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The structural basis for receptor recognition of human interleukin-18. Nature Communications, 2014,

5, 5340.
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Structure-based decoupling of the pro- and anti-inflammatory functions of interleukin-10. Science,
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canonical Wnt signaling. ELife, 2020, 9, .
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Structural basis for the constitutive activity and immunomodulatory properties of the Epstein-Barr
virus-encoded G protein-coupled receptor BILF1. Immunity, 2021, 54, 1405-1416.e7.
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