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j Paper IF Citations

120 GenomicNbasisNforNskinNphenotypeNandNcoldNadaptationNinNtheNextinctNStellerVsNseaNcowddNSciencei
AdvancesbN2022bNnbNeablljol 14.3 0

119 TheNearliestNzenisovansNandNtheirNculturalNadaptationdNNatureiEcologyiandiEvolutionbN2021bN 12.3 6

118 zetectionNofNNeanderthalNwdaptivelyNIntrogressedNGeneticNVariantsNthatNModulateNReporterNGeneN
ExpressionNinNHumanNImmuneNyellsdNMoleculariBiologyiandiEvolutionbN2021bN 8.3 5

117 EthicsNofNzNwNresearchNonNhumanNremainspNfiveNgloballyNapplicableNguidelinesdNNaturebN2021bNkoobNjgcjl 50.4 9

116 UnearthingNNeanderthalNpopulationNhistoryNusingNnuclearNandNmitochondrialNzNwNfromNcaveN
sedimentsdNSciencebN2021bNimhbN 33.3 21

115 InitialNUpperNPalaeolithicNhumansNinNEuropeNhadNrecentNNeanderthalNancestrydNNaturebN2021bNkohbNhkichkm50.4 29

114 PleistoceneNsedimentNzNwNrevealsNhomininNandNfaunalNturnoversNatNzenisovaNyavedNNaturebN2021bN
kokbNioocjfi 50.4 18

113 ReducedNlipolysisNinNlipomaNphenocopiesNlipidNaccumulationNinNobesitydNInternationaliJournaliofi
ObesitybN2021bNjkbNklkckml 5.5 6

112 wNnovelNcompoundNheterozygousNleptinNreceptorNmutationNcausesNmoreNsevereNobesityNthanNinNLeprN
micedNJournaliofiLipidiResearchbN2021bNlhbNgffgfk 6.3 1

111 wNhighccoverageNNeandertalNgenomeNfromNyhagyrskayaNyavedNProceedingsiofitheiNationaliAcademyi
ofiSciencesiofitheiUnitediStatesiofiAmericabN2020bNggmbNgkgihcgkgil 11.5 76

110 TheNNeandertalNProgesteroneNReceptordNMoleculariBiologyiandiEvolutionbN2020bNimbNhlkkchllf 8.3 22

109 wNNeanderthalNSodiumNyhannelNIncreasesNPainNSensitivityNinNPresentczayNHumansdNCurrentiBiologybN
2020bNifbNijlkcijlodej 6.3 10

108 HumanNStemNyellNResourcesNwreNanNInroadNtoNNeandertalNzNwNâunctionsdNStemiCelliReportsbN2020bN
gkbNhgjchhk 8 8

107 zenisovanNzNwNinNLateNPleistoceneNsedimentsNfromNxaishiyaNKarstNyaveNonNtheNTibetanNPlateaudN
SciencebN2020bNimfbNknjcknm 33.3 40

106 zenisovanNancestryNandNpopulationNhistoryNofNearlyNEastNwsiansdNSciencebN2020bNimfbNkmockni 33.3 27

105 TheNevolutionaryNhistoryNofNNeanderthalNandNzenisovanNYNchromosomesdNSciencebN2020bNilobNglkicglkl 33.3 35

104 wgeNestimatesNforNhomininNfossilsNandNtheNonsetNofNtheNUpperNPalaeolithicNatNzenisovaNyavedNNaturebN
2019bNklkbNljfcljj 50.4 97
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103 NuclearNzNwNfromNtwoNearlyNNeandertalsNrevealsNnfbfffNyearsNofNgeneticNcontinuityNinNEuropedN
ScienceiAdvancesbN2019bNkbNeaawknmi 14.3 31

102 wNgeneticNanalysisNofNtheNGibraltarNNeanderthalsdNProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericabN2019bNgglbNgklgfcgklgk 11.5 19

101 admixrcRNpackageNforNreproducibleNanalysesNusingNwzMIXTOOLSdNBioinformaticsbN2019bNikbNigojcigok 7.2 43

100 ImmuneNGeneNziversityNinNwrchaicNandNPresentcdayNHumansdNGenomeiBiologyiandiEvolutionbN2019bN
ggbNhihchjg 3.9 4

99 LimitsNofNlongctermNselectionNagainstNNeandertalNintrogressiondNProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2019bNgglbNgliocgljj 11.5 83

98 NeandertalNIntrogressionNShedsNLightNonNModernNHumanNEndocranialNGlobularitydNCurrentiBiologybN
2019bNhobNghfcghmdek 6.3 44

97 ReconstructingNtheNgeneticNhistoryNofNlateNNeanderthalsdNNaturebN2018bNkkkbNlkhclkl 50.4 138

96 RNwcseqNanalysisNidentifiesNdifferentNtranscriptomicNtypesNandNdevelopmentalNtrajectoriesNofN
primaryNmelanomasdNOncogenebN2018bNimbNlgilclgkg 9.2 49

95 TheNgenomeNofNtheNoffspringNofNaNNeanderthalNmotherNandNaNzenisovanNfatherdNNaturebN2018bNklgbNggicggl50.4 197

94 ExpressionNsignaturesNofNearlycstageNandNadvancedNmedakaNmelanomasdNComparativeiBiochemistryi
andiPhysiologyiParti-iC:iToxicologyiandiPharmacologybN2018bNhfnbNhfchn 3.2 8

93 wncientNâennoscandianNgenomesNrevealNoriginNandNspreadNofNSiberianNancestryNinNEuropedNNaturei
CommunicationsbN2018bNobNkfgn 17.4 43

92 âunctionalNimplicationsNofNNeandertalNintrogressionNinNmodernNhumansdNGenomeiBiologybN2017bNgnbNlg 18.3 55

91 NeandertalNandNzenisovanNzNwNfromNPleistoceneNsedimentsdNSciencebN2017bNiklbNlfkclfn 33.3 173

90 wNhighccoverageNNeandertalNgenomeNfromNVindijaNyaveNinNyroatiadNSciencebN2017bNiknbNlkkclkn 33.3 312

89 TheNyontributionNofNNeanderthalsNtoNPhenotypicNVariationNinNModernNHumansdNAmericaniJournaliofi
HumaniGeneticsbN2017bNgfgbNkmnckno 11 82

88 jfbfffcYearcOldNIndividualNfromNwsiaNProvidesNInsightNintoNEarlyNPopulationNStructureNinNEurasiadN
CurrentiBiologybN2017bNhmbNihfhcihfndeo 6.3 108

87 wNfourthNzenisovanNindividualdNScienceiAdvancesbN2017bNibNegmffgnl 14.3 56

86
PalaeoproteomicNevidenceNidentifiesNarchaicNhomininsNassociatedNwithNtheNyhˆ¢telperronianNatNtheN
GrotteNduNRennedNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN
2016bNggibNggglhcggglm

11.5 172

(2016-2019)
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85 TheNSimonsNGenomeNziversityNProjectpNiffNgenomesNfromNgjhNdiverseNpopulationsdNNaturebN2016bN
kinbNhfgchfl 50.4 759

84 GeneticNwdaptationNandNNeandertalNwdmixtureNShapedNtheNImmuneNSystemNofNHumanNPopulationsdN
CellbN2016bNglmbNljiclkldegm 56.2 224

83 GeneticNEvidenceNofNHumanNwdaptationNtoNaNyookedNzietdNGenomeiBiologyiandiEvolutionbN2016bNnbNgfogcgfi3.9 21

82 ExcavatingNNeandertalNandNzenisovanNzNwNfromNtheNgenomesNofNMelanesianNindividualsdNSciencebN
2016bNikhbNhikco 33.3 262

81 NuclearNzNwNsequencesNfromNtheNMiddleNPleistoceneNSimaNdeNlosNHuesosNhomininsdNNaturebN2016bN
kigbNkfjcm 50.4 319

80 IntrogressionNofNNeandertalcNandNzenisovanclikeNHaplotypesNyontributesNtoNwdaptiveNVariationNinN
HumanNTollclikeNReceptorsdNAmericaniJournaliofiHumaniGeneticsbN2016bNonbNhhcii 11 156

79 wxwEnrichmentpNanNRNpackageNtoNtestNforNgeneNsetNexpressionNenrichmentNinNtheNadultNandN
developingNhumanNbraindNBioinformaticsbN2016bNihbNihfgcihfi 7.2 20

78 WhatNweNhaveNlearnedNfromNNeanderthalsNaboutNgenesNinvolvedNinNenergyNmetabolismNandN
adipositydNNeuropeptidesbN2016bNkkbNo 3.3

77 TheNgeneticNhistoryNofNIceNwgeNEuropedNNaturebN2016bNkijbNhffck 50.4 473

76 HumancspecificNgeneNwRHGwPggxNpromotesNbasalNprogenitorNamplificationNandNneocortexN
expansiondNSciencebN2015bNijmbNgjlkcmf 33.3 347

75 KiwiNgenomeNprovidesNinsightsNintoNevolutionNofNaNnocturnalNlifestyledNGenomeiBiologybN2015bNglbNgjm 18.3 52

74 wnNearlyNmodernNhumanNfromNRomaniaNwithNaNrecentNNeanderthalNancestordNNaturebN2015bNkhjbNhglco 50.4 446

73 SchmutzipNestimationNofNcontaminationNandNendogenousNmitochondrialNconsensusNcallingNforN
ancientNzNwdNGenomeiBiologybN2015bNglbNhhj 18.3 193

72 deMLpNrobustNdemultiplexingNofNIlluminaNsequencesNusingNaNlikelihoodcbasedNapproachdN
BioinformaticsbN2015bNigbNmmfch 7.2 115

71 NuclearNandNmitochondrialNzNwNsequencesNfromNtwoNzenisovanNindividualsdNProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2015bNgghbNgklolcmff 11.5 124

70 LineagecSpecificNyhangesNinNxiomarkersNinNGreatNwpesNandNHumansdNPLoSiONEbN2015bNgfbNefgijkjn 3.7 5

69 ReconstructingNtheNzNwNmethylationNmapsNofNtheNNeandertalNandNtheNzenisovandNSciencebN2014bN
ijjbNkhicm 33.3 142

68 PatternsNofNcodingNvariationNinNtheNcompleteNexomesNofNthreeNNeandertalsdNProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2014bNgggbNllllcmg 11.5 175
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67 NeanderthalNancestryNdrivesNevolutionNofNlipidNcatabolismNinNcontemporaryNEuropeansdNNaturei
CommunicationsbN2014bNkbNiknj 17.4 52

66 TheNcompleteNgenomeNsequenceNofNaNNeanderthalNfromNtheNwltaiNMountainsdNNaturebN2014bNkfkbNjico 50.4 1339

65 SequenceNvariantsNinNSLyglwggNareNaNcommonNriskNfactorNforNtypeNhNdiabetesNinNMexicodNNaturebN
2014bNkflbNomcgfg 50.4 323

64 TheNgenomicNlandscapeNofNNeanderthalNancestryNinNpresentcdayNhumansdNNaturebN2014bNkfmbNikjcm 50.4 615

63 GenomeNsequenceNofNaNjkbfffcyearcoldNmodernNhumanNfromNwesternNSiberiadNNaturebN2014bNkgjbNjjkco 50.4 635

62 wncientNhumansNandNtheNoriginNofNmodernNhumansdNCurrentiOpinioniiniGeneticsiandiDevelopmentbN
2014bNhobNgiicn 4.9 21

61 wncientNhumanNgenomesNsuggestNthreeNancestralNpopulationsNforNpresentcdayNEuropeansdNNaturebN
2014bNkgibNjfocgi 50.4 812

60 leeHompNadaptorNtrimmingNandNmergingNforNIlluminaNsequencingNreadsdNNucleiciAcidsiResearchbN2014bN
jhbNegjg 20.1 143

59 TheNearliestNtranscribedNzygoticNgenesNareNshortbNnewlyNevolvedbNandNdifferentNacrossNspeciesdNCelli
ReportsbN2014bNlbNhnkcoh 10.6 121

58 zNwNanalysisNofNanNearlyNmodernNhumanNfromNTianyuanNyavebNyhinadNProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2013bNggfbNhhhicm 11.5 353

57 wNrecentNevolutionaryNchangeNaffectsNaNregulatoryNelementNinNtheNhumanNâOXPhNgenedNMoleculari
BiologyiandiEvolutionbN2013bNifbNnjjckh 8.3 163

56 HighcthroughputNsequencingNofNtheNmelanomaNgenomedNExperimentaliDermatologybN2013bNhhbNgfcm 4 31

55 freeIbispNanNefficientNbasecallerNwithNcalibratedNqualityNscoresNforNIlluminaNsequencersdN
BioinformaticsbN2013bNhobNghfnco 7.2 68

54 ISyxNcomputationalNbiologyNWikipediaNcompetitiondNPLoSiComputationaliBiologybN2013bNobNegffihjh 5 3

53 wnnotationNofNprimateNmiRNwsNbyNhighNthroughputNsequencingNofNsmallNRNwNlibrariesdNBMCi
GenomicsbN2012bNgibNggl 4.5 14

52 wNhighccoverageNgenomeNsequenceNfromNanNarchaicNzenisovanNindividualdNSciencebN2012bNiinbNhhhcl 33.3 1276

51 TheNbonoboNgenomeNcomparedNwithNtheNchimpanzeeNandNhumanNgenomesdNNaturebN2012bNjnlbNkhmcig 50.4 350

50 ImpactNofNontologyNevolutionNonNfunctionalNanalysesdNBioinformaticsbN2012bNhnbNhlmgcm 7.2 26

(2012-2014)
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49 wnalysisNofNhumanNacceleratedNzNwNregionsNusingNarchaicNhomininNgenomesdNPLoSiONEbN2012bNmbNeihnmm 3.7 32

48 TranscriptionNfactorsNareNtargetedNbyNdifferentiallyNexpressedNmiRNwsNinNprimatesdNGenomeiBiologyi
andiEvolutionbN2012bNjbNkkhclj 3.9 27

47 zeepNproteomeNandNtranscriptomeNmappingNofNaNhumanNcancerNcellNlinedNMoleculariSystemsiBiologybN
2011bNmbNkjn 12.2 723

46 OxMLNcNOntologiesNinNxiomedicineNandNLifeNSciencesdNJournaliofiBiomedicaliSemanticsbN2011bNhNSupplN
jbNIg 2.2 1

45 TowardsNbigNdataNscienceNinNtheNdecadeNaheadNfromNtenNyearsNofNInyoxNandNtheNgstNISyxcwsiaNJointN
yonferencedNBMCiBioinformaticsbN2011bNghNSupplNgibNSg 3.6 15

44 wddressingNchallengesNinNtheNproductionNandNanalysisNofNilluminaNsequencingNdatadNBMCiGenomicsbN
2011bNghbNinh 4.5 99

43 GeneticNhistoryNofNanNarchaicNhomininNgroupNfromNzenisovaNyaveNinNSiberiadNNaturebN2010bNjlnbNgfkiclf 50.4 1169

42 StatisticalNtestsNforNassociationsNbetweenNtwoNdirectedNacyclicNgraphsdNPLoSiONEbN2010bNkbNegfool 3.7 3

41 yomputationalNchallengesNinNtheNanalysisNofNancientNzNwdNGenomeiBiologybN2010bNggbNRjm 18.3 81

40 wNdraftNsequenceNofNtheNNeandertalNgenomedNSciencebN2010bNihnbNmgfcmhh 33.3 2599

39 RelationsNasNpatternspNbridgingNtheNgapNbetweenNOxONandNOWLdNBMCiBioinformaticsbN2010bNggbNjjg 3.6 42

38 wpplyingNtheNfunctionalNabnormalityNontologyNpatternNtoNanatomicalNfunctionsdNJournaliofi
BiomedicaliSemanticsbN2010bNgbNj 2.2 12

37 HighcthroughputNzNwNsequencingccconceptsNandNlimitationsdNBioEssaysbN2010bNihbNkhjcil 4.1 397

36 OntologiesNinNxiologyN2010bNijmcimg 1

35 zwTwxwSEpNwNnewNforumNforNbiologicalNdatabasesNandNcurationdNDatabase:itheiJournaliofiBiologicali
DatabasesiandiCurationbN2009bNhffobNbapffh 5 6

34 TheNontologyNofNbiologicalNsequencesdNBMCiBioinformaticsbN2009bNgfbNimm 3.6 10

33 xOWikipNanNontologycbasedNwikiNforNannotationNofNdataNandNintegrationNofNknowledgeNinNbiologydN
BMCiBioinformaticsbN2009bNgfNSupplNkbNSk 3.6 11

32 ImprovedNbaseNcallingNforNtheNIlluminaNGenomeNwnalyzerNusingNmachineNlearningNstrategiesdNGenomei
BiologybN2009bNgfbNRni 18.3 188
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31 TranscriptionalNneotenyNinNtheNhumanNbraindNProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericabN2009bNgflbNkmjicn 11.5 261

30 PopulationNtranscriptomicsNofNlifechistoryNvariationNinNtheNgenusNSalmodNMoleculariEcologybN2008bNgmbNifokcgfn5.7 40

29 wNcompleteNNeandertalNmitochondrialNgenomeNsequenceNdeterminedNbyNhighcthroughputN
sequencingdNCellbN2008bNgijbNjglchl 56.2 405

28 GâOcxiopNwNbiologicalNcoreNontologydNAppliediOntologybN2008bNibNhgochhm 1.4 12

27 PatMaNpNrapidNalignmentNofNshortNsequencesNtoNlargeNdatabasesdNBioinformaticsbN2008bNhjbNgkifcg 7.2 148

26 IdentificationNandNanalysisNofNgenomicNregionsNwithNlargeNbetweencpopulationNdifferentiationNinN
humansdNAnnalsiofiHumaniGeneticsbN2008bNmhbNoocggf 2.2 52

25 PatternsNofNdamageNinNgenomicNzNwNsequencesNfromNaNNeandertaldNProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2007bNgfjbNgjlglchg 11.5 610

24 yomparisonNofNproteinNandNmRNwNexpressionNevolutionNinNhumansNandNchimpanzeesdNPLoSiONEbN
2007bNhbNehgl 3.7 59

23 RepresentingNdefaultNknowledgeNinNbiomedicalNontologiespNapplicationNtoNtheNintegrationNofN
anatomyNandNphenotypeNontologiesdNBMCiBioinformaticsbN2007bNnbNimm 3.6 34

22 wNspliceNvariantNofNtheNhumanNyywcaddingNenzymeNwithNmodifiedNactivitydNJournaliofiMoleculari
BiologybN2007bNillbNghknclk 6.5 12

21 IdentifyingNgenesNunderlyingNskinNpigmentationNdifferencesNamongNhumanNpopulationsdNHumani
GeneticsbN2007bNghfbNlgichg 6.3 101

20 PositiveNselectionNonNgeneNexpressionNinNtheNhumanNbraindNCurrentiBiologybN2006bNglbNRiklcn 6.3 44

19 wNtopclevelNontologyNofNfunctionsNandNitsNapplicationNinNtheNOpenNxiomedicalNOntologiesdN
BioinformaticsbN2006bNhhbNellcmi 7.2 32

18 âunctionalityNofNintergenicNtranscriptionpNanNevolutionaryNcomparisondNPLoSiGeneticsbN2006bNhbNegmg 6 59

17 wNProposalNforNaNGeneNâunctionsNWikidNLectureiNotesiiniComputeriSciencebN2006bNlloclmn 0.9 4

16 TheNtranscriptionalNlandscapeNofNtheNmammalianNgenomedNSciencebN2005bNifobNgkkocli 33.3 2807

15 TheNHumanNwnatomicNGeneNExpressionNLibraryNWHcwNGELXbNtheNHcInvNintegrativeNdisplayNofNhumanN
geneNexpressionNacrossNdisparateNtechnologiesNandNplatformsdNNucleiciAcidsiResearchbN2005bNiibNzklmcmh20.1 16

14 IntegrationNofNtextcNandNdatacminingNusingNontologiesNsuccessfullyNselectsNdiseaseNgeneNcandidatesdN
NucleiciAcidsiResearchbN2005bNiibNgkjjckh 20.1 140

(2005-2009)
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13 IntegrativeNannotationNofNhgbfimNhumanNgenesNvalidatedNbyNfullclengthNczNwNclonesdNPLoSiBiologybN
2004bNhbNeglh 9.7 255

12 wllelecspecificNtranscriptNisoformsNinNhumandNFEBSiLettersbN2004bNkmmbNhiicn 3.8 29

11 eVOypNaNcontrolledNvocabularyNforNunifyingNgeneNexpressionNdatadNGenomeiResearchbN2003bNgibNghhhcif 9.7 132

10
TheNgenerationNandNutilizationNofNaNcancercorientedNrepresentationNofNtheNhumanNtranscriptomeNbyN
usingNexpressedNsequenceNtagsdNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesi
ofiAmericabN2003bNgffbNgijgnchi

11.5 93

9 TranscriptomeNanalysisNofNmouseNstemNcellsNandNearlyNembryosdNPLoSiBiologybN2003bNgbNEmj 9.7 135

8 wpplicationNofNeVOypNcontrolledNvocabulariesNforNunifyingNgeneNexpressionNdatadNComptesiRendusi-i
BiologiesbN2003bNihlbNgfnocol 1.4 7

7 wssemblybNverificationbNandNinitialNannotationNofNtheNNIwNmouseNmdjKNczNwNcloneNsetdNGenomei
ResearchbN2002bNghbNgooochffi 9.7 39

6 ImpactNofNtheNpresenceNofNparalogsNonNsequenceNdivergenceNinNaNsetNofNmousechumanNorthologsdN
GenomeiResearchbN2002bNghbNgimfcl 9.7 49

5 TheNcontributionNofNexoncskippingNeventsNonNchromosomeNhhNtoNproteinNcodingNdiversitydNGenomei
ResearchbN2001bNggbNgnjncki 9.7 39

4 zenisovanNancestryNandNpopulationNhistoryNofNearlyNEastNwsians 1

3 wNhighccoverageNNeandertalNgenomeNfromNyhagyrskayaNyave 6

2 wncientNâennoscandianNgenomesNrevealNoriginNandNspreadNofNSiberianNancestryNinNEurope 2

1 TheNlimitsNofNlongctermNselectionNagainstNNeandertalNintrogression 4
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