
Ra Eeles

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/4166650/ra-eeles-publications-by-citations.pdf

Version:k2024-04-25k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

178
papers

18,522
citations

66
h-index

135
g-index

202
ext. papers

23,117
ext. citations

10.9
avg, IF

5.53
L-index



n Paper IF Citations

178 rNoURepairHrefectsHandHOlaparibHinH—etastaticHProstateHqancerVHNewhEnglandhJournalhofhMedicineTH
2015THaeaTHYdgeUeXf 59.2 1345

177 RisksHofHpreastTHOvarianTHandHqontralateralHpreastHqancerHforHpRqoYHandHpRqoZH—utationHqarriersVH
JAMAhwhJournalhofhthehAmericanhMedicalhAssociationTH2017THaYeTHZbXZUZbYd 27.4 1140

176 zowUpenetranceHsusceptibilityHtoHbreastHcancerHdueHtoHqvsyZPRQYYXXdelqHinHnoncarriersHofHpRqoYH
orHpRqoZHmutationsVHNaturehGeneticsTH2002THaYTHccUg 36.3 863

175 TheHevolutionaryHhistoryHofHlethalHmetastaticHprostateHcancerVHNatureTH2015THcZXTHacaUace 50.4 857

174 wnheritedHrNoURepairHueneH—utationsHinH—enHwithH—etastaticHProstateHqancerVHNewhEnglandh
JournalhofhMedicineTH2016THaecTHbbaUca 59.2 791

173 —ultipleHnewlyHidentifiedHlociHassociatedHwithHprostateHcancerHsusceptibilityVHNaturehGeneticsTH2008TH
bXTHaYdUZY 36.3 722

172 RsVszhHonHsnsembleH—ethodHforHPredictingHtheHPathogenicityHofHRareH—issenseHVariantsVHAmericanh
JournalhofhHumanhGeneticsTH2016THggTHfeeUffc 11 722

171
—utationHspectrumHandHgenotypeUphenotypeHanalysesHinHqowdenHdiseaseHandHpannayanUZonanaH
syndromeTHtwoHhamartomaHsyndromesHwithHgermlineHPTsNHmutationVHHumanhMolecularhGeneticsTH
1998THeTHcXeUYc

5.6 458

170 uermlineHpRqoHmutationsHareHassociatedHwithHhigherHriskHofHnodalHinvolvementTHdistantHmetastasisTH
andHpoorHsurvivalHoutcomesHinHprostateHcancerVHJournalhofhClinicalhOncologyTH2013THaYTHYebfUce 2.2 440

169 wdentificationHofHZaHnewHprostateHcancerHsusceptibilityHlociHusingHtheHiqOuSHcustomHgenotypingH
arrayVHNaturehGeneticsTH2013THbcTHafcUgYTHagYeYUZ 36.3 413

168 wdentificationHofHsevenHnewHprostateHcancerHsusceptibilityHlociHthroughHaHgenomeUwideHassociationH
studyVHNaturehGeneticsTH2009THbYTHYYYdUZY 36.3 360

167 ossociationHanalysesHofHmoreHthanHYbXTXXXHmenHidentifyHdaHnewHprostateHcancerHsusceptibilityHlociVH
NaturehGeneticsTH2018THcXTHgZfUgad 36.3 340

166 oHmetaUanalysisHofHfeTXbXHindividualsHidentifiesHZaHnewHsusceptibilityHlociHforHprostateHcancerVH
NaturehGeneticsTH2014THbdTHYYXaUg 36.3 331

165 SpatialHgenomicHheterogeneityHwithinHlocalizedTHmultifocalHprostateHcancerVHNaturehGeneticsTH2015TH
beTHeadUbc 36.3 306

164 TwoHpercentHofHmenHwithHearlyUonsetHprostateHcancerHharborHgermlineHmutationsHinHtheHpRqoZH
geneVHAmericanhJournalhofhHumanhGeneticsTH2003THeZTHYUYZ 11 293

163
onalysisHofHtheHgeneticHphylogenyHofHmultifocalHprostateHcancerHidentifiesHmultipleHindependentH
clonalHexpansionsHinHneoplasticHandHmorphologicallyHnormalHprostateHtissueVHNaturehGeneticsTH2015TH
beTHadeUaeZ

36.3 292

162 ossociationHofHtypeHandHlocationHofHpRqoYHandHpRqoZHmutationsHwithHriskHofHbreastHandHovarianH
cancerVHJAMAhwhJournalhofhthehAmericanhMedicalhAssociationTH2015THaYaTHYabeUdY 27.4 286
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161 PreventionHandHearlyHdetectionHofHprostateHcancerVHLancethOncologyvhTheTH2014THYcTHebfbUgZ 21.7 277

160 —ultipleHlociHonHfqZbHassociatedHwithHprostateHcancerHsusceptibilityVHNaturehGeneticsTH2009THbYTHYXcfUdX 36.3 252

159 pRqoZHisHaHmoderateHpenetranceHgeneHcontributingHtoHyoungUonsetHprostateHcancerhHimplicationsH
forHgeneticHtestingHinHprostateHcancerHpatientsVHBritishhJournalhofhCancerTH2011THYXcTHYZaXUb 8.7 249

158
TumourHgenomicHandHmicroenvironmentalHheterogeneityHforHintegratedHpredictionHofHcUyearH
biochemicalHrecurrenceHofHprostateHcancerhHaHretrospectiveHcohortHstudyVHLancethOncologyvhTheTH
2014THYcTHYcZYUYcaZ

21.7 218

157 oHgermlineHmutationHinHtheHandrogenHreceptorHgeneHinHtwoHbrothersHwithHbreastHcancerHandH
ReifensteinHsyndromeVHNaturehGeneticsTH1992THZTHYaZUb 36.3 215

156 uermlineHpRqoYHmutationsHincreaseHprostateHcancerHriskVHBritishhJournalhofhCancerTH2012THYXdTHYdgeUeXY 8.7 203

155 sffectHofHpRqoH—utationsHonH—etastaticHRelapseHandHqauseUspecificHSurvivalHofterHRadicalH
TreatmentHforHzocalisedHProstateHqancerVHEuropeanhUrologyTH2015THdfTHYfdUga 10.2 192

154 wdentificationHofHYZHnewHsusceptibilityHlociHforHdifferentHhistotypesHofHepithelialHovarianHcancerVH
NaturehGeneticsTH2017THbgTHdfXUdgY 36.3 190

153 wdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturehGeneticsTH2017THbgTHYedeUYeef 36.3 186

152 TheHOncoorrayHqonsortiumhHoHNetworkHforHUnderstandingHtheHueneticHorchitectureHofHqommonH
qancersVHCancerhEpidemiologyhBiomarkershandhPreventionTH2017THZdTHYZdUYac 4 183

151 PredictiveHtestingHforHpRqoYWZhHattributesTHriskHperceptionHandHmanagementHinHaHmultiUcentreH
clinicalHcohortVHBritishhJournalhofhCancerTH2002THfdTHYZXgUYd 8.7 163

150 ziUtraumeniHsyndromehHcancerHriskHassessmentHandHclinicalHmanagementVHNaturehReviewshClinicalh
OncologyTH2014THYYTHZdXUeY 19.4 162

149 TheHgeneticHepidemiologyHofHprostateHcancerHandHitsHclinicalHimplicationsVHNaturehReviewshUrologyTH
2014THYYTHYfUaY 5.5 162

148 TargetedHprostateHcancerHscreeningHinHpRqoYHandHpRqoZHmutationHcarriershHresultsHfromHtheHinitialH
screeningHroundHofHtheHw—PoqTHstudyVHEuropeanhUrologyTH2014THddTHbfgUgg 10.2 156

147 —anagementHofHPatientsHwithHodvancedHProstateHqancerhHReportHofHtheHodvancedHProstateHqancerH
qonsensusHqonferenceHZXYgVHEuropeanhUrologyTH2020THeeTHcXfUcbe 10.2 155

146 xugglingHrolesHandHexpectationshHdilemmasHfacedHbyHwomenHtalkingHtoHrelativesHaboutHcancerHandH
geneticHtestingVHPsychologyhandhHealthTH2004THYgTHbagUbcc 2.9 146

145 veadHandHneckHsarcomashHprognosticHfactorsHandHimplicationsHforHtreatmentVHBritishhJournalhofh
CancerTH1993THdfTHZXYUe 8.7 145

144 —utationalHspectrumHinHaHworldwideHstudyHofHZgTeXXHfamiliesHwithHpRqoYHorHpRqoZHmutationsVH
HumanhMutationTH2018THagTHcgaUdZX 4.7 138
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143 ulobalHpatternsHofHprostateHcancerHincidenceTHaggressivenessTHandHmortalityHinHmenHofHafricanH
descentVHProstatehCancerTH2013THZXYaTHcdXfce 1.9 136

142 —ultipleHnovelHprostateHcancerHpredispositionHlociHconfirmedHbyHanHinternationalHstudyhHtheH
PRoqTwqozHqonsortiumVHCancerhEpidemiologyhBiomarkershandhPreventionTH2008THYeTHZXcZUdY 4 134

141 qomprehensiveHfunctionalHannotationHofHeeHprostateHcancerHriskHlociVHPLoShGeneticsTH2014THYXTHeYXXbYXZ 6 132

140 wdentificationHofHnineHnewHsusceptibilityHlociHforHtesticularHcancerTHincludingHvariantsHnearHroZzHandH
PRr—YbVHNaturehGeneticsTH2013THbcTHdfdUg 36.3 128

139 PolygenicHsusceptibilityHtoHprostateHandHbreastHcancerhHimplicationsHforHpersonalisedHscreeningVH
BritishhJournalhofhCancerTH2011THYXbTHYdcdUda 8.7 127

138 PozpZTHqvsyZHandHoT—HrareHvariantsHandHcancerHriskhHdataHfromHqOuSVHJournalhofhMedicalhGeneticsTH
2016THcaTHfXXUfYY 5.8 121

137 SequencingHofHprostateHcancersHidentifiesHnewHcancerHgenesTHroutesHofHprogressionHandHdrugH
targetsVHNaturehGeneticsTH2018THcXTHdfZUdgZ 36.3 112

136 oHmetaUanalysisHofHgenomeUwideHassociationHstudiesHtoHidentifyHprostateHcancerHsusceptibilityHlociH
associatedHwithHaggressiveHandHnonUaggressiveHdiseaseVHHumanhMolecularhGeneticsTH2013THZZTHbXfUYc 5.6 109

135 paselineHSurveillanceHinHziUtraumeniHSyndromeHUsingHWholeUpodyH—agneticHResonanceHwmaginghHoH
—etaUanalysisVHJAMAhOncologyTH2017THaTHYdabUYdag 13.4 107

134 uenomeUWideH—etaUonalysesHofHpreastTHOvarianTHandHProstateHqancerHossociationHStudiesHwdentifyH
—ultipleHNewHSusceptibilityHzociHSharedHbyHatHzeastHTwoHqancerHTypesVHCancerhDiscoveryTH2016THdTHYXcZUde24.4 104

133 ondrogenHreceptorHpolymorphismshHassociationHwithHprostateHcancerHriskTHrelapseHandHoverallH
survivalVHInternationalhJournalhofhCancerTH1999THfbTHbcfUdc 7.5 100

132
retectionHofHpointHmutationsHinHtheHpcaHgenehHcomparisonHofHsingleUstrandHconformationH
polymorphismTHconstantHdenaturantHgelHelectrophoresisTHandHhydroxylamineHandHosmiumHtetroxideH
techniquesVHHumanhMutationTH1993THZTHcfUdd

4.7 92

131 qommunicationHaboutHgeneticHtestingHinHfamiliesHofHmaleHpRqoYWZHcarriersHandHnonUcarriershH
patternsTHprioritiesHandHproblemsVHClinicalhGeneticsTH2005THdeTHbgZUcXZ 4 91

130 wdentificationHofHYgHnewHriskHlociHandHpotentialHregulatoryHmechanismsHinfluencingHsusceptibilityHtoH
testicularHgermHcellHtumorVHNaturehGeneticsTH2017THbgTHYYaaUYYbX 36.3 89

129 tineUmappingHidentifiesHmultipleHprostateHcancerHriskHlociHatHcpYcTHoneHofHwhichHassociatesHwithH
TsRTHexpressionVHHumanhMolecularhGeneticsTH2013THZZTHZcZXUf 5.6 88

128 PolygenicHhazardHscoreHtoHguideHscreeningHforHaggressiveHprostateHcancerhHdevelopmentHandH
validationHinHlargeHscaleHcohortsVHBMJvhTheTH2018THadXTHjcece 5.9 85

127 TheHroleHofHpRqoYHandHpRqoZHinHprostateHcancerVHAsianhJournalhofhAndrologyTH2012THYbTHbXgUYb 2.8 85

126 uermUlineHmutationsHinHmismatchHrepairHgenesHassociatedHwithHprostateHcancerVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2009THYfTHZbdXUe 4 84
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125 trequentHgermlineHdeleteriousHmutationsHinHrNoHrepairHgenesHinHfamilialHprostateHcancerHcasesHareH
associatedHwithHadvancedHdiseaseVHBritishhJournalhofhCancerTH2014THYYXTHYddaUeZ 8.7 83

124 ossociationHanalysesHidentifyHaYHnewHriskHlociHforHcolorectalHcancerHsusceptibilityVHNatureh
CommunicationsTH2019THYXTHZYcb 17.4 81

123 wnterimHResultsHfromHtheHw—PoqTHStudyhHsvidenceHforHProstateUspecificHontigenHScreeningHinHpRqoZH
—utationHqarriersVHEuropeanhUrologyTH2019THedTHfaYUfbZ 10.2 78

122 odjuvantHvormoneHTherapyH—ayHwmproveHSurvivalHinHspithelialHOvarianHqancerhHResultsHofHtheHovTH
RandomizedHTrialVHJournalhofhClinicalhOncologyTH2015THaaTHbYafUbb 2.2 78

121
TargetedHprostateHcancerHscreeningHinHmenHwithHmutationsHinHpRqoYHandHpRqoZHdetectsHaggressiveH
prostateHcancerhHpreliminaryHanalysisHofHtheHresultsHofHtheHw—PoqTHstudyVHBJUhInternationalTH2011TH
YXeTHZfUag

5.6 76

120 oHReviewHofHProstateHqancerHuenomeUWideHossociationHStudiesHPuWoSQVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2018THZeTHfbcUfce 4 73

119
ollelicHimbalanceTHincludingHdeletionHofHPTsNW——oqwTHatHtheHqowdenHdiseaseHlocusHonHYXqZZUZaTHinH
hamartomasHfromHpatientsHwithHqowdenHsyndromeHandHgermlineHPTsNHmutationVHGenesh
ChromosomeshandhCancerTH1998THZYTHdYUg

5 71

118 wmplicationsHofHpolygenicHriskUstratifiedHscreeningHforHprostateHcancerHonHoverdiagnosisVHGeneticshinh
MedicineTH2015THYeTHefgUgc 8.1 70

117 TheHrsYXggaggbHriskHalleleHforHprostateHcancerHresultsHinHclinicallyHrelevantHchangesHinH
microseminoproteinUbetaHexpressionHinHtissueHandHurineVHPLoShONETH2010THcTHeYaada 3.7 68

116 PrevalenceHofHtheHvOXpYaHufbsHgermlineHmutationHinHpritishHmenHandHcorrelationHwithHprostateH
cancerHriskTHtumourHcharacteristicsHandHclinicalHoutcomesVHAnnalshofhOncologyTH2015THZdTHecdUedY 10.3 67

115
TooHmuchTHtooHsoonmHPatientsHandHhealthHprofessionalsOHviewsHconcerningHtheHimpactHofHgeneticH
testingHatHtheHtimeHofHbreastHcancerHdiagnosisHinHwomenHunderHtheHageHofHbXVHEuropeanhJournalhofh
CancerhCareTH2005THYbTHZeZUfY

2.4 67

114 qrossUqancerHuenomeUWideHonalysisHofHzungTHOvaryTHpreastTHProstateTHandHqolorectalHqancerH
RevealsHNovelHPleiotropicHossociationsVHCancerhResearchTH2016THedTHcYXaUYb 10.1 66

113 uuiltTHblameHandHresponsibilityhHmenOsHunderstandingHofHtheirHroleHinHtheHtransmissionHofHpRqoYWZH
mutationsHwithinHtheirHfamilyVHSociologyhofhHealthhandhIllnessTH2006THZfTHgdgUff 3 65

112 zargeUscaleHtranscriptomeUwideHassociationHstudyHidentifiesHnewHprostateHcancerHriskHregionsVH
NaturehCommunicationsTH2018THgTHbXeg 17.4 65

111 —enOsHdecisionUmakingHaboutHpredictiveHpRqoYWZHtestinghHtheHroleHofHfamilyVHJournalhofhGenetich
CounselingTH2005THYbTHZXeUYe 2.5 63

110 TransUancestryHgenomeUwideHassociationHmetaUanalysisHofHprostateHcancerHidentifiesHnewH
susceptibilityHlociHandHinformsHgeneticHriskHpredictionVHNaturehGeneticsTH2021THcaTHdcUec 36.3 62

109 —aleHbreastHcancerHinHpRqoYHandHpRqoZHmutationHcarriershHpathologyHdataHfromHtheHqonsortiumHofH
wnvestigatorsHofH—odifiersHofHpRqoYWZVHBreasthCancerhResearchTH2016THYfTHYc 8.3 58

108 tineUmappingHofHprostateHcancerHsusceptibilityHlociHinHaHlargeHmetaUanalysisHidentifiesHcandidateH
causalHvariantsVHNaturehCommunicationsTH2018THgTHZZcd 17.4 57
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107 wdentificationHofHmultipleHriskHlociHandHregulatoryHmechanismsHinfluencingHsusceptibilityHtoHmultipleH
myelomaVHNaturehCommunicationsTH2018THgTHaeXe 17.4 57

106 —ultipleHnovelHprostateHcancerHsusceptibilityHsignalsHidentifiedHbyHfineUmappingHofHknownHriskHlociH
amongHsuropeansVHHumanhMolecularhGeneticsTH2015THZbTHccfgUdXZ 5.6 54

105 ProstateHqancerHRisksHforH—aleHpRqoYHandHpRqoZH—utationHqarriershHoHProspectiveHqohortHStudyVH
EuropeanhUrologyTH2020THeeTHZbUac 10.2 53

104 trequentHsomaticHtransferHofHmitochondrialHrNoHintoHtheHnuclearHgenomeHofHhumanHcancerHcellsVH
GenomehResearchTH2015THZcTHfYbUZb 9.7 52

103 UnravellingHtheHgeneticsHofHprostateHcancerVHAmericanhJournalhofhMedicalhGeneticshParthATH2004TH
YZgqTHdcUea 52

102 ueneralizabilityHofHestablishedHprostateHcancerHriskHvariantsHinHmenHofHofricanHancestryVHInternationalh
JournalhofhCancerTH2015THYadTHYZYXUe 7.5 51

101 ueneticHpredispositionHtoHprostateHcancerVHProstatehCancerhandhProstatichDiseasesTH1999THZTHgUYc 6.2 50

100 NonUvodgkinOsHlymphomaHpresentingHwithHextraduralHspinalHcordHcompressionhHfunctionalHoutcomeH
andHsurvivalVHBritishhJournalhofhCancerTH1991THdaTHYZdUg 8.7 50

99
oHqrossUqancerHueneticHossociationHonalysisHofHtheHrNoHRepairHandHrNoHramageHSignalingH
PathwaysHforHzungTHOvaryTHProstateTHpreastTHandHqolorectalHqancerVHCancerhEpidemiologyhBiomarkersh
andhPreventionTH2016THZcTHYgaUZXX

4 47

98 RiskHonalysisHofHProstateHqancerHinHPRoqTwqozTHaH—ultinationalHqonsortiumTHUsingHZcHynownH
ProstateHqancerHSusceptibilityHzociVHCancerhEpidemiologyhBiomarkershandhPreventionTH2015THZbTHYYZYUg 4 46

97 svaluatingHgeneticHriskHforHprostateHcancerHamongHxapaneseHandHzatinosVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2012THZYTHZXbfUcf 4 46

96 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturehCommunicationsTH2019
THYXTHbaY 17.4 45

95 paselineHresultsHfromHtheHUyHSwuNwtYHstudyhHaHwholeUbodyH—RwHscreeningHstudyHinHTPcaHmutationH
carriersHandHmatchedHcontrolsVHFamilialhCancerTH2017THYdTHbaaUbbX 3 39

94 uenomeUwideHassociationHstudyHidentifiesHsusceptibilityHlociHforHpUcellHchildhoodHacuteH
lymphoblasticHleukemiaVHNaturehCommunicationsTH2018THgTHYabX 17.4 39

93 TwoHNovelHSusceptibilityHzociHforHProstateHqancerHinH—enHofHofricanHoncestryVHJournalhofhtheh
NationalhCancerhInstituteTH2017THYXgTH 9.7 38

92 otlasHofHprostateHcancerHheritabilityHinHsuropeanHandHofricanUomericanHmenHpinpointsH
tissueUspecificHregulationVHNaturehCommunicationsTH2016THeTHYXgeg 17.4 37

91 RareHgermHlineHqvsyZHvariantsHidentifiedHinHbreastHcancerHfamiliesHencodeHproteinsHthatHshowH
impairedHactivationVHCancerhResearchTH2006THddTHfgddUeX 10.1 37

90 wntegrationHofHmultiethnicHfineUmappingHandHgenomicHannotationHtoHprioritizeHcandidateHfunctionalH
SNPsHatHprostateHcancerHsusceptibilityHregionsVHHumanhMolecularhGeneticsTH2015THZbTHcdXaUYf 5.6 35
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89 ossessmentHofHpolygenicHarchitectureHandHriskHpredictionHbasedHonHcommonHvariantsHacrossH
fourteenHcancersVHNaturehCommunicationsTH2020THYYTHaaca 17.4 32

88 RadiogenomicsHqonsortiumHuenomeUWideHossociationHStudyH—etaUonalysisHofHzateHToxicityHofterH
ProstateHqancerHRadiotherapyVHJournalhofhthehNationalhCancerhInstituteTH2020THYYZTHYegUYgX 9.7 32

87 wdentificationHofHfourHnewHsusceptibilityHlociHforHtesticularHgermHcellHtumourVHNaturehCommunications
TH2015THdTHfdgX 17.4 30

86 tineUmappingHtheHvOXpHregionHdetectsHcommonHvariantsHtaggingHaHrareHcodingHallelehHevidenceHforH
syntheticHassociationHinHprostateHcancerVHPLoShGeneticsTH2014THYXTHeYXXbYZg 6 30

85 uermlineHvariationHatHfqZbHandHprostateHcancerHriskHinHmenHofHsuropeanHancestryVHNatureh
CommunicationsTH2018THgTHbdYd 17.4 30

84 SNPsHinHtheHkallikreinHgeneHregionHassociatedHwithHprostateHcancerHriskhHtrueHcauseHorHassociationHbyH
designmVHNaturehGeneticsTH2008THbXTH 36.3 29

83 PolygenicHriskUtailoredHscreeningHforHprostateHcancerhHoHbenefitUharmHandHcostUeffectivenessH
modellingHstudyVHPLoShMedicineTH2019THYdTHeYXXZggf 11.6 29

82 qlinicalHimplicationsHofHfamilyHhistoryHofHprostateHcancerHandHgeneticHriskHsingleHnucleotideH
polymorphismHPSNPQHprofilesHinHanHactiveHsurveillanceHcohortVHBJUhInternationalTH2013THYYZTHdddUea 5.6 28

81 uermlineHrNoHRepairHueneH—utationsHinHYoungUonsetHProstateHqancerHqasesHinHtheHUyhHsvidenceH
forHaH—oreHsxtensiveHueneticHPanelVHEuropeanhUrologyTH2019THedTHaZgUaae 10.2 28

80 uenomeUwideHassociationHofHfamilialHprostateHcancerHcasesHidentifiesHevidenceHforHaHrareH
segregatingHhaplotypeHatHfqZbVZYVHHumanhGeneticsTH2016THYacTHgZaUaf 6.3 27

79 RareHgermlineHvariantsHinHrNoHrepairHgenesHandHtheHangiogenesisHpathwayHpredisposeHprostateH
cancerHpatientsHtoHdevelopHmetastaticHdiseaseVHBritishhJournalhofhCancerTH2018THYYgTHgdUYXb 8.7 27

78
wmmunohistochemicalHexpressionHofHpRqoZHproteinHandHallelicHlossHatHtheHpRqoZHlocusHinHprostateH
cancerVHqRqWpPuHUyHtamilialHProstateHqancerHStudyHqollaboratorsVHInternationalhJournalhofhCancerTH
1998THefTHYUe

7.5 27

77 —ultiUstageHgenomeUwideHassociationHstudyHidentifiesHnewHsusceptibilityHlocusHforHtesticularHgermH
cellHtumourHonHchromosomeHaqZcVHHumanhMolecularhGeneticsTH2015THZbTHYYdgUed 5.6 26

76 QuantifyingHtheHueneticHqorrelationHbetweenH—ultipleHqancerHTypesVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2017THZdTHYbZeUYbac 4 25

75 uenomeUwideHassociationHstudyHofHclassicalHvodgkinHlymphomaHidentifiesHkeyHregulatorsHofHdiseaseH
susceptibilityVHNaturehCommunicationsTH2017THfTHYfgZ 17.4 24

74 TheHPROtwzsHteasibilityHStudyhHTargetedHScreeningHofH—enHWithHaHtamilyHvistoryHofHProstateH
qancerVHOncologistTH2016THZYTHeYdUZZ 5.7 24

73 qirculatingHvitaminHrHconcentrationsHandHriskHofHbreastHandHprostateHcancerhHaH—endelianH
randomizationHstudyVHInternationalhJournalhofhEpidemiologyTH2019THbfTHYbYdUYbZb 7.8 24

72
wdentificationHofHNovelHSusceptibilityHzociHandHuenesHforHProstateHqancerHRiskhHoH
TranscriptomeUWideHossociationHStudyHinHOverHYbXTXXXHsuropeanHrescendantsVHCancerhResearchTH
2019THegTHaYgZUaZXb

10.1 23
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71 ossociationHofHuenomicHromainsHinHandHwithHProstateHqancerHRiskHandHoggressivenessVHCancerh
ResearchTH2020THfXTHdZbUdaf 10.1 22

70 ReducingHoverdiagnosisHbyHpolygenicHriskUstratifiedHscreeninghHfindingsHfromHtheHtinnishHsectionHofH
theHsRSPqVHBritishhJournalhofhCancerTH2015THYYaTHYXfdUga 8.7 21

69 oppraisingHtheHrelevanceHofHrNoHcopyHnumberHlossHandHgainHinHprostateHcancerHusingHwholeHgenomeH
rNoHsequenceHdataVHPLoShGeneticsTH2017THYaTHeYXXeXXY 6 20

68 rsSNThHoHPoorHPrognosisHqategoryHofHvumanHProstateHqancerVHEuropeanhUrologyhFocusTH2018THbTHfbZUfcX5.1 18

67 TheHpsychologicalHimpactHofHundergoingHgeneticUriskHprofilingHinHmenHwithHaHfamilyHhistoryHofH
prostateHcancerVHPsychowOncologyTH2015THZbTHYbgZUg 3.9 17

66 oHgeneticHstudyHandHmetaUanalysisHofHtheHgeneticHpredispositionHofHprostateHcancerHinHaHqhineseH
populationVHOncotargetTH2016THeTHZYagaUbXa 3.3 17

65 onHoriginalHphylogeneticHapproachHidentifiedHmitochondrialHhaplogroupHTYaYHasHinverselyH
associatedHwithHbreastHcancerHriskHinHpRqoZHmutationHcarriersVHBreasthCancerhResearchTH2015THYeTHdY 8.3 16

64 vomeoboxHpYaHufbsH—utationHandHProstateHqancerHRiskVHEuropeanhUrologyTH2019THecTHfabUfbc 10.2 16

63 oHueneticHRiskHScoreHtoHPersonalizeHProstateHqancerHScreeningTHoppliedHtoHPopulationHrataVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2020THZgTHYeaYUYeaf 4 14

62
JwtOsHallHveryHwellHreadingHtheHlettersHinHtheHgenomeTHbutHitOsHaHlongHwayHtoHbeingHableHtoHwriteJhH
—enOsHinterpretationsHofHundergoingHgeneticHprofilingHtoHdetermineHfutureHriskHofHprostateHcancerVH
FamilialhCancerTH2014THYaTHdZcUac

3 14

61 reliveringHcancerHgeneticsHservicesUUnewHwaysHofHworkingVHFamilialhCancerTH2007THdTHYdaUe 3 14

60 onHimprovedHhighHthroughputHheteroduplexHmutationHdetectionHsystemHforHscreeningHpRqoZH
mutationsUfluorescentHmutationHdetectionHPtU—rQVHHumanhMutationTH2001THYeTHZZXUaZ 4.7 14

59 PolygenicHhazardHscoreHisHassociatedHwithHprostateHcancerHinHmultiUethnicHpopulationsVHNatureh
CommunicationsTH2021THYZTHYZad 17.4 14

58 —enHwithHaHsusceptibilityHtoHprostateHcancerHandHtheHroleHofHgeneticHbasedHscreeningVHTranslationalh
AndrologyhandhUrologyTH2018THeTHdYUdg 2.3 14

57 oHuermlineHVariantHatHfqZbHqontributesHtoHtamilialHqlusteringHofHProstateHqancerHinH—enHofHofricanH
oncestryVHEuropeanhUrologyTH2020THefTHaYdUaZX 10.2 13

56 zargeUscaleHonalysisHremonstratesHtamilialHTesticularHqancerHtoHhaveHPolygenicHoetiologyVH
EuropeanhUrologyTH2018THebTHZbfUZcZ 10.2 13

55 —ulticentricHbreastHcancerhHclonalityHandHprognosticHstudiesVHBreasthCancerhResearchhandhTreatmentTH
2011THYZgTHeXaUYd 4.4 12

54 onHintegrativeHmultiUomicsHanalysisHtoHidentifyHcandidateHrNoHmethylationHbiomarkersHrelatedHtoH
prostateHcancerHriskVHNaturehCommunicationsTH2020THYYTHagXc 17.4 12
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53 RareHuermlineHVariantsHinHoT—HPredisposeHtoHProstateHqancerhHoHPRoqTwqozHqonsortiumHStudyVH
EuropeanhUrologyhOncologyTH2021THbTHceXUceg 6.7 12

52
wdentificationHofHsharedHandHuniqueHsusceptibilityHpathwaysHamongHcancersHofHtheHlungTHbreastTHandH
prostateHfromHgenomeUwideHassociationHstudiesHandHtissueUspecificHproteinHinteractionsVHHumanh
MolecularhGeneticsTH2015THZbTHebXdUZX

5.6 11

51 tR—rdHhasHtumorHsuppressorHfunctionsHinHprostateHcancerVHOncogeneTH2021THbXTHedaUeed 9.2 11

50 PatternsHofHrecurrenceHafterHprostateHbedHradiotherapyVHRadiotherapyhandhOncologyTH2019THYbYTHYebUYfX 5.3 10

49 zocussxplorerhHaHuserUfriendlyHtoolHforHintegratedHvisualizationHofHhumanHgeneticHassociationHdataH
andHbiologicalHannotationsVHBioinformaticsTH2016THaZTHgbgUcY 7.2 10

48 reliveryHofHcancerHgeneticsHserviceshHTheHRoyalH—arsdenHtelephoneHclinicHmodelVHFamilialhCancerTH
2007THdTHZYaUg 3 10

47
oHprospectiveHprostateHcancerHscreeningHprogrammeHforHmenHwithHpathogenicHvariantsHinHmismatchH
repairHgenesHPw—PoqTQhHinitialHresultsHfromHanHinternationalHprospectiveHstudyVHLancethOncologyvhTheTH
2021THZZTHYdYfUYdaY

21.7 10

46 uermlineHgeneticHprofilingHinHprostateHcancerhHlatestHdevelopmentsHandHpotentialHclinicalH
applicationsVHFuturehSciencehOATH2016THZTHtSOfe 2.7 10

45 uenomeUwideHassociationHstudyHimplicatesHimmuneHdysfunctionHinHtheHdevelopmentHofHvodgkinH
lymphomaVHBloodTH2018THYaZTHZXbXUZXcZ 2.2 10

44 onalysisHofHOverHYbXTXXXHsuropeanHrescendantsHwdentifiesHueneticallyHPredictedHploodHProteinH
piomarkersHossociatedHwithHProstateHqancerHRiskVHCancerhResearchTH2019THegTHbcgZUbcgf 10.1 9

43 ombiguityHinHaHmasculineHworldhHpeingHaHpRqoYWZHmutationHcarrierHandHaHmanHwithHprostateHcancerVH
PsychowOncologyTH2017THZdTHYgfeUYgga 3.9 9

42 TwoUstageHStudyHofHtamilialHProstateHqancerHbyHWholeUexomeHSequencingHandHqustomHqaptureH
wdentifiesHYXHNovelHuenesHossociatedHwithHtheHRiskHofHProstateHqancerVHEuropeanhUrologyTH2021THegTHacaUadY10.2 9

41 wdentificationHofHuermlineHueneticHVariantsHthatHwncreaseHProstateHqancerHRiskHandHwnfluenceH
revelopmentHofHoggressiveHriseaseVHCancersTH2021THYaTH 6.6 8

40
TheHroleHofHtheHprostateHcancerHgeneHaHurineHtestHinHadditionHtoHserumHprostateUspecificHantigenH
levelHinHprostateHcancerHscreeningHamongHbreastHcancerTHearlyUonsetHgeneHmutationHcarriersVH
UrologichOncology:hSeminarshandhOriginalhInvestigationsTH2015THaaTHZXZVeYgUZf

2.8 7

39 uermlineHvariantsHinHwzbTH—u—THandHoyTYHareHassociatedHwithHprostateHcancerUspecificHmortalityhHonH
analysisHofHYZTXfZHprostateHcancerHcasesVHProstatehCancerhandhProstatichDiseasesTH2018THZYTHZZfUZae 6.2 7

38 PsychosocialHimpactHofHundergoingHprostateHcancerHscreeningHforHmenHwithHpRqoYHorHpRqoZH
mutationsVHBJUhInternationalTH2019THYZaTHZfbUZgZ 5.6 7

37 qommonHgeneticHvariantsHassociatedHwithHdiseaseHfromHgenomeUwideHassociationHstudiesHareH
mutuallyHexclusiveHinHprostateHcancerHandHrheumatoidHarthritisVHBJUhInternationalTH2013THYYYTHYYbfUcc 5.6 7

36 TranslatingHgeneticHriskHfactorsHforHprostateHcancerHtoHtheHclinichHZXYaHandHbeyondVHFuturehOncologyTH
2014THYXTHYdegUgb 3.6 7

(2014-2021)
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35 uermlineHmutationsHinHfumarateHhydrataseHPtvQHdoHnotHpredisposeHtoHprostateHcancerVHProstateh
CancerhandhProstatichDiseasesTH2003THdTHYZUb 6.2 7

34 ofricanUspecificHimprovementHofHaHpolygenicHhazardHscoreHforHageHatHdiagnosisHofHprostateHcancerVH
InternationalhJournalhofhCancerTH2021THYbfTHggUYXc 7.5 7

33 qombinedHsffectHofHaHPolygenicHRiskHScoreHandHRareHueneticHVariantsHonHProstateHqancerHRiskVH
EuropeanhUrologyTH2021THfXTHYabUYaf 10.2 7

32 riffusionUweightedH—RwHforHdetectingHprostateHtumourHinHmenHatHincreasedHgeneticHriskVHEuropeanh
JournalhofhRadiologyhOpenTH2014THYTHZZUZe 2.6 6

31 ueneticHtestingHforHpRqoYhHeffectsHofHaHrandomisedHstudyHofHknowledgeHprovisionHonHinterestHinH
testingHandHlongHtermHtestHuptakeiHimplicationsHforHtheHNwqsHguidelinesVHFamilialhCancerTH2009THfTHcUYa 3 6

30 ValidationHofHlociHatHZqYbVZHandHYcqZYVaHasHriskHfactorsHforHtesticularHcancerVHOncotargetTH2018THgTHYZdaXUYZdaf3.3 6

29 riagnosisHandH—anagementHofHvereditaryHqarcinoidsVHRecenthResultshinhCancerhResearchTH2016THZXcTHYbgUdf1.5 6

28 ueneticHpredispositionHtoHprostateHcancerhHanHupdateVHFamilialhCancerTH2021THY 3 6

27 PracticalHconsiderationsHforHoptimisingHhomologousHrecombinationHrepairHmutationHtestingHinH
patientsHwithHmetastaticHprostateHcancerVHJournalhofhPathology:hClinicalhResearchTH2021THeTHaYYUaZc 5.3 6

26 TheHeffectHofHsampleHsizeHonHpolygenicHhazardHmodelsHforHprostateHcancerVHEuropeanhJournalhofh
HumanhGeneticsTH2020THZfTHYbdeUYbec 5.3 5

25 veightTHselectedHgeneticHmarkersHandHprostateHcancerHriskhHresultsHfromHtheHPRoqTwqozHconsortiumVH
BritishhJournalhofhCancerTH2017THYYeTHeabUeba 8.7 5

24 TheHclinicalHgeneticsHofHprostateHcancerVHHereditaryhCancerhinhClinicalhPracticeTH2004THZTHYYYUZY 2.3 5

23 uermlineHgeneticHvariationHinHprostateHsusceptibilityHdoesHnotHpredictHoutcomesHinHtheH
chemopreventionHtrialsHPqPTHandHSszsqTVHProstatehCancerhandhProstatichDiseasesTH2020THZaTHaaaUabZ 6.2 5

22 TheHVariantHqVabgoluHwsHossociatedHwithHProstateHqancerHRiskHandHqarriersHShareHaHqommonH
oncestorVHCancersTH2020THYZTH 6.6 4

21 ProstateHcancerHgenomeUwideHassociationHstudyHfromHfgTXXXHmenHusingHtheHOncoorrayHchipHtoH
identifyHnovelHprostateHcancerHsusceptibilityHlociVVHJournalhofhClinicalhOncologyTH2016THabTHYcZcUYcZc 2.2 4

20
OncologicallyHRelevantHtindingsHReportingHandHrataHSystemHPONqOURorSQhHuuidelinesHforHtheH
ocquisitionTHwnterpretationTHandHReportingHofHWholeUpodyH—RwHforHqancerHScreeningVHRadiologyTH
2021THZggTHbgbUcXe

20.5 4

19 TheHpoRqOrsYHPilothHaHfeasibilityHstudyHofHusingHgermlineHsingleHnucleotideHpolymorphismsHtoH
targetHprostateHcancerHscreeningVHBJUhInternationalTH2021TH 5.6 4

18 RunsHofHhomozygosityHandHtesticularHcancerHriskVHAndrologyTH2019THeTHcccUcdb 4.2 3
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17 yzyaHSNPUSNPHinteractionsHforHpredictionHofHprostateHcancerHaggressivenessVHScientifichReportsTH
2021THYYTHgZdb 4.9 3

16
PostHhocHonalysisHforHretectingHwndividualHRareHVariantHRiskHossociationsHUsingHProbitHRegressionH
payesianHVariableHSelectionH—ethodsHinHqaseUqontrolHSequencingHStudiesVHGenetichEpidemiologyTH
2016THbXTHbdYUg

2.6 3

15 seXYhHaHtoolHforHsexHinferenceHfromHgenotypeHarraysVHBioinformaticsTH2017THaaTHcdYUcda 7.2 3

14 odditionalHSNPsHimproveHriskHstratificationHofHaHpolygenicHhazardHscoreHforHprostateHcancerVHProstateh
CancerhandhProstatichDiseasesTH2021THZbTHcaZUcbY 6.2 3

13 preastHandHProstateHqancerHRisksHforH—aleHpRqoYHandHpRqoZHPathogenicHVariantHqarriersHUsingH
PolygenicHRiskHScoresVHJournalhofhthehNationalhCancerhInstituteTH2021TH 9.7 3

12 ProstateHqancerHRiskHbyHpRqoZHuenomicHRegionsVHEuropeanhUrologyTH2020THefTHbgbUbge 10.2 2

11 paselineHandHpostHprophylacticHtubalUovarianHsurgeryHqoYZcHlevelsHinHpRqoYHandHpRqoZHmutationH
carriersVHFamilialhCancerTH2014THYaTHYgeUZXa 3 2

10 UpdatesHinHProstateHqancerHResearchHandHScreeningHinH—enHatHueneticallyHvigherHRiskVHCurrenth
GenetichMedicinehReportsTH2021THgTHbeUcf 2.2 2

9 —aritalHstatusHandHprostateHcancerHincidencehHaHpooledHanalysisHofHYZHcaseUcontrolHstudiesHfromHtheH
PRoqTwqozHconsortiumVHEuropeanhJournalhofhEpidemiologyTH2021THadTHgYaUgZc 12.1 2

8
RoZORhHoHPhaseHwwHOpenHRandomizedHTrialHofHScreeningHPlusHuoserelinHandHRaloxifeneHVersusH
ScreeningHoloneHinHPremenopausalHWomenHatHwncreasedHRiskHofHpreastHqancerVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2018THZeTHcfUdd

4 2

7 ofricanUspecificHimprovementHofHaHpolygenicHhazardHscoreHforHageHatHdiagnosisHofHprostateHcancer 1

6 ossessmentHofHPolygenicHorchitectureHandHRiskHPredictionHbasedHonHqommonHVariantsHocrossH
tourteenHqancers 1

5 wmmunohistochemicalHexpressionHofHpRqoZHproteinHandHallelicHlossHatHtheHpRqoZHlocusHinHprostateH
cancerH1998THefTHY 1

4 ProstateHcancerHriskHinHmenHofHdifferingHgeneticHancestryHandHapproachesHtoHdiseaseHscreeningHandH
managementHinHtheseHgroupsVVHBritishhJournalhofhCancerTH2021TH 8.7 1

3 ueneticsHofHprostateHcancerHandHitsHutilityHinHtreatmentHandHscreeningVHAdvanceshinhGeneticsTH2021TH
YXfTHYbeUYgg 3.3 0

2 PafdhHScreeningHforHendometrialHcancerHinHaHhighUriskHpopulationHPvereditaryHNonHPolyposisH
qolorectalHqancerQâ��aHpilotHstudyVHUltrasoundhinhObstetricshandhGynecologyTH2003THZZTHYebUYeb 5.8

1 TheHgeneticsHofHbreastHcancerVHThehJournalhofhthehBritishhMenopausehSocietyTH2002THfTHZbUZg
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