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h Paper IF Citations

211 TheITranscriptionalIsorepressorIxOSaeIMediatesItarkWynducedILeafISenescenceIinIqrabidopsisXXI
FrontiersiiniPlantiScienceVI2022VIacVIhbhbfd 6.2 0

210 xOSaeWPWRIchromatinIremodelingIcomplexIpositivelyIregulatesIcoldIstressIinXIPlantiSignalingiandi
BehaviorVI2021VIafVIahicigh 2.5 3

209 ssoqOMTaIPlaysIaIRoleIinItroughtIStressIResponseIviaIROSWIandIqrqWtependentIMannersXIPlantsVI
2021VIaZVI 4.5 2

208 MicrotubuleItynamicsIPlaysIaIVitalIRoleIinIPlantIqdaptationIandIToleranceItoISaltIStressXI
InternationaliJournaliofiMoleculariSciencesVI2021VIbbVI 6.3 5

207 RedoxWdependentIstructuralIswitchIandIsrvIactivationIconferIfreezingItoleranceIinIplantsXINaturei
PlantsVI2021VIgVIiadWibb 11.5 12

206 xβTIsodiumIandIpotassiumItransportersIinIqrabidopsisIthalianaIandIrelatedIhalophyteIspeciesXI
PhysiologiaiPlantarumVI2021VIagaVIedfWeeh 4.6 13

205 sharacterizationIofIdwarfIandInarrowIleafIRSImutantIinIriceXIPlantiSignalingiandiBehaviorVI2021VIafVIahdidiZ2.5 4

204 ProteasomeWtependentItegradationIofIRPMaItesensitizesItheIRPMaWMediatedIxypersensitiveI
ResponseI2021VIfdVIbagWbbe 0

203 RedoxIsensorIQSOXaIregulatesIplantIimmunityIbyItargetingIwSNORItoImodulateIROSIgenerationXI
MoleculariPlantVI2021VIadVIacabWacbg 14.4 3

202 qtLRRopbVIanIleucineWrichIrepeatWonlyIproteinVImediatesIcoldIstressIresponseIinIqrabidopsisI
thalianaXIPlantiBiotechnologyiReportsVI2021VIaeVIfdaWfdi 2.5 0

201 SuTItOMqyNIwROUPIgbaIproteinIfunctionsIinIsalineWalkalineIstressItoleranceIinItheImodelIriceI
varietyIβitaakeXIPlantiBiotechnologyiJournalVI2021VIaiVIbegfWbehh 11.6 1

200 RedoxWmediatedIstructuralIandIfunctionalIswitchingIofIsWrepeatIbindingIfactorsIenhancesIplantI
coldItoleranceXINewiPhytologistVI2021VI 9.8 1

199 xOSaejIqImissingIlinkIthatIfineWtunesIqrqIsignalingIandIdroughtItoleranceIinXIPlantiSignalingiandi
BehaviorVI2020VIaeVIaggZifd 2.5 4

198 PWRYxtqiYqrydIsomplexIupigeneticallyIRegulatesIqrqItependentItroughtIStressIToleranceIinXI
FrontiersiiniPlantiScienceVI2020VIaaVIfbc 6.2 21

197 TheIquxinISignalingIRepressorIyqqhIPromotesISeedIwerminationIThroughItownWRegulationIofI
TranscriptionIinXIFrontiersiiniPlantiScienceVI2020VIaaVIaaa 6.2 12

196 xistoneIteacetylaseIxtqiIWithIqrydIsontributesItoIqbscisicIqcidIxomeostasisIinItroughtIStressI
ResponseXIFrontiersiiniPlantiScienceVI2020VIaaVIadc 6.2 29

195 qrabidopsisIxOSaeIisIaImultifunctionalIproteinIthatInegativelyIregulateIqrqWsignalingIandIdroughtI
stressXIPlantiBiotechnologyiReportsVI2020VIadVIafcWafg 2.5 5
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194 tesensitizationIofIqrqWSignalingjITheISwingIvromIqctivationItoItegradationXIFrontiersiiniPlanti
ScienceVI2020VIaaVIcgi 6.2 28

193 uxpressionIofIqrabidopsisIthalianaIThioredoxinWhbIinIrrassicaInapusIenhancesIantioxidantIdefensesI
andIimprovesIsaltItoleranceXIPlantiPhysiologyiandiBiochemistryVI2020VIadgVIcacWcba 5.4 12

192 STsxdYRuyLbIsonfersIsoldIStressIToleranceIinIqrabidopsisIbyIPromotingIrRNqIProcessingIandIsrvI
ProteinITranslationXICelliReportsVI2020VIcZVIbbiWbdbXee 10.6 21

191 qrqtingItheIResponsejIqINovelIqrqISignalITerminatorIthatItisruptsItheIxormoneIsoWreceptorI
somplexXIMoleculariPlantVI2020VIacVIabdaWabdc 14.4

190 TheIwywqNTuqWuNxqNsutIuMILuVuLIsomplexIunhancesItroughtIToleranceIviaIRegulationIofI
qbscisicIqcidISynthesisXIPlantiPhysiologyVI2020VIahdVIddcWdeh 6.6 12

189 xOSaeIisIaItranscriptionalIcorepressorIofINPRaWmediatedIgeneIactivationIofIplantIimmunityXI
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaVI2020VIaagVIcZhZeWcZhae11.5 5

188 TheIxistoneWModifyingIsomplexIPWRYxOSaeYxtbsIupigeneticallyIRegulatesIsoldIToleranceXIPlanti
PhysiologyVI2020VIahdVIaZigWaaaa 6.6 11

187 shromatinIremodelingIcomplexIxtqiWPWRWqrydIepigeneticallyIregulatesIdroughtIstressIresponseI
inIplantsXIPlantiSignalingiandiBehaviorVI2020VIaeVIahZcefh 2.5 2

186 TheIPhysiologicalIvunctionsIofIUniversalIStressIProteinsIandITheirIMolecularIMechanismItoIProtectI
PlantsIvromIunvironmentalIStressesXIFrontiersiiniPlantiScienceVI2019VIaZVIgeZ 6.2 44

185 LigninIbiosynthesisIgenesIplayIcriticalIrolesIinItheIadaptationIofIplantsItoIhighWsaltIstressXIPlanti
SignalingiandiBehaviorVI2019VIadVIafbefig 2.5 28

184 qIsriticalIRoleIofISodiumIvluxIviaItheIPlasmaIMembraneINaYxIuxchangerISOSaIinItheISaltIToleranceI
ofIRiceXIPlantiPhysiologyVI2019VIahZVIaZdfWaZfe 6.6 68

183 OverexpressionIofIqtYUssqfIinIsoybeanIcropIresultsIinIreducedIROSIproductionIandIincreasedI
droughtItoleranceXIPlantiBiotechnologyiReportsVI2019VIacVIafaWafh 2.5 8

182 RoleIandIvunctionalItifferencesIofIxβTaWTypeITransportersIinIPlantsIunderISaltIStressXI
InternationaliJournaliofiMoleculariSciencesVI2019VIbZVI 6.3 34

181 PlantWwrowthIPromotingIYsgZZgIModulatesIStressWResponseIweneIuxpressionIandIProvidesI
ProtectionIvromISaltIStressXIFrontiersiiniPlantiScienceVI2019VIaZVIafdf 6.2 11

180 qtPReβbVIaIPReWLikeIReceptorIβinaseVIModulatesIPlantIResponsesItoItroughtIStressIbyI
PhosphorylatingIProteinIPhosphataseIbssXIFrontiersiiniPlantiScienceVI2019VIaZVIaadf 6.2 23

179 RheostaticIsontrolIofIqrqISignalingIthroughIxOSaeWMediatedIOSTaItegradationXIMoleculariPlantVI
2019VIabVIaddgWadfb 14.4 34

178 xOSaeIynteractsIwithItheIxistoneIteacetylaseIxtqiIandItheIuveningIsomplexItoIupigeneticallyI
RegulateItheIvloralIqctivatorXIPlantiCellVI2019VIcaVIcgWea 11.6 39

177 PostWtranslationalIandItranscriptionalIregulationIofIphenylpropanoidIbiosynthesisIpathwayIbyI
βelchIrepeatIvWboxIproteinISqwLaXIPlantiMoleculariBiologyVI2019VIiiVIaceWadh 4.6 17

(2019-2020)
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176 MetabolicIqdjustmentIofIqrabidopsisIRootISuspensionIsellsIturingIqdaptationItoISaltIStressIandI
MitoticIStressIMemoryXIPlantiandiCelliPhysiologyVI2019VIfZVIfabWfbe 4.9 15

175 unhancedImultipleIstressItoleranceIinIqrabidopsisIbyIoverexpressionIofItheIpolarImossIpeptidylI
prolylIisomeraseIvβrPabIgeneXIPlantiCelliReportsVI2018VIcgVIdecWdfe 5.1 17

174 TomatoIPuPRaIORTxOLOwIRusuPTORWLyβuIβyNqSuaIRegulatesIResponsesItoISysteminVI
NecrotrophicIvungiVIandIynsectIxerbivoryXIPlantiCellVI2018VIcZVIbbadWbbbi 11.6 20

173 RiceIOsMYrePIimprovesIplantIphosphateIacquisitionIbyIregulationIofIphosphateItransporterXIPLoSi
ONEVI2018VIacVIeZaidfbh 3.7 13

172 ytQsIxardItoIqvoidIqvoidancejIUncouplingItheIuvolutionaryIsonnectionIbetweenIPlantIwrowthVI
ProductivityIandIStressILToleranceLXIInternationaliJournaliofiMoleculariSciencesVI2018VIaiVI 6.3 11

171 qrabidopsisINxXITransportersjISodiumIandIPotassiumIqntiportIMythologyIandISequestrationI
turingIyonicIStressI2018VIfaVIbibWcZZ 7

170 ydentificationIandIMolecularIsharacterizationIofIxOSaeWinteractingIProteinsIinIqrabidopsisIthalianaI
2018VIfaVIccfWcde 11

169 salmodulinIbIvunctionsIasIanIRNqIshaperoneIinIProkaryoticIsellsXIBiotechnologyiandiBioprocessi
EngineeringVI2018VIbcVIddhWdee 3.1 0

168 TheIxighWqffinityIPotassiumITransporterIupxβTakbIvromItheIuxtremophileIMediatesISaltI
ToleranceXIFrontiersiiniPlantiScienceVI2018VIiVIaaZh 6.2 25

167 upigeneticIswitchIfromIrepressiveItoIpermissiveIchromatinIinIresponseItoIcoldIstressXIProceedingsi
ofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaVI2018VIaaeVIuedZZWuedZi 11.5 88

166 uMRVIaIcytosolicWabundantIringIfingerIucIligaseVImediatesIuRWassociatedIproteinIdegradationIinI
qrabidopsisXINewiPhytologistVI2018VIbbZVIafcWagg 9.8 14

165 xYeVIaIpositiveIregulatorIofIlightIsignalingVInegativelyIcontrolsItheIunfoldedIproteinIresponseIinXI
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaVI2017VIaadVIbZhdWbZhi 11.5 54

164 qrabidopsisIthalianaIRusuPTORItuqtIβyNqSuaIvunctionsIasIaIPositiveIRegulatorIinIPlantI
ResponsesItoIqrqXIMoleculariPlantVI2017VIaZVIbbcWbdc 14.4 37

163 SaltIstressItolerancekIwhatIdoIweIlearnIfromIhalophytesoI2017VIfZVIdcaWdci 36

162 townWregulationIofIwywqNTuqWlikeIgenesIincreasesIplantIgrowthIandIsaltIstressItoleranceIinI
poplarXIPlantiBiotechnologyiJournalVI2017VIaeVIccaWcdc 11.6 33

161 qccessionWtependentIweneIteletionIbyIsRySPRYsasISystemIinIqrabidopsisXIFrontiersiiniPlanti
ScienceVI2017VIhVIaiaZ 6.2 12

160 srossWtalkIbetweenIPhosphateIStarvationIandIOtherIunvironmentalIStressISignalingIPathwaysIinI
PlantsXIMoleculesiandiCellsVI2017VIdZVIfigWgZe 3.5 36

159 xumicIqcidIsonfersIxywxWqvvyNyTYIβUITRqNSPORTuRIaWMediatedISalinityIStressIToleranceIinI
qrabidopsisXIMoleculesiandiCellsVI2017VIdZVIiffWige 3.5 18
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158 qrabidopsisIxOOβLuSSaIRegulatesIResponsesItoIPathogensIandIqbscisicIqcidIthroughIynteractionI
withIMutahIandIqcetylationIofIWRβYccIandIqryeIshromatinXIPlantiCellVI2016VIbhVIaffbWha 11.6 49

157 wlobalIRegulationIofIPlantIymmunityIbyIxistoneILysineIMethylITransferasesXIPlantiCellVI2016VIbhVIafdZWfa11.6 40

156 qISingleIqminoWqcidISubstitutionIinItheISodiumITransporterIxβTaIqssociatedIwithIPlantISaltI
ToleranceXIPlantiPhysiologyVI2016VIagaVIbaabWbf 6.6 64

155 qIpositiveItranscriptionIfactorIinIosmoticIstressItoleranceVIZqTaZVIisIregulatedIbyIMqPIkinasesIinI
qrabidopsisI2016VIeiVIeeWfa 16

154 tevelopmentIofIrootIsystemIarchitectureIofIqrabidopsisIthalianaIinIresponseItoIcolonizationIbyI
MartelellaIendophyticaIYsfhhgIdependsIonIauxinIsignalingXIPlantiandiSoilVI2016VIdZeVIhaWif 4.2 13

153 qnIqrabidopsisISUMOIucILigaseVISyZaVINegativelyIRegulatesIPhotomorphogenesisIbyIPromotingI
sOPaIqctivityXIPLoSiGeneticsVI2016VIabVIeaZZfZaf 6 67

152 qIRoleIforIqrabidopsisImiRciifIinISaltVItroughtVIandIqrqISignalingXIMoleculesiandiCellsVI2016VIciVIaaaWh 3.5 52

151 riologicalIfunctionIofInonxpressorIofIpathogenesisWrelatedIgenesIaIRNPRaSIinIresponseItoIbioticI
andIabioticIstressesXIJournaliofiPlantiBiotechnologyVI2016VIdcVIbhaWbib 0.6 2

150 qINewIynsightIofISaltIStressISignalingIinIPlantXIMoleculesiandiCellsVI2016VIciVIddgWei 3.5 131

149 TheIThiolIReductaseIqctivityIofIYUssqfIMediatesItelayedILeafISenescenceIbyIRegulatingIwenesI
ynvolvedIinIquxinIRedistributionXIFrontiersiiniPlantiScienceVI2016VIgVIfbf 6.2 12

148 RibosomalIPcIproteinIqtPcrIofIqrabidopsisIactsIasIbothIproteinIandIRNqIchaperoneItoIincreaseI
toleranceIofIheatIandIcoldIstressesXIPlantxiCelliandiEnvironmentVI2016VIciVIafcaWdb 8.4 14

147 tifferentialIselectionIofIsodiumIandIpotassiumIionsIbyITsxβTakbXIPlantiSignalingiandiBehaviorVI2016
VIaaVIeabZfafi 2.5 7

146 tiurnalIandIcircadianIregulationIofIsaltItoleranceIinIqrabidopsisI2016VIeiVIefiWegh 10

145 qIchaperoneIfunctionIofINOIsqTqLqSuIqsTyVyTYaIisIrequiredItoImaintainIcatalaseIactivityIandIforI
multipleIstressIresponsesIinIqrabidopsisXIPlantiCellVI2015VIbgVIiZhWbe 11.6 91

144 StressWdrivenIstructuralIandIfunctionalIswitchingIofIYptapIfromIaIwTPaseItoIaImolecularIchaperoneI
mediatesIthermoItoleranceIinISaccharomycesIcerevisiaeXIFASEBiJournalVI2015VIbiVIddbdWcd 0.9 8

143
qllelicIpolymorphismIofIwywqNTuqIisIresponsibleIforInaturallyIoccurringIvariationIinIcircadianI
periodIinIrrassicaIrapaXIProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaVI2015VIaabVIchbiWcd

11.5 45

142 qInovelIthiolWreductaseIactivityIofIqrabidopsisIYUsfIconfersIdroughtItoleranceIindependentlyIofI
auxinIbiosynthesisXINatureiCommunicationsVI2015VIfVIhZda 17.4 51

141 TheIqrabidopsisIaIzincIfingerIdomainIproteinIqRSaIisIessentialIforIseedIgerminationIandIROSI
homeostasisIinIresponseItoIqrqIandIoxidativeIstressXIFrontiersiiniPlantiScienceVI2015VIfVIifc 6.2 25

(2015-2016)
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140 UniversalIStressIProteinIuxhibitsIaIRedoxWtependentIshaperoneIvunctionIinIqrabidopsisIandI
unhancesIPlantIToleranceItoIxeatIShockIandIOxidativeIStressXIFrontiersiiniPlantiScienceVI2015VIfVIaada 6.2 49

139 PathogenIassociatedImolecularIpatternIRPqMPSWtriggeredIimmunityIisIcompromisedIunderI
sWlimitedIgrowthXIMoleculesiandiCellsVI2015VIchVIdZWeZ 3.5 4

138 MutahIinteractionIwithIdistinctItranscriptionIfactorsIregulatesImultipleIplantIfunctionsXINaturei
CommunicationsVI2014VIeVIcZfd 17.4 100

137 wenomicsIofIplantIabioticIstressItoleranceI2014VIbcaWbee

136 ZqTaaVIaIzincIfingerItranscriptionIfactorVIisIaInegativeIregulatorIofInickelIionItoleranceIinI
qrabidopsisXIPlantiCelliReportsVI2014VIccVIbZaeWba 5.1 35

135 wenomeIstructuresIandItranscriptomesIsignifyInicheIadaptationIforItheImultipleWionWtolerantI
extremophyteISchrenkiellaIparvulaXIPlantiPhysiologyVI2014VIafdVIbabcWch 6.6 49

134 sYsLyNWtuPuNtuNTIβyNqSuhIdifferentiallyIregulatesIplantIimmunityItoIfungalIpathogensIthroughI
kinaseWdependentIandIWindependentIfunctionsIinIqrabidopsisXIPlantiCellVI2014VIbfVIdadiWgZ 11.6 67

133 OverexpressionIofIOsMYrdPVIanIRbRcWtypeIMYrItranscriptionalIactivatorVIincreasesIphosphateI
acquisitionIinIriceXIPlantiPhysiologyiandiBiochemistryVI2014VIhZVIbeiWfg 5.4 40

132 NqtPxWdependentIthioredoxinIreductaseIqIRNTRqSIconfersIelevatedItoleranceItoIoxidativeIstressI
andIdroughtXIPlantiPhysiologyiandiBiochemistryVI2014VIhZVIahdWia 5.4 27

131 ScreeningIofIsaltWtoleranceIplantsIusingItransgenicIqrabidopsisIthatIexpressIaIsaltIcressIctNqI
libraryXIJournaliofiPlantiBiotechnologyVI2014VIdaVIhaWhh 0.6 2

130 qSYMMuTRysILuqVuSaIisIphosphorylatedIbyIMPβcYfIinIqrabidopsisIthalianaI2013VIefVIbZhWbae 2

129 ydentificationIofISUMOWmodifiedIproteinsIbyIaffinityIpurificationIandItandemImassIspectrometryIinI
qrabidopsisIthalianaI2013VIefVIagfWahe 5

128 SUMOIproteinsIgrappleIwithIbioticIandIabioticIstressesIinIqrabidopsisI2013VIefVIggWhd 2

127 riotechnologyIforImechanismsIthatIcounteractIsaltIstressIinIextremophileIspeciesjIaIgenomeWbasedI
viewXIPlantiBiotechnologyiReportsVI2013VIgVIbgWcg 2.5 22

126 RegulationIofImiRciifItranscriptionIbyIqtMYrbIaffectsIphosphateIstarvationIresponsesIinI
qrabidopsisXIPlantiPhysiologyVI2013VIafaVIcfbWgc 6.6 94

125 NewIinsightsIintoItheIroleIofItheIsmallIubiquitinWlikeImodifierIRSUMOSIinIplantsXIInternationali
ReviewiofiCelliandiMoleculariBiologyVI2013VIcZZVIafaWbZi 6 32

124 ReleaseIofISOSbIkinaseIfromIsequestrationIwithIwywqNTuqIdeterminesIsaltItoleranceIinI
qrabidopsisXINatureiCommunicationsVI2013VIdVIaceb 17.4 154

123 TheIroleIofIqrabidopsisIMYrbIinImiRciifWmediatedIphosphateWstarvationIresponseXIPlantiSignalingi
andiBehaviorVI2013VIhVIebcdhh 2.5 27
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122
PhosphorylationIofItheIzincIfingerItranscriptionalIregulatorIZqTfIbyIMPβfIregulatesIqrabidopsisI
seedIgerminationIunderIsaltIandIosmoticIstressXIBiochemicaliandiBiophysicaliResearchi
CommunicationsVI2013VIdcZVIaZedWi

3.4 67

121 ThioredoxinIreductaseItypeIsIRNTRsSIorchestratesIenhancedIthermotoleranceItoIqrabidopsisIbyIitsI
redoxWdependentIholdaseIchaperoneIfunctionXIMoleculariPlantVI2013VIfVIcbcWcf 14.4 65

120 OverexpressionIofIqrabidopsisIYUssqfIinIpotatoIresultsIinIhighWauxinIdevelopmentalIphenotypesI
andIenhancedIresistanceItoIwaterIdeficitXIMoleculariPlantVI2013VIfVIccgWdi 14.4 124

119 RolesIofIYUssqsIinIauxinIbiosynthesisIandIdroughtIstressIresponsesIinIplantsXIPlantiSignalingiandi
BehaviorVI2013VIhVIebddie 2.5 26

118 qnalysisIofIqrabidopsisIthioredoxinWhIisotypesIidentifiesIdiscreteIdomainsIthatIconferIspecificI
structuralIandIfunctionalIpropertiesXIBiochemicaliJournalVI2013VIdefVIacWbd 3.8 13

117 sYsLyNIxkaIregulatesIdroughtIstressIresponsesIandIblueIlightWinducedIstomatalIopeningIbyI
inhibitingIreactiveIoxygenIspeciesIaccumulationIinIqrabidopsisXIPlantiPhysiologyVI2013VIafbVIaZcZWda 6.6 31

116 qIroleIforIwywqNTuqjIkeepingItheIbalanceIbetweenIfloweringIandIsalinityIstressItoleranceXIPlanti
SignalingiandiBehaviorVI2013VIhVIebdhbZ 2.5 34

115 RoleIofIxβTaIinIThellungiellaIsalsugineaVIaImodelIextremophileIplantXIPlantiSignalingiandiBehaviorVI
2013VIhVI 2.5 27

114 qISaccharomycesIcerevisiaeIassayIsystemItoIinvestigateIligandYqdipoRaIinteractionsIthatIleadItoI
cellularIsignalingXIPLoSiONEVI2013VIhVIefeded 3.7 10

113 TheItranscriptionalIrepressorIactivityIofIqSYMMuTRysILuqVuSaIisIinhibitedIbyIdirectIinteractionI
withIcalmodulinIinIqrabidopsisXIPlantxiCelliandiEnvironmentVI2012VIceVIaifiWhb 8.4 9

112 MolecularIandIfunctionalIpropertiesIofIthreeIdifferentIperoxiredoxinIisotypesIinIshineseIcabbageXI
MoleculesiandiCellsVI2012VIccVIbgWcc 3.5 9

111 sonstitutiveIexpressionIofImammalianInitricIoxideIsynthaseIinItobaccoIplantsItriggersIdiseaseI
resistanceItoIpathogensXIMoleculesiandiCellsVI2012VIcdVIdfcWga 3.5 56

110 TsxβTakbVIaIxβTaIhomologIfromItheIextremophileIqrabidopsisIrelativeIThellungiellaIsalsugineaVI
showsIβRUSIspecificityIinItheIpresenceIofINaslXIPlantiPhysiologyVI2012VIaehVIadfcWgd 6.6 114

109 PhosphorylationIbyIqtMPβfIisIrequiredIforItheIbiologicalIfunctionIofIqtMYrdaIinIqrabidopsisXI
BiochemicaliandiBiophysicaliResearchiCommunicationsVI2012VIdbbVIahaWf 3.4 37

108 TheIscopeIofIthingsItoIcomejINewIparadigmsIinIbiotechnologyI2012VIaiWcd 1

107 qINqsItranscriptionIfactorIandISNyaIcooperativelyIsuppressIbasalIpathogenIresistanceIinI
qrabidopsisIthalianaXINucleiciAcidsiResearchVI2012VIdZVIiahbWib 20.1 40

106 MonoclonalIantibodiesIagainstIrecombinantIqtxOSaeXIHybridomaVI2012VIcaVIaahWbd 2

105 qIvacuolarI˛†WglucosidaseIhomologIthatIpossessesIglucoseWconjugatedIabscisicIacidIhydrolyzingI
activityIplaysIanIimportantIroleIinIosmoticIstressIresponsesIinIqrabidopsisXIPlantiCellVI2012VIbdVIbahdWii 11.6 195

(2012-2013)
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104 sharacterizationIofIsmallIubiquitinWlikeImodifierIucIligaseVIOsSyZaVImutantIinIriceXIJournaliofiPlanti
BiotechnologyVI2012VIciVIbceWbda 0.6

103 TheIqrabidopsisIthalianaIhomeoboxIgeneIqTxrabIisIinvolvedIinIsymptomIdevelopmentIcausedIbyI
geminivirusIinfectionXIPLoSiONEVI2011VIfVIebZZed 3.7 18

102 TransgenicIpoplarIexpressingIqrabidopsisINtPβbIenhancesIgrowthIasIwellIasIoxidativeIstressI
toleranceXIPlantiBiotechnologyiJournalVI2011VIiVIccdWdg 11.6 56

101 shangesIinIoxygenIandIcarbonIdioxideIenvironmentIalterIgeneIexpressionIofIcowpeaIbruchidsXI
JournaliofiInsectiPhysiologyVI2011VIegVIbbZWcZ 2.4 17

100 StabilityIofIqtVSPIinItheIinsectIdigestiveIcanalIdeterminesIitsIdefensiveIcapabilityXIJournaliofiInsecti
PhysiologyVI2011VIegVIciaWi 2.4 5

99 SUMOIandISUMOylationIinIplantsXIMoleculesiandiCellsVI2011VIcbVIcZeWaf 3.5 89

98 ydentificationIandImolecularIpropertiesIofISUMOWbindingIproteinsIinIqrabidopsisXIMoleculesiandi
CellsVI2011VIcbVIadcWea 3.5 34

97 qrabidopsisIMqPIkinaseIphosphataseIaIisIphosphorylatedIandIactivatedIbyIitsIsubstrateIqtMPβfXI
PlantiCelliReportsVI2011VIcZVIaebcWca 5.1 32

96 UbiquitinIandIUbiquitinWlikeIModifiersIinIPlantsI2011VIedVIbgeWbhe 17

95 NβSaVINaRUSWIandIβRUSWsensitiveIaVIregulatesIionIhomeostasisIinIanISOSWindependentIpathwayIinI
qrabidopsisXIPhytochemistryVI2011VIgbVIccZWf 4 8

94 OverexpressionIofIbWcysteineIperoxiredoxinIenhancesItoleranceItoImethylIviologenWmediatedI
oxidativeIstressIandIhighItemperatureIinIpotatoIplantsXIPlantiPhysiologyiandiBiochemistryVI2011VIdiVIhiaWg5.4 46

93
qctivationIofItheIplasmaImembraneINaYxIantiporterISaltWOverlyWSensitiveIaIRSOSaSIbyI
phosphorylationIofIanIautoWinhibitoryIsWterminalIdomainXIProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaVI2011VIaZhVIbfaaWf

11.5 241

92 YUssqfIoverWexpressionIdemonstratesIauxinIfunctionIinIdelayingIleafIsenescenceIinIqrabidopsisI
thalianaXIJournaliofiExperimentaliBotanyVI2011VIfbVIcihaWib 7 132

91 TheIgenomeIofItheIextremophileIcruciferIThellungiellaIparvulaXINatureiGeneticsVI2011VIdcVIiacWh 36.3 261

90 qtsrPfcVIaIqrabidopsisIsalmodulinWbindingIProteinIfcVIunhancesItiseaseIResistanceIqgainstISoftI
RotItiseaseIinIPotatoXIJournaliofiPlantiBiotechnologyVI2011VIchVIfbWfh 0.6 3

89 vunctionalIcharacterizationIofIqrabidopsisIthalianaIrLxIhVIruLaWLikeIxomeodomainIhIinvolvedIinI
environmentalIstressesXIJournaliofiPlantiBiotechnologyVI2011VIchVIafbWafh 0.6 1

88 TransgenicIpoplarIexpressingIqtNtPβbIexhibitsIenhancedIbiomassIinItheILMOIfieldXIJournaliofi
PlantiBiotechnologyVI2011VIchVIbbhWbcc 0.6 0
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JournaliofiBiologicaliChemistryVI2007VIbhbVIcfbibWcZb 5.4 97

49 yuccafVIaIdominantImutationIinIqrabidopsisVIaffectsIauxinIaccumulationIandIauxinWrelatedI
phenotypesXIPlantiPhysiologyVI2007VIadeVIgbbWce 6.6 115

48 RegulationIofIPlantIynnateIymmunityIbyISUMOIucILigaseXIPlantiSignalingiandiBehaviorVI2007VIbVIbecWd 2.5 12

47 SyZaWmediatedIsumoylationIofIysuaIcontrolsIsrvcYtRuraqIexpressionIandIfreezingItoleranceIinI
qrabidopsisXIPlantiCellVI2007VIaiVIadZcWad 11.6 531

46 qnIenhancerImutantIofIqrabidopsisIsaltIoverlyIsensitiveIcImediatesIbothIionIhomeostasisIandItheI
oxidativeIstressIresponseXIMoleculariandiCellulariBiologyVI2007VIbgVIebadWbd 4.8 112

45
PathogenWinducedIbindingIofItheIsoybeanIzincIfingerIhomeodomainIproteinsIwmZvWxtaIandI
wmZvWxtbItoItwoIrepeatsIofIqTTqIhomeodomainIbindingIsiteIinItheIcalmodulinIisoformIdI
RwmsaMdSIpromoterXINucleiciAcidsiResearchVI2007VIceVIcfabWbc

20.1 50

44 SalicylicIacidWmediatedIinnateIimmunityIinIqrabidopsisIisIregulatedIbyISyZaISUMOIucIligaseXIPlanti
JournalVI2007VIdiVIgiWiZ 6.9 248

43 ysolationIandIcharacterizationIofIaInovelIcalciumYcalmodulinWdependentIproteinIkinaseVIqtsβVIfromI
arabidopsisXIMoleculesiandiCellsVI2007VIbdVIbgfWhb 3.5 9

42 SyZaIsmallIubiquitinWlikeImodifierIucIligaseIfacilitatesIbasalIthermotoleranceIinIqrabidopsisI
independentIofIsalicylicIacidXIPlantiPhysiologyVI2006VIadbVIaedhWeh 6.6 142

41 PhosphorylationIandIconcomitantIstructuralIchangesIinIhumanIbWsysIperoxiredoxinIisotypeIyI
differentiallyIregulateIitsIperoxidaseIandImolecularIchaperoneIfunctionsXIFEBSiLettersVI2006VIehZVIceaWe 3.8 110

40 TheIsWtypeIqrabidopsisIthioredoxinIreductaseIqNTRWsIactsIasIanIelectronIdonorItoIbWsysI
peroxiredoxinsIinIchloroplastsXIBiochemicaliandiBiophysicaliResearchiCommunicationsVI2006VIcdhVIdghWhd 3.4 83

39 sloningIofItwoIspliceIvariantsIofItheIriceIPTSaIreceptorVIOsPexepLIandIOsPexepSVIandItheirI
functionalIcharacterizationIusingIpexeWdeficientIyeastIandIqrabidopsisXIPlantiJournalVI2006VIdgVIdegWff 6.9 30

38 weneIexpressionIprofilesIduringIheatIacclimationIinIqrabidopsisIthalianaIsuspensionWcultureIcellsXI
JournaliofiPlantiResearchVI2006VIaaiVIcgcWhc 2.6 73

37 saMWeVIaIsoybeanIcalmodulinVIisIrequiredIforIdiseaseIresistanceIagainstIbothIaIbacterialIandIfungalI
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2004VIdeVIaffiWhZ 4.9 48

28
qrabidopsisIsWterminalIdomainIphosphataseWlikeIaIandIbIareIessentialISerWeWspecificIsWterminalI
domainIphosphatasesXIProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaVI2004VIaZaVIadeciWdd

11.5 92

27
TheIplantIstvIfamilyImemberITgMTPaIfromItheINiYZnIhyperaccumulatorIThlaspiIgoesingenseIactsI
toIenhanceIeffluxIofIZnIatItheIplasmaImembraneIwhenIexpressedIinISaccharomycesIcerevisiaeXI
PlantiJournalVI2004VIciVIbcgWea

6.9 128

26 raxWinducedIcellIdeathIofIqrabidopsisIisImeditatedIthroughIreactiveIoxygenWdependentIandI
WindependentIprocessesXIPlantiMoleculariBiologyVI2004VIefVIaeWbg 4.6 70
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