
Heiko Martin Reutter

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4115287/publications.pdf

Version: 2024-02-01

157

papers

4,832

citations

33

h-index

126907

62

g-index

118850

157

all docs

157

docs citations

157

times ranked

5105

citing authors



Heiko Martin Reutter

2

# Article IF Citations

1 Key susceptibility locus for nonsyndromic cleft lip with or without cleft palate on chromosome
8q24. Nature Genetics, 2009, 41, 473-477. 21.4 415

2 Genome-wide association study identifies two susceptibility loci for nonsyndromic cleft lip with or
without cleft palate. Nature Genetics, 2010, 42, 24-26. 21.4 379

3 Genome-wide meta-analyses of nonsyndromic cleft lip with or without cleft palate identify six new
risk loci. Nature Genetics, 2012, 44, 968-971. 21.4 311

4 Mutations in 12 known dominant disease-causing genes clarify many congenital anomalies of the
kidney and urinary tract. Kidney International, 2014, 85, 1429-1433. 5.2 203

5 The Exstrophy-epispadias complex. Orphanet Journal of Rare Diseases, 2009, 4, 23. 2.7 198

6 Whole-Exome Sequencing Identifies Causative Mutations in Families with Congenital Anomalies of the
Kidney and Urinary Tract. Journal of the American Society of Nephrology: JASN, 2018, 29, 2348-2361. 6.1 147

7 Yunis-VarÃ³n Syndrome Is Caused by Mutations in FIG4, Encoding a Phosphoinositide Phosphatase.
American Journal of Human Genetics, 2013, 92, 781-791. 6.2 124

8 Whole-exome resequencing reveals recessive mutations in TRAP1 in individuals with CAKUT and
VACTERL association. Kidney International, 2014, 85, 1310-1317. 5.2 106

9 Loss of Function of GALNT2 Lowers High-Density Lipoproteins in Humans, Nonhuman Primates, and
Rodents. Cell Metabolism, 2016, 24, 234-245. 16.2 103

10
Mild Recessive Mutations in Six Fraser Syndromeâ€“Related Genes Cause Isolated Congenital Anomalies
of the Kidney and Urinary Tract. Journal of the American Society of Nephrology: JASN, 2014, 25,
1917-1922.

6.1 97

11 Sequencing the GRHL3 Coding Region Reveals Rare Truncating Mutations and a Common Susceptibility
Variant for Nonsyndromic Cleft Palate. American Journal of Human Genetics, 2016, 98, 755-762. 6.2 92

12 Muscarinic Acetylcholine Receptor M3 Mutation Causes Urinary Bladder Disease and a Prune-Belly-like
Syndrome. American Journal of Human Genetics, 2011, 89, 668-674. 6.2 89

13

An Approach to the Identification of Anomalies and Etiologies in Neonates with Identified or
Suspected VACTERL (Vertebral Defects, Anal Atresia, Tracheo-Esophageal Fistula with Esophageal) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 262 Td (Atresia, Cardiac Anomalies, Renal Anomalies, and Limb Anomalies) Association. Journal of Pediatrics,

2014, 164, 451-457.e1.

1.8 83

14 Clinical geneticists' views of VACTERL/VATER association. American Journal of Medical Genetics, Part
A, 2012, 158A, 3087-3100. 1.2 78

15 Mutations in TBX18 Cause Dominant Urinary Tract Malformations via Transcriptional Dysregulation
of Ureter Development. American Journal of Human Genetics, 2015, 97, 291-301. 6.2 72

16 Mutations of the SLIT2â€“ROBO2 pathway genes SLIT2 and SRGAP1 confer risk for congenital anomalies
of the kidney and urinary tract. Human Genetics, 2015, 134, 905-916. 3.8 62

17
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24 Gender-associated differences in the psychosocial and developmental outcome in patients affected
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