxLPbRMvariantM
protectiveMforMcoronaryMheartMdisease[MSciencehTranslationalhMedicineYM2016YMiYMdebrahg 17.5 77

93 rssociationMsetweenMTitinMLossZofZwunctionMVariantsMandMvarlyZOnsetMrtrialMwibrillation[MJAMAhwh
JournalhofhthehAmericanhMedicalhAssociationYM2018YMdcaYMcdfeZcdge 27.4 75

92 xenomeZwideMassociationMstudyMofMperipheralMarteryMdiseaseMinMtheMMillionMVeteranMProgram[MNatureh
MedicineYM2019YMcfYMbcheZbchj 50.5 73

91 TwelveZsingleMnucleotideMpolymorphismMgeneticMriskMscoreMidentifiesMindividualsMatMincreasedMriskMforM
futureMatrialMfibrillationMandMstroke[MStrokeYM2014YMefYMcifgZcigc 6.7 72

90 xeneticMinactivationMofMrNxPTLeMimprovesMglucoseMhomeostasisMandMisMassociatedMwithMreducedMriskM
ofMdiabetes[MNaturehCommunicationsYM2018YMjYMccfc 17.4 71

89 tardiacMtroponinMTMelevationMafterMcoronaryMarteryMbypassMgraftingMisMassociatedMwithMincreasedM
oneZyearMmortality[MAmericanhJournalhofhCardiologyYM2004YMjeYMihjZib 3 66

88 rMhumanMrPOtdMmissenseMvariantMandMmonoclonalMantibodyMaccelerateMapotZzzzMclearanceMandMlowerM
triglycerideZrichMlipoproteinMlevels[MNaturehMedicineYM2017YMcdYMbaigZbaje 50.5 63

87 UltraZrareMdisruptiveMandMdamagingMmutationsMinfluenceMeducationalMattainmentMinMtheMgeneralM
population[MNaturehNeuroscienceYM2016YMbjYMbfgdZbfgf 25.5 63

86
MyocardialMznfarctionZrssociatedMSNPMatMgpceMznterferesMWithMMvwcMsindingMandMrssociatesMWithM
PyrtTRbMvxpressionMLevelsMinMyumanMtoronaryMrrteries[MArteriosclerosisvhThrombosisvhandhVascularh
BiologyYM2015YMdfYMbehcZbehj

9.4 62

85 xeneticMrssociationMofMrlbuminuriaMwithMtardiometabolicMuiseaseMandMsloodMPressure[MAmericanh
JournalhofhHumanhGeneticsYM2018YMbadYMegbZehd 11 62

84 PlateletZRelatedMVariantsMzdentifiedMbyMvxomechipMMetaZanalysisMinMbfhYcjdMzndividuals[MAmericanh
JournalhofhHumanhGeneticsYM2016YMjjYMeaZff 11 61

83 RecurringMexonMdeletionsMinMtheMyPMUhaptoglobinVMgeneMcontributeMtoMlowerMbloodMcholesterolMlevels[M
NaturehGeneticsYM2016YMeiYMdfjZgg 36.3 61

82 urSykMaMmethodMforMidenticalZbyZdescentMhaplotypeMmappingMuncoversMassociationMwithMrecentM
variation[MAmericanhJournalhofhHumanhGeneticsYM2011YMiiYMhagZhbh 11 60

81 QuantifyingMtheMzmpactMofMRareMandMUltraZrareMtodingMVariationMacrossMtheMPhenotypicMSpectrum[M
AmericanhJournalhofhHumanhGeneticsYM2018YMbacYMbcaeZbcbb 11 59

80 xenomeZwideMassociationManalysisMofMvenousMthromboembolismMidentifiesMnewMriskMlociMandMgeneticM
overlapMwithMarterialMvascularMdisease[MNaturehGeneticsYM2019YMfbYMbfheZbfhj 36.3 56
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79 xeneticMRiskMPredictionMofMrtrialMwibrillation[MCirculationYM2017YMbdfYMbdbbZbdca 16.7 56

78 rnalysisMofMpredictedMlossZofZfunctionMvariantsMinMU MsiobankMidentifiesMvariantsMprotectiveMforM
disease[MNaturehCommunicationsYM2018YMjYMbgbd 17.4 55

77 xeneticMpredispositionMtoMhigherMbloodMpressureMincreasesMcoronaryMarteryMdiseaseMrisk[M
HypertensionYM2013YMgbYMjjfZbaab 8.5 55

76 ueepMcoverageMwholeMgenomeMsequencesMandMplasmaMlipoproteinUaVMinMindividualsMofMvuropeanMandM
rfricanMancestries[MNaturehCommunicationsYM2018YMjYMcgag 17.4 53

75 xeneticMrnalysisMofMVenousMThromboembolismMinMU MsiobankMzdentifiesMtheMZwPMcMLocusMandM
zmplicatesMObesityMasMaMtausalMRiskMwactor[MCirculation:hCardiovascularhGeneticsYM2017YMbaYM 52

74 RoleMofMangiopoietinZlikeMdMUrNxPTLdVMinMregulatingMplasmaMlevelMofMlowZdensityMlipoproteinM
cholesterol[MAtherosclerosisYM2018YMcgiYMbjgZcag 3.1 52

73 PhenotypicMRefinementMofMyeartMwailureMinMaMNationalMsiobankMwacilitatesMxeneticMuiscovery[M
CirculationYM2018YM 16.7 51

72 rMmissenseMvariantMinMMitochondrialMrmidoximeMReducingMtomponentMbMgeneMandMprotectionM
againstMliverMdisease[MPLoShGeneticsYM2020YMbgYMebaaigcj 6 49

71 vxomeMxenotypingMzdentifiesMPleiotropicMVariantsMrssociatedMwithMRedMsloodMtellMTraits[MAmericanh
JournalhofhHumanhGeneticsYM2016YMjjYMiZcb 11 47

70 PhenotypicMextremesMinMrareMvariantMstudyMdesigns[MEuropeanhJournalhofhHumanhGeneticsYM2016YMceYMjceZda5.3 43

69 rrgatroban[MJournalhofhThrombosishandhThrombolysisYM2002YMbdYMebZh 5.1 43

68 rggregateMpenetranceMofMgenomicMvariantsMforMactionableMdisordersMinMvuropeanMandMrfricanM
rmericans[MSciencehTranslationalhMedicineYM2016YMiYMdgerabfb 17.5 41

67 PolymorphismsMatMnewlyMidentifiedMlipidZassociatedMlociMareMassociatedMwithMbloodMlipidsMandM
cardiovascularMdiseaseMinManMrsianMMalayMpopulation[MJournalhofhLipidhResearchYM2009YMfaYMfbeZfca 6.3 41

66 rnalysisMofMcardiacMmagneticMresonanceMimagingMinMdgYaaaMindividualsMyieldsMgeneticMinsightsMintoM
dilatedMcardiomyopathy[MNaturehCommunicationsYM2020YMbbYMccfe 17.4 40

65 uefiningMtheMspectrumMofMallelesMthatMcontributeMtoMbloodMlipidMconcentrationsMinMhumans[MCurrenth
OpinionhinhLipidologyYM2008YMbjYMbccZh 4.4 40

64 yeritabilityMofMrtrialMwibrillation[MCirculation:hCardiovascularhGeneticsYM2017YMbaYM 39

63 LossMofMtardioprotectiveMvffectsMatMtheMLocusMasMaMResultMofMxeneZSmokingMznteractions[MCirculationYM
2017YMbdfYMcddgZcdfd 16.7 36

62 LimitationsMofMtontemporaryMxuidelinesMforMManagingMPatientsMatMyighMxeneticMRiskMofMtoronaryM
rrteryMuisease[MJournalhofhthehAmericanhCollegehofhCardiologyYM2020YMhfYMchgjZchia 15.1 33

(2020-2017)

7



61 SystematicMcellZbasedMphenotypingMofMmissenseMallelesMempowersMrareMvariantMassociationMstudieskMaM
caseMforMLuLRMandMmyocardialMinfarction[MPLoShGeneticsYM2015YMbbYMebaaeiff 6 32

60 LpUaVMULipoprotein[a]VMtoncentrationsMandMzncidentMrtheroscleroticMtardiovascularMuiseasekMNewM
znsightsMwromMaMLargeMNationalMsiobank[MArteriosclerosisvhThrombosisvhandhVascularhBiologyYM2021YMebYMegfZehe9.4 32

59
rssociationMofMRareMPathogenicMuNrMVariantsMforMwamilialMyypercholesterolemiaYMyereditaryMsreastM
andMOvarianMtancerMSyndromeYMandMLynchMSyndromeMWithMuiseaseMRiskMinMrdultsMrccordingMtoM
wamilyMyistory[MJAMAhNetworkhOpenYM2020YMdYMecadjfj

10.4 31

58 rssociationMofMexomeMsequencesMwithMplasmaMtZreactiveMproteinMlevelsMinMojaaaMparticipants[M
HumanhMolecularhGeneticsYM2015YMceYMffjZhb 5.6 31

57 RareMProteinZTruncatingMVariantsMinMrPOsYMLowerMLowZuensityMLipoproteinMtholesterolYMandM
ProtectionMrgainstMtoronaryMyeartMuisease[MCirculationhGenomichandhPrecisionhMedicineYM2019YMbcYMeaacdhg5.2 30

56 zsMtoronaryMrtherosclerosisMOneMuiseaseMorMManypMSettingMRealisticMvxpectationsMforMPrecisionM
Medicine[MCirculationYM2017YMbdfYMbaafZbaah 16.7 27

55 tlonalMyematopoiesisMofMzndeterminate´ PotentialMReshapesMrgeZRelatedMtVukM~rttMReviewMTopicM
ofMtheMWeek[MJournalhofhthehAmericanhCollegehofhCardiologyYM2019YMheYMfhiZfig 15.1 27

54 xPRbegMueficiencyMProtectsMagainstMyypercholesterolemiaMandMrtherosclerosis[MCellYM2019YMbhjYMbchgZbcii[ebe56.2 27

53 xeneticMvariantsMinMtvTPMincreaseMriskMofMintracerebralMhemorrhage[MAnnalshofhNeurologyYM2016YMiaYMhdaZhea9.4 24

52 TheMpowerMofMgeneticMdiversityMinMgenomeZwideMassociationMstudiesMofMlipids[MNatureYM2021YM 50.4 24

51 xeneticMrrchitectureMofMrbdominalMrorticMrneurysmMinMtheMMillionMVeteranMProgram[MCirculationYM
2020YMbecYMbgddZbgeg 16.7 24

50 xenomeZWideMPolygenicMScoreYMtlinicalMRiskMwactorsYMandMLongZTermMTrajectoriesMofMtoronaryMrrteryM
uisease[MArteriosclerosisvhThrombosisvhandhVascularhBiologyYM2020YMeaYMchdiZcheg 9.4 24

49 xeneticMvariantsMprimarilyMassociatedMwithMtypeMcMdiabetesMareMrelatedMtoMcoronaryMarteryMdiseaseM
risk[MAtherosclerosisYM2015YMcebYMebjZcg 3.1 23

48 MultipleMassociatedMvariantsMincreaseMtheMheritabilityMexplainedMforMplasmaMlipidsMandMcoronaryM
arteryMdisease[MCirculation:hCardiovascularhGeneticsYM2014YMhYMfidZh 23

47 ValidationMofMaMxenomeZWideMPolygenic´ ScoreMforMtoronaryMrrtery´ uiseaseMin´ SouthMrsians[MJournalh
ofhthehAmericanhCollegehofhCardiologyYM2020YMhgYMhadZhbe 15.1 22

46 rnMeMvRxvMtlinicalMtenterMatMPartnersMPersonalizedMMedicine[MJournalhofhPersonalizedhMedicineYM
2016YMgYM 3.6 22

45 yeterozygousMxeneMueficiencyMandMRiskMofMtoronaryMrrteryMuisease[MCirculationhGenomichandh
PrecisionhMedicineYM2020YMbdYMebhZecd 5.2 21

44 LeveragingMhumanMgeneticsMtoMguideMdrugMtargetMdiscovery[MTrendshinhCardiovascularhMedicineYM2017YM
chYMdfcZdfj 6.9 20
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43 TheMmouseMQTLMmapMhelpsMinterpretMhumanMgenomeZwideMassociationMstudiesMforMyuLMcholesterol[M
JournalhofhLipidhResearchYM2011YMfcYMbbdjZbbej 6.3 20

42 rssociationMofMxeneticMVariationMWithMtirrhosiskMrMMultiZTraitMxenomeZWideMrssociationMandM
xeneZvnvironmentMznteractionMStudy[MGastroenterologyYM2021YMbgaYMbgcaZbgdd[ebd 13.3 20

41 vvaluationMofMtheMPooledMtohortMvquationsMforMPredictionMofMtardiovascularMRiskMinMaMtontemporaryM
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