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145 Rapid identification and detection of pine pathogenic fungi associated with mountain pine beetles by
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149
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3.6 55
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Comparative transcriptome analysis of Arabidopsis thaliana infested by diamond back moth (Plutella) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 67 Td (xylostella) larvae reveals signatures of stress response, secondary metabolism, and signaling. BMC

Genomics, 2008, 9, 154.
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the discovery of genes responding to insect feeding. BMC Genomics, 2008, 9, 57. 2.8 68
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166 Functional plasticity of paralogous diterpene synthases involved in conifer defense. Proceedings of
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The Transcriptional Response of Hybrid Poplar (Populus trichocarpa x P. deltoids) to Infection by
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2.2 45
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179 Characterization of EST-SSRs in loblolly pine and spruce. Tree Genetics and Genomes, 2007, 3, 251-259. 1.6 33
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Functional identification and differential expression of 1-deoxy-d-xylulose 5-phosphate synthase in
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Microarray expression profiling and functional characterization of AtTPS genes: Duplicated
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Conifer defence against insects: microarray gene expression profiling of Sitka spruce (Picea) Tj ET
Q

q
0 0 0 rg
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2.9 78

188 Molecular Regulation of Induced Terpenoid Biosynthesis in Conifers. Phytochemistry Reviews, 2006, 5,
179-189. 6.5 22
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de Novo Formed Volatile Emissions, and Accumulation of Terpenoid Synthase and Putative
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5.7 220

207
Vitis vinifera terpenoid cyclases: functional identification of two sesquiterpene synthase cDNAs
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gene expression, and cDNA cloning and functional characterization of (+)-3-carene synthase. Plant
Molecular Biology, 2003, 51, 119-133.

3.9 171

213 A novel sex-specific and inducible monoterpene synthase activity associated with a pine bark beetle,
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