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75 ComprehensiveQgeneticQanalysisQofQtheQhumanQlipidomeQidentifiesQlociQassociatedQwithQlipidQ
homeostasisQwithQlinksQtoQcoronaryQarteryQdiseasegQNatureeCommunicationseQ2022eQjleQ 17.4 5

74 TheQgenomicsQofQheartQfailuresQdesignQandQrationaleQofQtheQHERMESQconsortiumgQESCeHearteFailureeQ
2021eQ 3.7 1

73 GenomefwideQassociationQandQMendelianQrandomisationQanalysisQprovideQinsightsQintoQtheQ
pathogenesisQofQheartQfailuregQNatureeCommunicationseQ2020eQjjeQjol 17.4 140

72 zQgeneticQmodelQofQivabradineQrecapitulatesQresultsQfromQrandomizedQclinicalQtrialsgQPLoSeONEeQ2020eQ
jneQeiklojrl 3.7 1

71 zQgeneticQmodelQofQivabradineQrecapitulatesQresultsQfromQrandomizedQclinicalQtrialsQ2020eQjneQeiklojrl

70 zQgeneticQmodelQofQivabradineQrecapitulatesQresultsQfromQrandomizedQclinicalQtrialsQ2020eQjneQeiklojrl

69 zQgeneticQmodelQofQivabradineQrecapitulatesQresultsQfromQrandomizedQclinicalQtrialsQ2020eQjneQeiklojrl

68 zQgeneticQmodelQofQivabradineQrecapitulatesQresultsQfromQrandomizedQclinicalQtrialsQ2020eQjneQeiklojrl

67 zQDNzQmethylationQbiomarkerQofQalcoholQconsumptiongQMolecularePsychiatryeQ2018eQkleQmkkfmll 15.1 164

66 TheQepigeneticQclockQandQtelomereQlengthQareQindependentlyQassociatedQwithQchronologicalQageQandQ
mortalitygQInternationaleJournaleofeEpidemiologyeQ2018eQmneQmkmfmlk 7.8 153

65 IdentificationQofQnneiiiQReplicatedQDNzQMethylationQQTLgQScientificeReportseQ2018eQqeQjpoin 4.9 78

64 GWzSQandQcolocalizationQanalysesQimplicateQcarotidQintimafmediaQthicknessQandQcarotidQplaqueQlociQ
inQcardiovascularQoutcomesgQNatureeCommunicationseQ2018eQreQnjmj 17.4 64

63
EpigeneticQPatternsQinQBloodQzssociatedQWithQLipidQTraitsQPredictQIncidentQCoronaryQHeartQDiseaseQ
EventsQandQzreQEnrichedQforQResultsQFromQGenomefWideQzssociationQStudiesgQCirculation:e
CardiovasculareGeneticseQ2017eQjieQ

72

62
zssociationQofQBodyQMassQIndexQwithQDNzQMethylationQandQGeneQExpressionQinQBloodQCellsQandQ
RelationsQtoQCardiometabolicQDiseasesQzQMendelianQRandomizationQzpproachgQPLoSeMedicineeQ2017eQ
jmeQejiikkjn

11.6 162

61 CrossfethnicQmetafanalysisQidentifiesQassociationQofQtheQGPXlfTNIPjQlocusQwithQamyotrophicQlateralQ
sclerosisgQNatureeCommunicationseQ2017eQqeQojj 17.4 45

60 WholeQexomeQsequencingQandQDNzQmethylationQanalysisQinQaQclinicalQamyotrophicQlateralQsclerosisQ
cohortgQMoleculareGeneticsemamp;eGenomiceMedicineeQ2017eQneQmjqfmkq 2.3 8

59 zQgenomicQatlasQofQhumanQadrenalQandQgonadQdevelopmentgQWellcomeeOpeneResearcheQ2017eQkeQkn 4.8 31
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58 EpigeneticQSignaturesQofQCigaretteQSmokinggQCirculation:eCardiovasculareGeneticseQ2016eQreQmlofmmp 442

57 TheQgeneticsQofQbloodQpressureQregulationQandQitsQtargetQorgansQfromQassociationQstudiesQinQlmkemjnQ
individualsgQNatureeGeneticseQ2016eQmqeQjjpjfjjqm 36.3 251

56 SelectingQinstrumentsQforQMendelianQrandomizationQinQtheQwakeQofQgenomefwideQassociationQ
studiesgQInternationaleJournaleofeEpidemiologyeQ2016eQmneQjoiifjojo 7.8 114

55 PlasmaQurateQconcentrationQandQriskQofQcoronaryQheartQdiseasesQaQMendelianQrandomisationQanalysisgQ
LanceteDiabeteseandeEndocrinologyttheeQ2016eQmeQlkpflo 18.1 100

54 DNzQmethylationfbasedQmeasuresQofQbiologicalQagesQmetafanalysisQpredictingQtimeQtoQdeathgQAgingeQ
2016eQqeQjqmmfjqon 5.6 531

53 DNzQmethylationQsignaturesQofQchronicQlowfgradeQinflammationQareQassociatedQwithQcomplexQ
diseasesgQGenomeeBiologyeQ2016eQjpeQknn 18.3 171

52 ImprovingQPhenotypicQPredictionQbyQCombiningQGeneticQandQEpigeneticQzssociationsgQAmericane
JournaleofeHumaneGeneticseQ2015eQrpeQpnfqn 11 85

51 DNzQmethylationQageQofQbloodQpredictsQallfcauseQmortalityQinQlaterQlifegQGenomeeBiologyeQ2015eQjoeQkn 18.3 670

50 MendelianQrandomizationQofQbloodQlipidsQforQcoronaryQheartQdiseasegQEuropeaneHearteJournaleQ2015eQ
loeQnlrfni 9.5 417

49 SexfSpecificQEffectsQofQzdiponectinQonQCarotidQIntimafMediaQThicknessQandQIncidentQCardiovascularQ
DiseasegQJournaleofetheeAmericaneHearteAssociationeQ2015eQmeQeiijqnl 6 25

48 TheQepigeneticQclockQisQcorrelatedQwithQphysicalQandQcognitiveQfitnessQinQtheQLothianQBirthQCohortQ
jrlogQInternationaleJournaleofeEpidemiologyeQ2015eQmmeQjlqqfro 7.8 357

47 CrorfpkQhexanucleotideQrepeatQexpansionsQinQChineseQsporadicQamyotrophicQlateralQsclerosisgQ
NeurobiologyeofeAgingeQ2015eQloeQkooigejfq 5.6 40

46
RefinementQofQvariantQselectionQforQtheQLDLQcholesterolQgeneticQriskQscoreQinQtheQdiagnosisQofQtheQ
polygenicQformQofQclinicalQfamilialQhypercholesterolemiaQandQreplicationQinQsamplesQfromQoQ
countriesgQClinicaleChemistryeQ2015eQojeQkljfq

5.5 130

45 SharingQaQPlacentaQisQzssociatedQWithQaQGreaterQSimilarityQinQDNzQMethylationQinQMonochorionicQ
VersusQDichorionicQTwinQParsQinQBloodQatQzgeQjmgQTwineResearcheandeHumaneGeneticseQ2015eQjqeQoqifn 2.2 6

44 LowQlevelsQofQIgMQantibodiesQagainstQphosphorylcholineQareQassociatedQwithQfastQcarotidQintimaQ
mediaQthicknessQprogressionQandQcardiovascularQriskQinQmengQAtherosclerosiseQ2014eQkloeQlrmfr 3.1 19

43 ContributionQofQgeneticQvariationQtoQtransgenerationalQinheritanceQofQDNzQmethylationgQGenomee
BiologyeQ2014eQjneQRpl 18.3 179

42 zssociationQbetweenQalcoholQandQcardiovascularQdiseasesQMendelianQrandomisationQanalysisQbasedQ
onQindividualQparticipantQdatagQBMJteTheeQ2014eQlmreQgmjom 5.9 406

41 GenomefwideQtransfancestryQmetafanalysisQprovidesQinsightQintoQtheQgeneticQarchitectureQofQtypeQkQ
diabetesQsusceptibilitygQNatureeGeneticseQ2014eQmoeQklmfmm 36.3 784
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40 GeneticQandQenvironmentalQexposuresQconstrainQepigeneticQdriftQoverQtheQhumanQlifeQcoursegQ
GenomeeResearcheQ2014eQkmeQjpknfll 9.7 123

39 GeneticQdeterminantsQofQcirculatingQinterleukinfjQreceptorQantagonistQlevelsQandQtheirQassociationQ
withQglycemicQtraitsgQDiabeteseQ2014eQoleQmlmlfnr 0.9 32

38 GenefcentricQmetafanalysisQinQqpeploQindividualsQofQEuropeanQancestryQidentifiesQmultipleQ
bloodfpressurefrelatedQlocigQAmericaneJournaleofeHumaneGeneticseQ2014eQrmeQlmrfoi 11 131

37 zQgenefcentricQstudyQofQcommonQcarotidQarteryQremodellinggQAtherosclerosiseQ2013eQkkoeQmmifo 3.1 5

36 DiscoveryQandQrefinementQofQlociQassociatedQwithQlipidQlevelsgQNatureeGeneticseQ2013eQmneQjkpmfjkql 36.3 1904

35 CommonQvariantsQassociatedQwithQplasmaQtriglyceridesQandQriskQforQcoronaryQarteryQdiseasegQNaturee
GeneticseQ2013eQmneQjlmnfnk 36.3 597

34 LociQinfluencingQbloodQpressureQidentifiedQusingQaQcardiovascularQgenefcentricQarraygQHumane
MoleculareGeneticseQ2013eQkkeQjoolfpq 5.6 119

33 UseQofQlowfdensityQlipoproteinQcholesterolQgeneQscoreQtoQdistinguishQpatientsQwithQpolygenicQandQ
monogenicQfamilialQhypercholesterolaemiasQaQcasefcontrolQstudygQLancetteTheeQ2013eQlqjeQjkrlflij 40 376

32 InfluenceQofQcommonQgeneticQvariationQonQbloodQlipidQlevelseQcardiovascularQriskeQandQcoronaryQ
eventsQinQtwoQBritishQprospectiveQcohortQstudiesgQEuropeaneHearteJournaleQ2013eQlmeQrpkfqj 9.5 28

31 CausalQrelevanceQofQbloodQlipidQfractionsQinQtheQdevelopmentQofQcarotidQatherosclerosissQMendelianQ
randomizationQanalysisgQCirculation:eCardiovasculareGeneticseQ2013eQoeQolfpk 32

30 GenefcentricQanalysisQidentifiesQvariantsQassociatedQwithQinterleukinfoQlevelsQandQsharedQpathwaysQ
withQotherQinflammationQmarkersgQCirculation:eCardiovasculareGeneticseQ2013eQoeQjolfpi 34

29 GenefcentricQassociationQsignalsQforQhaemostasisQandQthrombosisQtraitsQidentifiedQwithQtheQ
HumanCVDQBeadChipgQThrombosiseandeHaemostasiseQ2013eQjjieQrrnfjiil 7 7

28 PopulationQgenomicsQofQcardiometabolicQtraitssQdesignQofQtheQUniversityQCollegeQLondonfLondonQ
SchoolQofQHygieneQandQTropicalQMedicinefEdinburghfBristolQaUCLEBbQConsortiumgQPLoSeONEeQ2013eQqeQepjlmn3.7 33

27 LargefscaleQassociationQanalysisQprovidesQinsightsQintoQtheQgeneticQarchitectureQandQpathophysiologyQ
ofQtypeQkQdiabetesgQNatureeGeneticseQ2012eQmmeQrqjfri 36.3 1482

26 IRSjQgeneQvariantseQdysglycaemicQmetabolicQchangesQandQtypefkQdiabetesQriskgQNutritionteMetabolisme
andeCardiovasculareDiseaseseQ2012eQkkeQjikmfli 4.5 15

25 CholesterylQEsterQTransferQProteinQaCETPbQpolymorphismsQaffectQmRNzQsplicingeQHDLQlevelseQandQ
sexfdependentQcardiovascularQriskgQPLoSeONEeQ2012eQpeQeljrli 3.7 45

24 LargefscaleQgenefcentricQmetafanalysisQacrossQlrQstudiesQidentifiesQtypeQkQdiabetesQlocigQAmericane
JournaleofeHumaneGeneticseQ2012eQrieQmjifkn 11 214

23 LargefScaleQGenefCentricQMetafznalysisQacrossQlrQStudiesQIdentifiesQTypeQkQDiabetesQLocigQAmericane
JournaleofeHumaneGeneticseQ2012eQrieQpnl 11 4
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22 MetafanalysisQofQDenseQGenecentricQzssociationQStudiesQRevealsQCommonQandQUncommonQVariantsQ
zssociatedQwithQHeightgQAmericaneJournaleofeHumaneGeneticseQ2012eQrieQjjjofjjjp 11 78

21 LargefscaleQassociationQanalysesQidentifyQnewQlociQinfluencingQglycemicQtraitsQandQprovideQinsightQ
intoQtheQunderlyingQbiologicalQpathwaysgQNatureeGeneticseQ2012eQmmeQrrjfjiin 36.3 621

20 ComparativeQanalysisQofQgenomefwideQassociationQstudiesQsignalsQforQlipidseQdiabeteseQandQcoronaryQ
heartQdiseasesQCardiovascularQBiomarkerQGeneticsQCollaborationgQEuropeaneHearteJournaleQ2012eQlleQlrlfmip9.5 75

19 IdentificationQofQtheQBCzRjfCFDPjfTMEMjpizQlocusQasQaQdeterminantQofQcarotidQintimafmediaQ
thicknessQandQcoronaryQarteryQdiseaseQriskgQCirculation:eCardiovasculareGeneticseQ2012eQneQonofon 35

18 IntegrationQofQgeneticsQintoQaQsystemsQmodelQofQelectrocardiographicQtraitsQusingQHumanCVDQ
BeadChipgQCirculation:eCardiovasculareGeneticseQ2012eQneQolifq 12

17 UseQofQallelefspecificQFzIREQtoQdetermineQfunctionalQregulatoryQpolymorphismQusingQlargefscaleQ
genotypingQarraysgQPLoSeGeneticseQ2012eQqeQejiikriq 6 19

16 MetaQanalysisQofQcandidateQgeneQvariantsQoutsideQtheQLPzQlocusQwithQLpaabQplasmaQlevelsQinQjmeniiQ
participantsQofQsixQWhiteQEuropeanQcohortsgQAtherosclerosiseQ2011eQkjpeQmmpfnj 3.1 17

15 GeneticQvariantsQassociatedQwithQVonQWillebrandQfactorQlevelsQinQhealthyQmenQandQwomenQidentifiedQ
usingQtheQHumanCVDQBeadChipgQAnnalseofeHumaneGeneticseQ2011eQpneQmnofop 2.2 24

14 MetafanalysisQofQDenseQGenecentricQzssociationQStudiesQRevealsQCommonQandQUncommonQVariantsQ
zssociatedQwithQHeightgQAmericaneJournaleofeHumaneGeneticseQ2011eQqqeQofjq 11 103

13 BloodQpressureQlociQidentifiedQwithQaQgenefcentricQarraygQAmericaneJournaleofeHumaneGeneticseQ2011eQ
qreQoqqfpii 11 137

12 ChIPfonfchipQanalysisQrevealsQangiopoietinQkQazngkeQzNGPTkbQasQaQnovelQtargetQofQsteroidogenicQ
factorfjQaSFfjeQNRnzjbQinQtheQhumanQadrenalQglandgQFASEBeJournaleQ2011eQkneQjjoofpn 0.9 21

11 FourQgeneticQlociQinfluencingQelectrocardiographicQindicesQofQleftQventricularQhypertrophygQ
Circulation:eCardiovasculareGeneticseQ2011eQmeQokofln 22

10 ProxjQmaintainsQmuscleQstructureQandQgrowthQinQtheQdevelopingQheartgQDevelopmenteoCambridgepeQ
2009eQjloeQmrnfnin 6.6 92

9 rHVDMsQanQRQpackageQtoQpredictQtheQactivityQandQtargetsQofQaQtranscriptionQfactorgQBioinformaticseQ
2009eQkneQmjrfki 7.2 5

8 IdentifyingQdifferentialQexonQsplicingQusingQlinearQmodelsQandQcorrelationQcoefficientsgQBMCe
BioinformaticseQ2009eQjieQko 3.6 19

7 GenefcentricQassociationQsignalsQforQlipidsQandQapolipoproteinsQidentifiedQviaQtheQHumanCVDQ
BeadChipgQAmericaneJournaleofeHumaneGeneticseQ2009eQqneQokqfmk 11 163

6 ProxjQmaintainsQmuscleQstructureQandQgrowthQinQtheQdevelopingQheartgQDevelopmenteoCambridgepeQ
2009eQjloeQorrforr 6.6 4

5 ComplexQdiseaseQgeneticssQpresentQandQfutureQtranslationalQapplicationsgQGenomeeMedicineeQ2009eQjeQjim 14.4 2

(2009-2012)
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4 OverexpressionQofQMHCQclassQIQheavyQchainQproteinQinQyoungQskeletalQmuscleQleadsQtoQsevereQ
myositissQimplicationsQforQjuvenileQmyositisgQAmericaneJournaleofePathologyeQ2009eQjpneQjilifmi 5.8 54

3 znnotationQofQenvironmentalQOMICSQdatasQapplicationQtoQtheQtranscriptomicsQdomaingQOMICSeAe
JournaleofeIntegrativeeBiologyeQ2006eQjieQjpkfq 3.8 18

2 GenomefwideQassociationQstudyQprovidesQnewQinsightsQintoQtheQgeneticQarchitectureQandQ
pathogenesisQofQheartQfailure 2

1 IdentificationQofQnneiiiQReplicatedQDNzQMethylationQQTL 14
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