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80 TheNsystemsNbiologyNmarkupNlanguageNWSxMLXpNaNmediumNforNrepresentationNandNexchangeNofN
biochemicalNnetworkNmodelsdNBioinformaticsbN2003bNgobNkhjcig 7.2 2324

79 IdentificationNofNtheNhomologousNbeigeNandNyhediakcHigashiNsyndromeNgenesdNNaturebN1996bNinhbNhlhck 50.4 444

78 wNnewNsuperfamilyNofNreplicativeNproteinsdNNaturebN1988bNiiibNhhci 50.4 407

77
RootNgravitropismNisNregulatedNbyNaNtransientNlateralNauxinNgradientNcontrolledNbyNaNtippingcpointN
mechanismdNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabN2012bN
gfobNjllncmi

11.5 240

76 wNzEMETERclikeNzNwNdemethylaseNgovernsNtomatoNfruitNripeningdNProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericabN2015bNgghbNgfnfjco 11.5 173

75
wnNanalysisNofNtheNbiologicalNpropertiesNofNmonoclonalNantibodiesNagainstNglycoproteinNzNofNherpesN
simplexNvirusNandNidentificationNofNaminoNacidNsubstitutionsNthatNconferNresistanceNtoNneutralizationdN
JournalloflGenerallVirologybN1986bNlmNWNPtNlXbNgffgcgi

4.9 166

74 SystemsNanalysisNofNauxinNtransportNinNtheNwrabidopsisNrootNapexdNPlantlCellbN2014bNhlbNnlhcmk 11.6 151

73 UnravelingNtheNevolutionNofNauxinNsignalingdNPlantlPhysiologybN2011bNgkkbNhfochg 6.6 119

72 TacklingNdroughtNstresspNreceptorclikeNkinasesNpresentNnewNapproachesdNPlantlCellbN2012bNhjbNhhlhcmn 11.6 118

71 MathematicalNsimulationNandNanalysisNofNcellularNmetabolismNandNregulationdNBioinformaticsbN1999bN
gkbNmjockn 7.2 115

70 NetworkNinferenceNanalysisNidentifiesNanNwPRRhclikeNgeneNlinkedNtoNpigmentNaccumulationNinN
tomatoNandNpepperNfruitsdNPlantlPhysiologybN2013bNglgbNgjmlcnk 6.6 106

69 LewisNXNbiosynthesisNinNHelicobacterNpyloridNMolecularNcloningNofNanNalphaWgbiXcfucosyltransferaseN
genedNJournalloflBiologicallChemistrybN1997bNhmhbNhgijockl 5.4 104

68 GenomecwideNmappingNofNtranscriptionalNenhancerNcandidatesNusingNzNwNandNchromatinNfeaturesN
inNmaizedNGenomelBiologybN2017bNgnbNgim 18.3 88

67 ParameterNestimationNusingNmetacheuristicsNinNsystemsNbiologypNaNcomprehensiveNreviewdNIEEE/ACMl
TransactionslonlComputationallBiologylandlBioinformaticsbN2012bNobNgnkchfh 3 85

66 TheNcircadianNclockNrephasesNduringNlateralNrootNorganNinitiationNinNwrabidopsisNthalianadNNaturel
CommunicationsbN2015bNlbNmljg 17.4 83

65 GrowthcinducedNhormoneNdilutionNcanNexplainNtheNdynamicsNofNplantNrootNcellNelongationdN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabN2012bNgfobNmkmmcnh 11.5 82

64 yharacterizingNproteolyticNcleavageNsiteNactivityNusingNbiocbasisNfunctionNneuralNnetworksdN
BioinformaticsbN2003bNgobNgmjgcm 7.2 82
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63 yloningNandNanalysisNofNtheNfirstNcryNgeneNfromNxacillusNpopilliaedNJournalloflBacteriologybN1997bNgmobNjiilcjg3.5 80

62
IntegrationNofNhormonalNsignalingNnetworksNandNmobileNmicroRNwsNisNrequiredNforNvascularN
patterningNinNwrabidopsisNrootsdNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericabN2014bNgggbNnkmclh

11.5 79

61 IdentificationNofNaNnewNglycoproteinNofNherpesNsimplexNvirusNtypeNgNandNgeneticNmappingNofNtheN
geneNthatNcodesNforNitdNJournalloflVirologybN1986bNkmbNljmckk 6.6 73

60 zNwNMethylationNandNyhromatinNRegulationNduringNFleshyNFruitNzevelopmentNandNRipeningdN
FrontierslinlPlantlSciencebN2016bNmbNnfm 6.2 73

59 RepressionNofNtranslationNofNhumanNestrogenNreceptorNalphaNbyNGcquadruplexNformationdN
BiochemistrybN2009bNjnbNggjnmcok 3.2 67

58 RiceNauxinNinfluxNcarrierNOswUXgNfacilitatesNrootNhairNelongationNinNresponseNtoNlowNexternalN
phosphatedNNaturelCommunicationsbN2018bNobNgjfn 17.4 61

57 ModelsNforNtheNstructureNandNfunctionNofNtheNxacillusNthuringiensisNdeltacendotoxinsNdeterminedNbyN
compilationalNanalysisdNDNAlSequencebN1990bNgbNomcgfl 58

56 OsywNzgNisNrequiredNforNcrownNrootNemergenceNinNricedNMolecularlPlantbN2011bNjbNhnocoo 14.4 52

55 yomparisonNofNfunctionalNannotationNschemesNforNgenomesdNFunctionallandlIntegrativelGenomicsbN
2000bNgbNklclo 3.8 47

54 MechanicalNmodellingNquantifiesNtheNfunctionalNimportanceNofNouterNtissueNlayersNduringNrootN
elongationNandNbendingdNNewlPhytologistbN2014bNhfhbNghghcghhh 9.8 45

53 ModulationNofNwrabidopsisNandNmonocotNrootNarchitectureNbyNyLwVwTwieEMxRYONSURROUNzINGN
REGIONNhlNpeptidedNJournalloflExperimentallBotanybN2015bNllbNkhhocji 7 41

52 TheNconstructionNofNxacillusNthuringiensisNstrainsNexpressingNnovelNentomocidalNdeltacendotoxinN
combinationsdNBiochemicallJournalbN1990bNhmfbNgiicl 3.8 39

51 WholeNgenomeNsequenceNandNmanualNannotationNofNylostridiumNautoethanogenumbNanNindustriallyN
relevantNbacteriumdNBMClGenomicsbN2015bNglbNgfnk 4.5 37

50 yonstructingNanNenzymeccentricNviewNofNmetabolismdNBioinformaticsbN2004bNhfbNhfkfck 7.2 37

49 InferenceNofNgeneNregulatoryNnetworksNusingNbooleancnetworkNinferenceNmethodsdNJournallofl
BioinformaticslandlComputationallBiologybN2009bNmbNgfgicho 1 36

48 LipidomicNanalysisNofNplasmaNsamplesNfromNwomenNwithNpolycysticNovaryNsyndromedNMetabolomicsbN
2015bNggbNlkmclll 4.7 34

47 NucleoproteinNarchitectureNandNyolEgNdimerNresolutionpNaNhypothesisdNMolecularlMicrobiologybN1998bN
hobNkjkckn 4.1 32

46 SequenceNvariantsNinNtheNbovineNgonadotrophinNreleasingNhormoneNreceptorNgeneNandNtheirN
associationsNwithNfertilitydNAnimallGeneticsbN2010bNjgbNihocig 2.5 30
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45 wNmachineNlearningNheuristicNtoNidentifyNbiologicallyNrelevantNandNminimalNbiomarkerNpanelsNfromN
omicsNdatadNBMClGenomicsbN2015bNglNSupplNgbNSh 4.5 29

44 wpplicationNofNexperimentallyNverifiedNtranscriptionNfactorNbindingNsitesNmodelsNforNcomputationalN
analysisNofNyhIPcSeqNdatadNBMClGenomicsbN2014bNgkbNnf 4.5 26

43 EffectiveNtranscriptionNfactorNbindingNsiteNpredictionNusingNaNcombinationNofNoptimizationbNaNgeneticN
algorithmNandNdiscriminantNanalysisNtoNcaptureNdistantNinteractionsdNBMClBioinformaticsbN2007bNnbNjng 3.6 26

42 StructuralNandNfunctionalNstudiesNofNaNsyntheticNpeptideNmimickingNaNproposedNmembraneNinsertingN
regionNofNaNxacillusNthuringiensisNdeltacendotoxindNMolecularlMembranelBiologybN1994bNggbNnmcoh 3.4 26

41 MulticomicsNanalysisNidentifiesNgenesNmediatingNtheNextensionNofNcellNwallsNinNtheNwrabidopsisN
thalianaNrootNelongationNzonedNFrontierslinlCelllandlDevelopmentallBiologybN2015bNibNgf 5.7 25

40 yombinedNexperimentalNandNcomputationalNapproachesNtoNstudyNtheNregulatoryNelementsNinN
eukaryoticNgenesdNBriefingslinlBioinformaticsbN2007bNnbNhllcmj 13.4 23

39 wNhistoricalNperspectiveNonNgeneeproteinNfunctionalNassignmentdNBioinformaticsbN2000bNglbNgfck 7.2 22

38 wnalysisNofNGeneNRegulatoryNNetworksNofNMaizeNinNResponseNtoNNitrogendNGenesbN2018bNobN 4.2 18

37 wNTranscriptomicNyomparisonNofNTwoNxambaraNGroundnutNLandracesNunderNzehydrationNStressdN
GenesbN2017bNnbN 4.2 18

36 OccurrenceNofNaNquadruplexNmotifNinNaNuniqueNinsertNwithinNexonNyNofNtheNbovineNestrogenNreceptorN
alphaNgeneNWESRgXdNBiochemistrybN2010bNjobNmlhkcii 3.2 18

35 IdentificationNofNaNcrypticNgeneNassociatedNwithNanNinsertionNsequenceNnotNpreviouslyNidentifiedNinN
xacillusNthuringiensisdNFEMSlMicrobiologylLettersbN1993bNggjbNhicho 2.9 18

34 SearchingNforNdiscriminationNrulesNinNproteaseNproteolyticNcleavageNactivityNusingNgeneticN
programmingNwithNaNmincmaxNscoringNfunctiondNBioSystemsbN2003bNmhbNgkocml 1.9 17

33
MitochondrialNphosphoenolpyruvateNcarboxykinaseNWPEPyKcMXNandNserineNbiosyntheticNpathwayN
genesNareNcocordinatelyNincreasedNduringNanabolicNagentcinducedNskeletalNmuscleNgrowthdNScientificl
ReportsbN2016bNlbNhnloi

4.9 17

32 GenomecscaleNmodelNofNydNautoethanogenumNrevealsNoptimalNbioprocessNconditionsNforNhighcvalueN
chemicalNproductionNfromNcarbonNmonoxidedNEngineeringlBiologybN2019bNibNihcjf 1.1 17

31 ProgressNtowardsNplatformNchemicalNproductionNusingdNBiochemicallSocietylTransactionsbN2018bNjlbNkhickik5.1 15

30 wssessingNtheNfunctionalNcoherenceNofNmodulesNfoundNinNmultiplecevidenceNnetworksNfromN
wrabidopsisdNBMClBioinformaticsbN2011bNghbNhfi 3.6 14

29 TheNelucidationNofNproteinNfunctionNbyNsequenceNmotifNanalysisdNBioinformaticsbN1989bNkbNgcgi 7.2 13

28 wnNIntegrativeNSystemsNPerspectiveNonNPlantNPhosphateNResearchdNGenesbN2019bNgfbN 4.2 11
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27
StatisticalNevaluationNofNtranscriptomicNdataNgeneratedNusingNtheNwffymetrixNoneccyclebNtwoccycleN
andNIVTcExpressNRNwNlabellingNprotocolsNwithNtheNwrabidopsisNwTHgNmicroarraydNPlantlMethodsbN
2010bNlbNo

5.8 11

26 wnNaminoNacidNsequenceNmotifNlinkingNviralNzNwNpolymerasesNandNplantNvirusNproteinsNinvolvedNinN
RNwNreplicationdNNucleiclAcidslResearchbN1986bNgjbNlmlo 20.1 11

25 MetabolicNdifferencesNinNripeningNofNSolanumNlycopersicumNVwilsaNyraigVNandNthreeNmonogenicN
mutantsdNScientificlDatabN2014bNgbNgjffho 8.2 9

24 ReductionNofNoffcflavorNgenerationNinNsoybeanNhomogenatespNaNmathematicalNmodeldNJournallofl
FoodlSciencebN2010bNmkbNRgigcn 3.4 9

23 SimultaneousNmodellingNofNmetabolicbNgeneticNandNproductcinteractionNnetworksdNBriefingslinl
BioinformaticsbN2001bNhbNhhicih 13.4 9

22 TheNsuccessfulNapplicationNofNsystemsNapproachesNinNplantNbiologydNProgresslinlBiophysicslandl
MolecularlBiologybN2015bNggmbNkocln 4.7 7

21 wNnewNdynamicNtoolNtoNperformNassemblyNofNexpressedNsequenceNtagsNWESTsXdNBioinformaticsbN1997bN
gibNjkicm 7.2 7

20 wNbiocbasisNfunctionNneuralNnetworkNforNproteinNpeptideNcleavageNactivityNcharacterisationdNNeurall
NetworksbN2006bNgobNjfgcm 9.1 6

19 TheNherpesNsimplexNvirusNtypeNhNequivalentNofNtheNherpesNsimplexNvirusNtypeNgNUSmNgeneNandNitsN
flankingNsequencesdNVirologybN1986bNgkibNgcgg 3.6 6

18 TheNxetacadrenergicNagonistbNRactopaminebNincreasesNskeletalNmuscleNexpressionNofNwsparagineN
SynthetaseNasNpartNofNanNintegratedNstressNresponseNgeneNprogramdNScientificlReportsbN2018bNnbNgkogk 4.9 6

17 RegulatoryNfeedbackNresponseNmechanismsNtoNphosphateNstarvationNinNricedNNpjlSystemslBiologylandl
ApplicationsbN2018bNjbNj 5 5

16 ValidationNofNproteomicNbiomarkersNpreviouslyNfoundNtoNbeNdifferentiallyNexpressedNinNwomenNwithN
polycysticNovaryNsyndromepNaNcrosscsectionalNstudydNGynecologicallEndocrinologybN2014bNifbNhgicl 2.4 5

15 InferenceNofNtheNgeneticNnetworkNregulatingNlateralNrootNinitiationNinNwrabidopsisNthalianadNIEEE/ACMl
TransactionslonlComputationallBiologylandlBioinformaticsbN2013bNgfbNkfclf 3 4

14 wnNinformationcflowNmodelNofNtheNpharmaceuticalNindustrydNDruglDiscoverylTodaybN2001bNlbNghklcghkn 8.8 4

13 ReportedNsequenceNhomologyNbetweenNwlzheimerNamyloidmmfNandNtheNMRyNOXchNantigenNdoesNnotN
predictNfunctiondNBrainlResearchlBulletinbN1995bNinbNifkcl 3.9 4

12 TheNelucidationNofNproteinNfunctionNfromNitsNaminoNacidNsequencedNBioinformaticsbN1986bNhbNgngcm 7.2 4

11 TheNlogicNofNtheNfloralNtransitionpNReversecengineeringNtheNswitchNcontrollingNtheNidentityNofNlateralN
organsdNPLoSlComputationallBiologybN2017bNgibNegffkmjj 5 4

10 ReconstructingNwholeccellNmodelsdNDruglDiscoverylTodaybN2001bNlbNgfocggh 8.8 3
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9 wNsystemsNbiologyNapproachNtoNmodellingNteaNWyamelliaNsinensisXdNBMClSystemslBiologybN2007bNgbN 3.5 2

8
SecondaryNstructureNanalysisNidentifiesNaNputativeNmouseNproteinNdemonstratingNsimilarityNtoNtheN
repeatNunitsNfoundNinNyzyjbNtheNGNproteinNbetaNsubunitsNandNrelatedNproteinsdNDNAlSequencebN1992bN
ibNhgichf

2

7 yharacterizationNofNaNxacillusNthuringiensisNstrainNwhichNisNtoxicNtoNtheNhouseflyNMuscaNdomesticadN
FEMSlMicrobiologylLettersbN1993bNggjbNgmchh 2.9 2

6 GsmodutilspNaNpythonNbasedNframeworkNforNtestcdrivenNgenomeNscaleNmetabolicNmodelN
developmentdNBioinformaticsbN2019bNikbNiiomcijfi 7.2 2

5 IdentificationNofNaNcrypticNgeneNassociatedNwithNanNinsertionNsequenceNnotNpreviouslyNidentifiedNinN
xacillusNthuringiensisdNFEMSlMicrobiologylLettersbN1993bNggjbNhico 2.9 2

4 wrabidopsisNantibodyNresourcesNforNfunctionalNstudiesNinNplantsdNScientificlReportsbN2020bNgfbNhgojk 4.9 1

3 wNmethodologyNforNelucidatingNregulatoryNmechanismsNleadingNtoNchangesNinNlipidNprofilesdN
MetabolomicsbN2017bNgibNng 4.7 0

2 wutomatedNmanagementNofNgeneNdiscoveryNprojectsdNBioinformaticsbN1998bNgjbNhgmcn 7.2 0

1 pxRihhNandNotherNpSygfgNderivativesNhaveNaNgeneNfragmentNrelatedNtoNtheNminicFNplasmidN
resolvasedNPlasmidbN1994bNihbNiiick 3.3
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