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197 GeneticMcouplingMofMlifeahistoryMandMaerobicMperformanceMinMutlanticMsalmonbbMProceedingsfoffthef
RoyalfSocietyfB:fBiologicalfSciencesYM2022YMflmYMfdfefidd 4.4 0

196 StandardMmetabolicMrateMdoesMnotMassociateMwithMageaatamaturityMgenotypeMinMjuvenileMutlanticM
salmonbbMEcologyfandfEvolutionYM2022YMefYMelhdl 2.8 0

195 RapidMevolutionMinMsalmonMlifeMhistoryMinducedMbyMdirectMandMindirectMeffectsMofMfishingbbMScienceYM
2022YMgkjYMeabgimld 33.3 3

194 StrongMregulatoryMeffectsMofMvgllgMgenotypeMonMreproductiveMaxisMgeneMexpressionMinMjuvenileMmaleM
utlanticMsalmonbbMGeneralfandfComparativefEndocrinologyYM2022YMeehdii 3 0

193
wloningYMpurificationYMkineticMandManionMinhibitionMstudiesMofMaMrecombinantM˛†acarbonicManhydraseM
fromMtheMutlanticMsalmonMparasiteMplatyhelminthMGyrodactylusMsalarisbMJournalfoffEnzymefInhibitionf
andfMedicinalfChemistryYM2022YMgkYMeikkaeilj

5.6 4

192 PopulationMgenomicsMrevealsMrepeatedMsignalsMofMadaptiveMdivergenceMinMtheMutlanticMsalmonMofM
northaeasternMyuropebMJournalfoffEvolutionaryfBiologyYM2021YMghYMljjalkl 2.3 2

191 MajorMpopulationMsplitsMcoincideMwithMepisodesMofMrapidMclimateMchangeMinMaMforestadependentMbirdbM
ProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesYM2021YMfllYMfdfeedjj 4.4 0

190 RefiningMtheMgenomicMlocationMofMsingleMnucleotideMpolymorphismMvariationMaffectingMutlanticM
salmonMmaturationMtimingMatMaMkeyMlargeaeffectMlocusbMMolecularfEcologyYM2021YM 5.7 3

189 HeterogeneousMgeneticMbasisMofMageMatMmaturityMinMsalmonidMfishesbMMolecularfEcologyYM2021YMgdYMehgiaehij5.7 6

188 SexaspecificMlipidMprofilesMinMtheMmuscleMofMutlanticMsalmonMjuvenilesbMComparativefBiochemistryfandf
PhysiologyfPartfD:fGenomicsfandfProteomicsYM2021YMglYMeddled 2 1

187 MaturationMinMutlanticMsalmonMUSalmoMsalarYMSalmonidaeVnMaMsynthesisMofMecologicalYMgeneticYMandM
molecularMprocessesbMReviewsfinfFishfBiologyfandfFisheriesYM2021YMgeYMifgaike 6 11

186 PolygenicMandMmajoralocusMcontributionsMtoMsexualMmaturationMtimingMinMutlanticMsalmonbMMolecularf
EcologyYM2021YMgdYMhidiahiem 5.7 10

185 TheMutlanticMsalmonMwholeMbloodMtranscriptomeMandMhowMitMrelatesMtoMmajorMlocusMmaturationM
genotypesMandMotherMtissuesbMMarinefGenomicsYM2021YMijYMeddldm 1.9 5

184 wytosineMmethylationMpatternsMsuggestMaMroleMofMmethylationMinMplasticMandMadaptiveMresponsesMtoM
temperatureMinMyuropeanMgraylingMUVMpopulationsbMEpigeneticsYM2021YMejYMfkeafll 5.7 3

183 womparisonMofManadromousMandMlandlockedMutlanticMsalmonMgenomesMrevealsMsignaturesMofMparallelM
andMrelaxedMselectionMacrossMtheMNorthernMHemispherebMEvolutionaryfApplicationsYM2021YMehYMhhjahje 4.8 2

182 uMlargeMwildMsalmonMstockMshowsMgeneticMandMlifeMhistoryMdifferentiationMwithinYMbutMnotMbetweenYM
riversbMConservationfGeneticsYM2021YMffYMgiaie 2.6 3

181 TheMearlyMmarineMdistributionMofMutlanticMsalmonMinMtheMNorthaeastMutlanticnMuMgeneticallyMinformedM
stockaspecificMsynthesisbMFishfandfFisheriesYM2021YMffYMefkh 6 1
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180 xevelopmentalMexpressionMpatternsMofMsixjnMuMgeneMlinkedMwithMspawningMecotypesMinMutlanticM
salmonbMGenefExpressionfPatternsYM2020YMglYMeemehm 1.5 3

179 MixedMstockMassessmentMofMlakearunMwaspianMSeaMtroutMSalmoMcaspiusMinMtheMLarMNationalMParkYM“ranbM
FisheriesfResearchYM2020YMfgdYMedijhh 2.3 1

178 TimeMspentMinMdistinctMlifeMhistoryMstagesMhasMsexaspecificMeffectsMonMreproductiveMfitnessMinMwildM
utlanticMsalmonbMMolecularfEcologyYM2020YMfmYMeekgaeelh 5.7 10

177 veyondMlargeaeffectMlocinMlargeascaleMGWuSMrevealsMaMmixedMlargeaeffectMandMpolygenicMarchitectureM
forMageMatMmaturityMofMutlanticMsalmonbMGeneticsfSelectionfEvolutionYM2020YMifYMm 4.9 27

176 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmonbMPLoSfGeneticsYM2020YMejYMeeddmdii 6 14

175 wonservationMandMManagementMofMSalmonMinMtheMugeMofMGenomicsbMAnnualfReviewfoffAnimalf
BiosciencesYM2020YMlYMeekaehg 13.7 19

174 waptiveabredMutlanticMsalmonMreleasedMintoMtheMwildMhaveMfewerMoffspringMthanMwildabredMfishMandM
decreaseMpopulationMproductivitybMProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesYM2020YMflkYMfdfdejke4.4 7

173 TheMstructuralMvariationMlandscapeMinMhmfMutlanticMsalmonMgenomesbMNaturefCommunicationsYM2020YM
eeYMiekj 17.4 24

172
TranscriptionMProfilesMofMugeaataMaturityaussociatedMGenesMSuggestMwellMzateMwommitmentM
RegulationMasMaMβeyMzactorMinMtheMutlanticMSalmonMMaturationMProcessbMGz:fGenessfGenomessfGeneticsYM
2020YMedYMfgiafhj

3.2 16

171 GeneticMgrowthMpotentialYMratherMthanMphenotypicMsizeYMpredictsMmigrationMphenotypeMinMutlanticM
salmonbMProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesYM2020YMflkYMfdfddljk 4.4 12

170 LifeahistoryMgenomicMregionsMexplainMdifferencesMinMutlanticMsalmonMmarineMdietMspecializationbM
JournalfoffAnimalfEcologyYM2020YMlmYMfjkkafjme 4.7 11

169 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmonM2020YMejYMeeddmdii

168 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmonM2020YMejYMeeddmdii

167 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmonM2020YMejYMeeddmdii

166 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmonM2020YMejYMeeddmdii

165 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmonM2020YMejYMeeddmdii

164 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmonM2020YMejYMeeddmdii

163 woainheritanceMofMseaMageMatMmaturityMandMiteroparityMinMtheMutlanticMsalmonMvgllgMgenomicMregionbM
JournalfoffEvolutionaryfBiologyYM2019YMgfYMghgagii 2.3 11

(2019-2020)
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162 yvolutionaryMstasisMofMaMheritableMmorphologicalMtraitMinMaMwildMfishMpopulationMdespiteMapparentM
directionalMselectionbMEcologyfandfEvolutionYM2019YMmYMkdmjakeee 2.8 8

161 TheMwhromosomeaLevelMGenomeMussemblyMofMyuropeanMGraylingMRevealsMuspectsMofMaMUniqueM
GenomeMyvolutionMProcessMWithinMSalmonidsbMGz:fGenessfGenomessfGeneticsYM2019YMmYMeflgaefmh 3.2 13

160
HeritabilityMestimationMviaMmolecularMpedigreeMreconstructionMinMaMwildMfishMpopulationMrevealsM
substantialMevolutionaryMpotentialMforMseaMageMatMmaturityYMbutMnotMsizeMwithinMageMclassesbMCanadianf
JournalfoffFisheriesfandfAquaticfSciencesYM2019YMkjYMkmdaldi

2.4 6

159 UnderstandingMlocalMadaptationMinMaMfreshwaterMsalmonidMfishnMevolutionMofMaMresearchMprogrammebM
ICESfJournalfoffMarinefScienceYM2019YMkjYMehdhaeheh 2.7 1

158 HomeMgroundMadvantagenMLocalMutlanticMsalmonMhaveMhigherMreproductiveMfitnessMthanMdispersersMinM
theMwildbMSciencefAdvancesYM2019YMiYMeaaveeef 14.3 20

157 LifeMhistoryMvariationMacrossMfourMdecadesMinMaMdiverseMpopulationMcomplexMofMutlanticMsalmonMinMaM
largeMsubarcticMriverbMCanadianfJournalfoffFisheriesfandfAquaticfSciencesYM2019YMkjYMhfaii 2.4 32

156 GenomicMsignaturesMofMfineascaleMlocalMselectionMinMutlanticMsalmonMsuggestMinvolvementMofMsexualM
maturationYMenergyMhomeostasisMandMimmuneMdefencearelatedMgenesbMMolecularfEcologyYM2018YMfkYMfijdafiki5.7 29

155 GenomicMsignaturesMofMparasiteadrivenMnaturalMselectionMinMnorthMyuropeanMutlanticMsalmonMUSalmoM
salarVbMMarinefGenomicsYM2018YMgmYMfjagl 1.9 9

154 ModularityMzacilitatesMzlexibleMTuningMofMPlasticMandMyvolutionaryMGeneMyxpressionMResponsesM
duringMyarlyMxivergencebMGenomefBiologyfandfEvolutionYM2018YMedYMkkamg 3.9 5

153 RapidMsexaspecificMevolutionMofMageMatMmaturityMisMshapedMbyMgeneticMarchitectureMinMutlanticMsalmonbM
NaturefEcologyfandfEvolutionYM2018YMfYMelddaeldk 12.3 46

152 uMmicrosatelliteMbaselineMforMgeneticMstockMidentificationMofMyuropeanMutlanticMsalmonMUSalmoMsalarM
LbVbMICESfJournalfoffMarinefScienceYM2018YMkiYMjjfajkh 2.7 8

151 RegulatoryMurchitectureMofMGeneMyxpressionMVariationMinMtheMThreespineMSticklebackMGasterosteusM
aculeatusbMGz:fGenessfGenomessfGeneticsYM2017YMkYMejiaekl 3.2 11

150 RapidYMbroadascaleMgeneMexpressionMevolutionMinMexperimentallyMharvestedMfishMpopulationsbM
MolecularfEcologyYM2017YMfjYMgmihagmjk 5.7 38

149 NonainvasiveMgeneticMmonitoringMinvolvingMcitizenMscienceMenablesMreconstructionMofMcurrentMpackM
dynamicsMinMaMreaestablishingMwolfMpopulationbMBMCfEcologyYM2017YMekYMhh 2.7 17

148 HarnessingMtheMPowerMofMGenomicsMtoMSecureMtheMzutureMofMSeafoodbMTrendsfinfEcologyfandfEvolution
YM2017YMgfYMjjiajld 10.9 123

147 xiversityMandMlinkageMdisequilibriumMinMfarmedMTasmanianMutlanticMsalmonbMAnimalfGeneticsYM2017YM
hlYMfgkafhe 2.5 29

146
PlasticMandMyvolutionaryMGeneMyxpressionMResponsesMureMworrelatedMinMyuropeanMGraylingM
UThymallusMthymallusVMSubpopulationsMudaptedMtoMxifferentMThermalMynvironmentsbMJournalfoff
HeredityYM2016YMedkYMlfam

2.4 27

145 ReplyMtoMGarnerMetMalbMTrendsfinfEcologyfandfEvolutionYM2016YMgeYMlgalh 10.9 21
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144 SingleMnucleotideMpolymorphismsMtoMdiscriminateMdifferentMclassesMofMhybridMbetweenMwildMutlanticM
salmonMandMaquacultureMescapeesbMEvolutionaryfApplicationsYM2016YMmYMedekage 4.8 20

143
zromMpopulationMgenomicsMtoMconservationMandMmanagementnMaMworkflowMforMtargetedManalysisMofM
markersMidentifiedMusingMgenomeawideMapproachesMinMutlanticMsalmonMSalmoMsalarbMJournalfoffFishf
BiologyYM2016YMlmYMfjilafjkm

1.9 36

142 SexadependentMdominanceMatMaMsingleMlocusMmaintainsMvariationMinMageMatMmaturityMinMsalmonbMNatureYM
2015YMiflYMhdial 50.4 330

141 PopulationMgenomicManalysesMofMearlyaphaseMutlanticMSalmonMUSalmoMsalarVMdomesticationccaptiveM
breedingbMEvolutionaryfApplicationsYM2015YMlYMmgaedk 4.8 30

140 TheMevolutionMandMadaptiveMpotentialMofMtranscriptionalMvariationMinMsticklebacksaasignaturesMofM
selectionMandMwidespreadMheritabilitybMMolecularfBiologyfandfEvolutionYM2015YMgfYMjkhalm 8.3 55

139 GenomicsMandMtheMchallengingMtranslationMintoMconservationMpracticebMTrendsfinfEcologyfandf
EvolutionYM2015YMgdYMklalk 10.9 335

138 TheMevolutionaryMlegacyMofMsizeaselectiveMharvestingMextendsMfromMgenesMtoMpopulationsbM
EvolutionaryfApplicationsYM2015YMlYMimkajfd 4.8 104

137
GenerationMofMaMneutralMzSTMbaselineMforMtestingMlocalMadaptationMonMgillMrakerMnumberMwithinMandM
betweenMyuropeanMwhitefishMecotypesMinMtheMvalticMSeaMbasinbMJournalfoffEvolutionaryfBiologyYM2015YM
flYMeekdalg

2.3 16

136 LowMbutMsignificantMgeneticMdifferentiationMunderliesMbiologicallyMmeaningfulMphenotypicMdivergenceM
inMaMlargeMutlanticMsalmonMpopulationbMMolecularfEcologyYM2015YMfhYMieilakh 5.7 35

135 SympatricMdivergenceMandMclinalMvariationMinMmultipleMcolorationMtraitsMofMzicedulaMflycatchersbM
JournalfoffEvolutionaryfBiologyYM2015YMflYMkkmamd 2.3 19

134
MolecularMpedigreeMreconstructionMandMestimationMofMevolutionaryMparametersMinMaMwildMutlanticM
salmonMriverMsystemMwithMincompleteMsamplingnMaMpowerManalysisbMBMCfEvolutionaryfBiologyYM2014YM
ehYMjl

3 15

133 ProteomeMvarianceMdifferencesMwithinMpopulationsMofMyuropeanMwhitefishMUworegonusMlavaretusVM
originatingMfromMcontrastingMsalinityMenvironmentsbMJournalfoffProteomicsYM2014YMediYMehhaid 3.9 12

132
xifferencesMinMtheMmetabolicMresponseMtoMtemperatureMacclimationMinMnineaspinedMsticklebackM
UPungitiusMpungitiusVMpopulationsMfromMcontrastingMthermalMenvironmentsbMJournalfoffExperimentalf
ZoologyYM2014YMgfeYMiidaji

10

131 zootprintsMofMdirectionalMselectionMinMwildMutlanticMsalmonMpopulationsnMevidenceMforMparasiteadrivenM
evolutionsbMPLoSfONEYM2014YMmYMemejkf 3.7 29

130 GeneMpleiotropyMconstrainsMgeneMexpressionMchangesMinMfishMadaptedMtoMdifferentMthermalM
conditionsbMNaturefCommunicationsYM2014YMiYMhdke 17.4 51

129 GenomeawideMSNPManalysisMrevealsMaMgeneticMbasisMforMseaaageMvariationMinMaMwildMpopulationMofM
utlanticMsalmonMUSalmoMsalarVbMMolecularfEcologyYM2014YMfgYMghifajl 5.7 88

128 zishMscalesMandMSNPMchipsnMSNPMgenotypingMandMalleleMfrequencyMestimationMinMindividualMandMpooledM
xNuMfromMhistoricalMsamplesMofMutlanticMsalmonMUSalmoMsalarVbMBMCfGenomicsYM2013YMehYMhgm 4.5 26

127 wonservationMGeneticMResourcesMforMyffectiveMSpeciesMSurvivalMUwonGRySSVnMvridgingMtheMdivideM
betweenMconservationMresearchMandMpracticebMJournalfforfNaturefConservationYM2013YMfeYMhggahgk 2.3 24

(2013-2016)
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126 TemporalMvariationMofMgeneticMcompositionMinMutlanticMsalmonMpopulationsMfromMtheMWesternMWhiteM
SeaMvasinnMinfluenceMofManthropogenicMfactorssbMBMCfGeneticsYM2013YMehYMll 2.6 13

125 GeneticMbiodiversityMinMtheMvalticMSeanMspeciesaspecificMpatternsMchallengeMmanagementbMBiodiversityf
andfConservationYM2013YMffYMgdhiagdji 3.4 41

124 GeneticMmixedastockManalysisMofMlakearunMbrownMtroutMSalmoMtruttaMfisheryMcatchesMinMtheM“nariMvasinYM
northernMzinlandnMimplicationsMforMconservationMandMmanagementbMJournalfoffFishfBiologyYM2013YMlgYMimlajek1.9 18

123 PopulationMGeneticsMofMxaubentonTsMvatMUMyotisMdaubentoniiVMinMtheMurchipelagoMSeaYMSWMzinlandbM
AnnalesfZoologicifFenniciYM2013YMidYMgdgagei 0.9 12

122 MolecularMevolutionaryMandMpopulationMgenomicManalysisMofMtheMnineaspinedMsticklebackMusingMaM
modifiedMrestrictionasiteaassociatedMxNuMtagMapproachbMMolecularfEcologyYM2013YMffYMijialf 5.7 67

121 SNPaarrayMrevealsMgenomeawideMpatternsMofMgeographicalMandMpotentialMadaptiveMdivergenceMacrossM
theMnaturalMrangeMofMutlanticMsalmonMUSalmoMsalarVbMMolecularfEcologyYM2013YMffYMigfaie 5.7 170

120 vringingMgeneticMdiversityMtoMtheMforefrontMofMconservationMpolicyMandMmanagementbMConservationf
GeneticsfResourcesYM2013YMiYMimgaiml 0.8 91

119
SampleMPlanningMOptimizationMToolMforMconservationMandMpopulationMGeneticsMUSPOTGVnMaMsoftwareM
forMchoosingMtheMappropriateMnumberMofMmarkersMandMsamplesbMMethodsfinfEcologyfandfEvolutionYM
2013YMhYMfmmagdg

7.7 52

118 TranscriptionMandMredoxMenzymeMactivitiesnMcomparisonMofMequilibriumMandMdisequilibriumMlevelsMinM
theMthreeaspinedMsticklebackbMProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesYM2013YMfldYMfdeffmkh4.4 20

117 unnotatedMgenesMandMnonannotatedMgenomesnMcrossaspeciesMuseMofMGeneMOntologyMinMecologyMandM
evolutionMresearchbMMolecularfEcologyYM2013YMffYMgfejahe 5.7 65

116 uMproteomicsMapproachMrevealsMdivergentMmolecularMresponsesMtoMsalinityMinMpopulationsMofM
yuropeanMwhitefishMUworegonusMlavaretusVbMMolecularfEcologyYM2012YMfeYMgiejagd 5.7 43

115 GeneticMdifferentiationMbetweenMtwoMsympatricMmorphsMofMtheMblindM“ranMcaveMbarbM“ranocyprisM
typhlopsbMJournalfoffFishfBiologyYM2012YMleYMekhkaig 1.9 7

114
PhylogeneticMstatusMofMbrownMtroutMSalmoMtruttaMpopulationsMinMfiveMriversMfromMtheMsouthernM
waspianMSeaMandMtwoMinlandMlakeMbasinsYM“rannMaMmorphogeneticMapproachbMJournalfoffFishfBiologyYM
2012YMleYMehkmaidd

1.9 18

113 HeterozygosityabehaviourMcorrelationsMinMnineaspinedMsticklebackMUPungitiusMpungitiusVMpopulationsnM
contrastingMeffectsMatMrandomMandMfunctionalMlocibMMolecularfEcologyYM2012YMfeYMhlkfalh 5.7 14

112
â��Riverscapeâ��MgeneticsnMriverMcharacteristicsMinfluenceMtheMgeneticMstructureMandMdiversityMofM
anadromousMandMfreshwaterMutlanticMsalmonMUSalmoMsalarVMpopulationsMinMnorthwestMRussiabM
CanadianfJournalfoffFisheriesfandfAquaticfSciencesYM2012YMjmYMemhkaemil

2.4 37

111 wandidateMgenesMforMcolourMandMvisionMexhibitMsignalsMofMselectionMacrossMtheMpiedMflycatcherM
UzicedulaMhypoleucaVMbreedingMrangebMHeredityYM2012YMedlYMhgeahd 3.6 31

110 TheMproteomicsMofMfeatherMdevelopmentMinMpiedMflycatchersMUzicedulaMhypoleucaVMwithMdifferentM
plumageMcolorationbMMolecularfEcologyYM2012YMfeYMikjfakk 5.7 11

109 ScreenMforMzootprintsMofMSelectionMduringMxomesticationcwaptiveMvreedingMofMutlanticMSalmonbM
ComparativefandfFunctionalfGenomicsYM2012YMfdefYMjflfdh 24

Craig R Primmer

6



108
“solationMandMwharacterizationMofMegMNewMNineaSpinedMSticklebackYPungitiusMpungitiusYM
MicrosatellitesMLocatedMNearbyMwandidateMGenesMforMvehaviouralMVariationbMAnnalesfZoologicif
FenniciYM2012YMhmYMefgaefl

0.9 9

107
StrongMgeneMflowMandMlackMofMstableMpopulationMstructureMinMtheMfaceMofMrapidMadaptationMtoMlocalM
temperatureMinMaMspringaspawningMsalmonidYMtheMyuropeanMgraylingMUThymallusMthymallusVbMHeredityYM
2011YMedjYMhjdake

3.6 32

106 TemporallyMstableMpopulationaspecificMdifferencesMinMrunMtimingMofMoneaseaawinterMutlanticMsalmonM
returningMtoMaMlargeMriverMsystembMEvolutionaryfApplicationsYM2011YMhYMgmaig 4.8 40

105 MicrosatelliteMstandardizationMandMevaluationMofMgenotypingMerrorMinMaMlargeMmultiapartnerMresearchM
programmeMforMconservationMofMutlanticMsalmonMUSalmoMsalarMLbVbMGeneticaYM2011YMegmYMgigajk 1.5 57

104 xoesMvreedingMOrnamentationMSignalMGeneticMQualityMinMurcticMcharrYMSalvelinusMalpinussbM
EvolutionaryfBiologyYM2011YMglYMjlakl 3 16

103 MolecularMevolutionMofMtheMmetazoanMPHxaH“zMoxygenasensingMsystembMMolecularfBiologyfandf
EvolutionYM2011YMflYMemegafj 8.3 102

102 veyondMMHwnMsignalsMofMelevatedMselectionMpressureMonMutlanticMsalmonMUSalmoMsalarVM
immunearelevantMlocibMMolecularfEcologyYM2010YMemYMefkgalf 5.7 43

101 HighMlevelMofMpopulationMgeneticMstructuringMinMlakearunMbrownMtroutYMSalmoMtruttaYMofMtheM“nariM
vasinYMnorthernMzinlandbMJournalfoffFishfBiologyYM2010YMkkYMfdhlake 1.9 17

100 zemaleabiasedMexpressionMonMtheMXMchromosomeMasMaMkeyMstepMinMsexMchromosomeMevolutionMinM
threespineMsticklebacksbMMolecularfBiologyfandfEvolutionYM2010YMfkYMehmiaidg 8.3 70

99
xistributionMandMbiologicalMcharacteristicsMofMescapedMfarmedMsalmonMinMaMmajorMsubarcticMwildM
salmonMrivernMimplicationsMforMmonitoringbMCanadianfJournalfoffFisheriesfandfAquaticfSciencesYM2010YM
jkYMegdaehf

2.4 20

98 ProteomicMprofilingMofMearlyMlifeMstagesMofMyuropeanMgraylingMUThymallusMthymallusVbMJournalfoff
ProteomefResearchYM2010YMmYMhkmdaldd 5.6 9

97
“solationMandMcharacterizationMofMemMnewMmicrosatellitesMforMyuropeanMgraylingYMThymallusMthymallusM
ULinnaeusYMekilVYMandMtheirMcrossaamplificationMinMfourMotherMsalmonidMspeciesbMConservationfGeneticsf
ResourcesYM2010YMfYMfemaffg

0.8 6

96 HistoricalMandMrecentMgeneticMbottlenecksMinMyuropeanMgraylingYMThymallusMthymallusbMConservationf
GeneticsYM2010YMeeYMfkmafmf 2.6 38

95 GeneticMstructureMofMfreshwaterMutlanticMsalmonMUSalmoMsalarMLbVMpopulationsMfromMtheMlakesMOnegaM
andMLadogaMofMnorthwestMRussiaMandMimplicationsMforMconservationbMConservationfGeneticsYM2010YMeeYMekeeaekfh2.6 21

94 xiscoveryMandMapplicationMofMinsertionadeletionMU“NxyLVMpolymorphismsMforMQTLMmappingMofMearlyM
lifeahistoryMtraitsMinMutlanticMsalmonbMBMCfGenomicsYM2010YMeeYMeij 4.5 38

93 HighMGyrodactylusMsalarisMinfectionMrateMinMtriploidMutlanticMsalmonMSalmoMsalarbMDiseasesfoffAquaticf
OrganismsYM2010YMmeYMefmagj 1.7 23

92 SignalsMofMmajorMhistocompatibilityMcomplexMoverdominanceMinMaMwildMsalmonidMpopulationbM
ProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesYM2009YMfkjYMgeggahd 4.4 36

91 uMflexibleMwholeagenomeMmicroarrayMforMtranscriptomicsMinMthreeaspineMsticklebackMUGasterosteusM
aculeatusVbMBMCfGenomicsYM2009YMedYMhfj 4.5 22

(2009-2012)
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90 xifferentMtraitsMaffectMgainMofMextrapairMpaternityMandMlossMofMpaternityMinMtheMpiedMflycatcherYM
zicedulaMhypoleucabMAnimalfBehaviourYM2009YMkkYMeedgaeeed 2.8 53

89 SpatioatemporalMgeneticMstructuringMofMbrownMtroutMUSalmoMtruttaMLbVMpopulationsMwithinMtheMRiverM
LugaYMnorthwestMRussiabMConservationfGeneticsYM2009YMedYMfleaflm 2.6 21

88 UnanticipatedMpopulationMstructureMofMyuropeanMgraylingMinMitsMnorthernMdistributionnMimplicationsM
forMconservationMprioritizationbMFrontiersfinfZoologyYM2009YMjYMj 2.8 16

87 GeographicMpatternsMofMgeneticMdifferentiationMandMplumageMcolourMvariationMareMdifferentMinMtheM
piedMflycatcherMUzicedulaMhypoleucaVbMMolecularfEcologyYM2009YMelYMhhjgakj 5.7 84

86
wontemporaryMisolationabyadistanceYMbutMnotMisolationabyatimeYMamongMdemesMofMyuropeanMGraylingM
UThymallusMthymallusYMLinnaeusVMwithMrecentMcommonMancestorsbMEvolution;fInternationalfJournalfoff
OrganicfEvolutionYM2009YMjgYMihmaij

3.8 16

85 zromMconservationMgeneticsMtoMconservationMgenomicsbMAnnalsfoffthefNewfYorkfAcademyfoffSciencesYM
2009YMeejfYMgikajl 6.5 83

84 “mportanceMofMgeneticsMinMtheMinterpretationMofMzavourableMwonservationMStatusbMConservationf
BiologyYM2009YMfgYMegklale 6 34

83 wlonalMStructureMofMSalmonMParasiteGyrodactylusMsalarisonMaMwoevolutionaryMGradientMonM
zennoscandianMSalmonMUSalmoMsalarVbMAnnalesfZoologicifFenniciYM2009YMhjYMfeagg 0.9 18

82
MicrosatellitesMrevealMclearMgeneticMboundariesMamongMutlanticMsalmonMUSalmoMsalarVMpopulationsM
fromMtheMvarentsMandMWhiteMseasYMnorthwestMRussiabMCanadianfJournalfoffFisheriesfandfAquaticf
SciencesYM2009YMjjYMkekakgi

2.4 34

81 TemporallyMstableMgeneticMstructureMandMlowMmigrationMinManMutlanticMsalmonMpopulationMcomplexnM
implicationsMforMconservationMandMmanagementbMEvolutionaryfApplicationsYM2008YMeYMegkaih 4.8 56

80 VariableMpatternsMinMtheMmolecularMevolutionMofMtheMhypoxiaainducibleMfactoraeMalphaMUH“zaealphaVM
geneMinMteleostMfishesMandMmammalsbMGeneYM2008YMhfdYMeaed 3.8 21

79 SeventyMnewMmicrosatellitesMforMtheMpiedMflycatcherYMzicedulaMhypoleucaMandMamplificationMinMotherM
passerineMbirdsbMMolecularfEcologyfResourcesYM2008YMlYMlkhald 8.4 31

78
UseMofMdifferentialMexpressionMdataMforMidentificationMofMnovelMimmuneMrelevantMexpressedMsequenceM
tagalinkedMmicrosatelliteMmarkersMinMutlanticMsalmonMUSalmoMsalarMLbVbMMolecularfEcologyfResourcesYM
2008YMlYMehljamd

8.4 6

77
uMgeneabasedMgeneticMlinkageMmapMofMtheMcollaredMflycatcherMUzicedulaMalbicollisVMrevealsMextensiveM
syntenyMandMgeneaorderMconservationMduringMeddMmillionMyearsMofMavianMevolutionbMGeneticsYM2008YM
ekmYMehkmami

4 75

76 HighMdegreeMofMtransferabilityMofMljMnewlyMdevelopedMzebraMfinchMySTalinkedMmicrosatelliteMmarkersM
inMlMbirdMspeciesbMJournalfoffHeredityYM2008YMmmYMjllamg 2.4 20

75 PwRMMultiplexingMforMMaximisingMGeneticMunalysesMwithMLimitedMxNuMSamplesnMunMyxampleMinMtheM
wollaredMzlycatcherYzicedulaMalbicollisbMAnnalesfZoologicifFenniciYM2008YMhiYMhklahlf 0.9 6

74 “dentificationMofMdifferentiallyMexpressedMproteinsMinMzicedulaMflycatchersbMProteomicsYM2008YMlYMfeidag 4.8 6

73 GeneticMvariabilityMpredictsMcommonMfrogMURanaMtemporariaVMsizeMatMmetamorphosisMinMtheMwildbM
HeredityYM2007YMmmYMheaj 3.6 20
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72 TheMeffectMofMmigratoryMbehaviourMonMgeneticMdiversityMandMpopulationMdivergencenMaMcomparisonMofM
anadromousMandMfreshwaterMutlanticMsalmonMSalmoMsalarbMJournalfoffFishfBiologyYM2007YMkdYMgleagml 1.9 32

71 LifeahistoryMandMhabitatMfeaturesMinfluenceMtheMwithinariverMgeneticMstructureMofMutlanticMsalmonbM
MolecularfEcologyYM2007YMejYMfjglaih 5.7 221

70 xoesMhabitatMfragmentationMreduceMfitnessMandMadaptabilitysMuMcaseMstudyMofMtheMcommonMfrogM
URanaMtemporariaVbMMolecularfEcologyYM2007YMejYMfjmgakdd 5.7 111

69 uMcomparisonMofMbiallelicMmarkersMandMmicrosatellitesMforMtheMestimationMofMpopulationMandM
conservationMgeneticMparametersMinMutlanticMsalmonMUSalmoMsalarVbMJournalfoffHeredityYM2007YMmlYMjmfakdh2.4 53

68 womparisonMofMhypoxiaainducibleMfactoraeMalphaMinMhypoxiaasensitiveMandMhypoxiaatolerantMfishM
speciesbMComparativefBiochemistryfandfPhysiologyfPartfD:fGenomicsfandfProteomicsYM2007YMfYMekkalj 2 32

67 xoMdominantsMhaveMhigherMheterozygositysMSocialMstatusMandMgeneticMvariationMinMbrownMtroutYM
SalmoMtruttabMBehavioralfEcologyfandfSociobiologyYM2006YMimYMjikajji 2.5 43

66
SingleMnucleotideMpolymorphismMUSNPVMdiscoveryMinMduplicatedMgenomesnMintronaprimedM
exonacrossingMU“PywVMasMaMstrategyMforMavoidingMamplificationMofMduplicatedMlociMinMutlanticMsalmonM
USalmoMsalarVMandMotherMsalmonidMfishesbMBMCfGenomicsYM2006YMkYMemf

4.5 38

65 wharacterizationMofMtheMfirstMgrowthMhormoneMgeneMsequenceMforMaMpasserineMbirdaatheMpiedM
flycatcherMUzicedulaMhypoleucaVbMDNAfSequenceYM2006YMekYMhdeaj 6

64 TheMeffectsMofMfdMyearsMofMhighwayMpresenceMonMtheMgeneticMstructureMofMRanaMdalmatinaM
populationsbMEcoscienceYM2006YMegYMigeaigl 1.1 54

63 VaryingMsignalsMofMtheMeffectsMofMnaturalMselectionMduringMteleostMgrowthMhormoneMgeneMevolutionbM
GenomeYM2006YMhmYMhfaig 2.4 10

62 yvidenceMforMreducedMgeneticMvariationMinMseverelyMdeformedMjuvenileMsalmonidsbMCanadianfJournalf
offFisheriesfandfAquaticfSciencesYM2006YMjgYMfkddafkdk 2.4 18

61 MolecularMevolutionMofMtheMavianMgrowthMhormoneMgeneMandMcomparisonMwithMitsMmammalianM
counterpartbMJournalfoffEvolutionaryfBiologyYM2006YMemYMlhhaih 2.3 11

60 “solationMbyMdistanceMwithinMaMriverMsystemnMgeneticMpopulationMstructuringMofMutlanticMsalmonYMSalmoM
salarYMinMtributariesMofMtheMVarzugaMRiverMinMnorthwestMRussiabMMolecularfEcologyYM2006YMeiYMjigajj 5.7 101

59 HistoryMvsbMcurrentMdemographynMexplainingMtheMgeneticMpopulationMstructureMofMtheMcommonMfrogM
URanaMtemporariaVbMMolecularfEcologyYM2006YMeiYMmkialg 5.7 67

58 yfficiencyMofMmodelabasedMvayesianMmethodsMforMdetectingMhybridMindividualsMunderMdifferentM
hybridizationMscenariosMandMwithMdifferentMnumbersMofMlocibMMolecularfEcologyYM2006YMeiYMjgakf 5.7 644

57 ynvironmentalMandMpopulationMdependencyMofMgeneticMvariabilityafitnessMcorrelationsMinMRanaM
temporariabMMolecularfEcologyYM2005YMehYMgeeafg 5.7 64

56 SeventyafiveMySTalinkedMutlanticMsalmonMUSalmoMsalarMLbVMmicrosatelliteMmarkersMandMtheirM
crossaamplificationMinMfiveMsalmonidMspeciesbMMolecularfEcologyfNotesYM2005YMiYMflfafll 31

55 whallengesMforMidentifyingMfunctionallyMimportantMgeneticMvariationnMtheMpromiseMofMcombiningM
complementaryMresearchMstrategiesbMMolecularfEcologyYM2005YMehYMgjfgahf 5.7 237

(2005-2007)
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54 TheMinfluenceMofMlandscapeMstructureMonMoccurrenceYMabundanceMandMgeneticMdiversityMofMtheM
commonMfrogYMRanaMtemporariabMGlobalfChangefBiologyYM2005YMeeYMejjhaejkm 11.4 75

53 wrossaspeciesMamplificationMofMzebrafishMandMcentralMstonerollerMmicrosatelliteMlociMinMsixMotherM
cyprinidsbMJournalfoffFishfBiologyYM2005YMjjYMliealim 1.9 13

52 zactorsMaffectingMavianMcrossaspeciesMmicrosatelliteMamplificationbMJournalfoffAvianfBiologyYM2005YMgjYMghlagjd1.9 92

51
yxpressedMsequenceMtagalinkedMmicrosatellitesMasMaMsourceMofMgeneaassociatedMpolymorphismsMforM
detectingMsignaturesMofMdivergentMselectionMinMatlanticMsalmonMUSalmoMsalarMLbVbMMolecularfBiologyf
andfEvolutionYM2005YMffYMedjkakj

8.3 232

50 HighMdegreeMofMpopulationMsubdivisionMinMaMwidespreadMamphibianbMMolecularfEcologyYM2004YMegYMfjgeahh 5.7 100

49 MicrosatelliteMmarkerMdataMsuggestMsexabiasedMdispersalMinMtheMcommonMfrogMRanaMtemporariabM
MolecularfEcologyYM2004YMegYMfljiam 5.7 59

48 xistributionMofMgeneticMvariationMinMtheMgrowthMhormoneMeMgeneMinMutlanticMsalmonMUSalmoMsalarVM
populationsMfromMyuropeMandMNorthMumericabMMolecularfEcologyYM2004YMegYMglikajm 5.7 16

47 PrimersMforMsequenceMcharacterizationMandMpolymorphismMdetectionMinMtheMutlanticMsalmonMUSalmoM
salarVMgrowthMhormoneMeMUGHeVMgenebMMolecularfEcologyfNotesYM2004YMhYMjjhajjk 6

46 TheMbenefitsMofMincreasingMtheMnumberMofMmicrosatellitesMutilizedMinMgeneticMpopulationMstudiesnManM
empiricalMperspectivebMHereditasYM2004YMeheYMjeak 2.4 74

45 UralMowlMsexMallocationMandMparentalMinvestmentMunderMpoorMfoodMconditionsbMOecologiaYM2003YMegkYMehdak2.9 60

44
LatitudinalMdivergenceMofMcommonMfrogMURanaMtemporariaVMlifeMhistoryMtraitsMbyMnaturalMselectionnM
evidenceMfromMaMcomparisonMofMmolecularMandMquantitativeMgeneticMdatabMMolecularfEcologyYM2003YM
efYMemjgakl

5.7 165

43 “dentificationMofMreproductivelyMisolatedMlineagesMofMumurMgraylingMUThymallusMgrubiiMxybowskiM
eljmVnMconcordanceMbetweenMphenotypicMandMgeneticMvariationbMMolecularfEcologyYM2003YMefYMfghiaii 5.7 34

42 uggressivenessMisMassociatedMwithMgeneticMdiversityMinMlandlockedMsalmonMUSalmoMsalarVbMMolecularf
EcologyYM2003YMefYMfgmmahdk 5.7 44

41 PredictionMofMoffspringMfitnessMbasedMonMparentalMgeneticMdiversityMinMendangeredMsalmonidM
populationsbMJournalfoffFishfBiologyYM2003YMjgYMmdmamfk 1.9 14

40 SexMchromosomeMevolutionMandMspeciationMinMzicedulaMflycatchersbMProceedingsfoffthefRoyalfSocietyf
B:fBiologicalfSciencesYM2003YMfkdYMigam 4.4 166

39 yxtrapairMpaternityMinMrelationMtoMsexualMornamentationYMarrivalMdateYMandMconditionMinMaMmigratoryM
birdbMBehavioralfEcologyYM2003YMehYMkdkakef 2.3 63

38
MitochondrialMandMnuclearMxNuMphylogeographyMofMThymallusMsppMUgraylingVMprovidesMevidenceMofM
iceaageMmediatedMenvironmentalMperturbationsMinMtheMworldTsMoldestMbodyMofMfreshMwaterYMLakeM
vaikalbMMolecularfEcologyYM2002YMeeYMfimmajee

5.7 65

37 SingleanucleotideMpolymorphismMcharacterizationMinMspeciesMwithMlimitedMavailableMsequenceM
informationnMhighMnucleotideMdiversityMrevealedMinMtheMavianMgenomebMMolecularfEcologyYM2002YMeeYMjdgaef5.7 253
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36 GeneticMassessmentMofMspatiotemporalMevolutionaryMrelationshipsMandMstockingMeffectsMinMgraylingM
UThymallusMthymallusYMSalmonidaeVbMEcologyfLettersYM2002YMiYMemgafdi 10 65

35 MicrosatelliteMdataMresolveMphylogeographicMpatternsMinMyuropeanMgraylingYMThymallusMthymallusYM
SalmonidaebMHeredityYM2002YMllYMgmeahde 3.6 79

34 wontemporaryMfisherianMlifeahistoryMevolutionMinMsmallMsalmonidMpopulationsbMNatureYM2002YMhemYMlfjagd 50.4 235

33 uMlowMrateMofMcrossaspeciesMmicrosatelliteMamplificationMsuccessMinMRanidMfrogsbMConservationfGenetics
YM2002YMgYMhhiahhm 2.6 41

32 HeterogeneityMinMtheMrateMandMpatternMofMgermlineMmutationMatMindividualMmicrosatelliteMlocibMNucleicf
AcidsfResearchYM2002YMgdYMemmkafddg 20.1 64

31 xerivingMevolutionaryMrelationshipsMamongMpopulationsMusingMmicrosatellitesMandMUdeltamuVUfVnMallM
lociMareMequalYMbutMsomeMareMmoreMequalMthanMothersbMGeneticsYM2002YMejeYMeggmahk 4 27

30 SpeciationYMintrogressiveMhybridizationMandMnonlinearMrateMofMmolecularMevolutionMinMflycatchersbM
MolecularfEcologyYM2001YMedYMkgkahm 5.7 89

29 MatrilinearMphylogeographyMofMutlanticMsalmonMUSalmoMsalarMLbVMinMyuropeMandMpostglacialM
colonizationMofMtheMvalticMSeaMareabMMolecularfEcologyYM2001YMedYMlmaedf 5.7 122

28 “nterpopulationMgeneticMdivergenceMinMyuropeanMgraylingMUThymallusMthymallusYMSalmonidaeVMatMaM
microgeographicMscalenMimplicationsMforMconservationbMConservationfGeneticsYM2001YMfYMeggaehg 2.6 30

27 HighMthroughputManalysisMofMekMmicrosatelliteMlociMinMgraylingMUThymallusMsppbMSalmonidaeVM2001YMfYMekgaekk 18

26 GeneticMdiversityMandMfitnessarelatedMtraitsMinMendangeredMsalmonidsM2001YMfheafjl 2

25 GeneticMlineagesMandMpostglacialMcolonizationMofMgraylingMUThymallusMthymallusYMSalmonidaeVMinM
yuropeYMasMrevealedMbyMmitochondrialMxNuManalysesbMMolecularfEcologyYM2000YMmYMejdmafh 5.7 82

24 wrossaspeciesMamplificationMofMsalmonidMmicrosatellitesMwhichMrevealMpolymorphismMinMyuropeanMandM
urcticMgraylingYMSalmonidaenMThymallusMsppbMHereditasYM1999YMegeYMekeaj 2.4 14

23 vreedingMsynchronyMandMpaternityMinMtheMbarnMswallowMUHirundoMrusticaVbMBehavioralfEcologyfandf
SociobiologyYM1999YMhiYMfeeafel 2.5 43

22 SexualMconflictMoverMfertilizationsnMfemaleMbluethroatsMescapeMmaleMpaternityMguardsbMBehavioralf
EcologyfandfSociobiologyYM1998YMhgYMhdeahdl 2.5 58

21 PatternsMofMmolecularMevolutionMinMavianMmicrosatellitesbMMolecularfBiologyfandfEvolutionYM1998YMeiYMmmkaeddl8.3 89

20 unMyxperimentalMStudyMofMPaternityMandMTailMOrnamentationMinMtheMvarnMSwallowMUHirundoMrusticaVbM
Evolution;fInternationalfJournalfoffOrganicfEvolutionYM1997YMieYMijf 3.8 59

19 LowMfrequencyMofMmicrosatellitesMinMtheMavianMgenomebMGenomefResearchYM1997YMkYMhkealf 9.7 205

(1997-2002)

11



18 uNMyXPyR“MyNTuLMSTUxYMOzMPuTyRN“TYMuNxMTu“LMORNuMyNTuT“ONM“NMTHyMvuRNMSWuLLOWM
UH“RUNxOMRUST“wuVbMEvolution;fInternationalfJournalfoffOrganicfEvolutionYM1997YMieYMijfaikd 3.8 66

17 zitnessMlossMandMgermlineMmutationsMinMbarnMswallowsMbreedingMinMwhernobylbMNatureYM1997YMglmYMimgaj 50.4 195

16 NewMmicrosatellitesMfromMtheMpiedMflycatcherMzicedulaMhypoleucaMandMtheMswallowMHirundoMrusticaM
genomesbMHereditasYM1996YMefhYMfleag 2.4 58

15 xirectionalMevolutionMinMgermlineMmicrosatelliteMmutationsbMNaturefGeneticsYM1996YMegYMgmeag 36.3 170

14 uMwidearangeMsurveyMofMcrossaspeciesMmicrosatelliteMamplificationMinMbirdsbMMolecularfEcologyYM1996YM
iYMgjiakl 5.7 245

13 MicrosatelliteMTevolutionTnMdirectionalityMorMbiassbMNaturefGeneticsYM1995YMeeYMgjdaf 36.3 319

12 ResolvingMgeneticMrelationshipsMwithMmicrosatelliteMmarkersnMaMparentageMtestingMsystemMforMtheM
swallowMHirundoMrusticabMMolecularfEcologyYM1995YMhYMhmgal 5.7 206

11 HandicappedMmalesMandMextrapairMpaternityMinMpiedMflycatchersnMaMstudyMusingMmicrosatelliteM
markersbMMolecularfEcologyYM1995YMhYMkgmakhh 5.7 48

10 zunctionalMunalysisMofMullMSalmonidMGenomesMUzuuSGVnManMinternationalMinitiativeMsupportingMfutureM
salmonidMresearchYMconservationMandMaquaculture 7

9 HeterogeneousMgeneticMbasisMofMageMatMmaturityMinMsalmonidMfishes 1

8 GenomicMSignaturesMofMzineaScaleMLocalMudaptationMinMutlanticMSalmonMSuggestM“nvolvementMofM
SexualMMaturationYMynergyMHomeostasisYMvehaviourYMandM“mmuneMxefenceaRelatedMGenes 1

7 wisaregulatoryMdifferencesMinMisoformMexpressionMassociateMwithMlifeMhistoryMstrategyMvariationMinM
utlanticMsalmon 2

6 LargeMsinglealocusMeffectsMforMmaturationMtimingMareMmediatedMviaMbodyMconditionMinMutlanticMsalmon 6

5 RefiningMtheMgenomicMlocationMofMSNPMvariationMaffectingMutlanticMsalmonMmaturationMtimingMatMaMkeyM
largeaeffectMlocus 3

4 yvolutionMinMsalmonMlifeahistoryMinducedMbyMdirectMandMindirectMeffectsMofMfishing 4

3 StandardMmetabolicMrateMdoesMnotMassociateMwithMageaatamaturityMgenotypeMinMjuvenileMutlanticMsalmon 1

2 StrongMregulatoryMeffectsMofMvgllgMgenotypeMonMreproductiveMaxisMgeneMexpressionMinMimmatureMmaleM
utlanticMsalmon 1

1 GeneticMcouplingMofMlifeahistoryMandMaerobicMperformanceMinMutlanticMsalmonMindicatesMpotentialM
constrainsMonMlifeahistoryMevolution 2
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