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j Paper IF Citations

113 μnMvivoMgenomeaeditingMscreenMidentifiesMtumorMsuppressorMgenesMthatMcooperateMwithMTrpigMlossM
duringMmammaryMtumorigenesisbbMMolecularlOncologyYM2022YM 7.9 1

112 RMcodeMandMdownstreamManalysisMobjectsMforMtheMscRNuaseqMatlasMofMnormalMandMtumorigenicMhumanM
breastMtissuebbMScientificlDataYM2022YMmYMmj 8.2 1

111 SpatialyxperimentnMinfrastructureMforMspatiallyMresolvedMtranscriptomicsMdataMinMRMusingM
vioconductorbbMBioinformaticsYM2022YM 7.2 2

110 MammaryMtumourMcellsMremodelMtheMboneMmarrowMvascularMmicroenvironmentMtoMsupportM
metastasisbMNaturelCommunicationsYM2021YMefYMjmfd 17.4 2

109 LocusaspecificMexpressionMofMtransposableMelementsMinMsingleMcellsMwithMwyLLOaseqbMNaturel
BiotechnologyYM2021YM 44.5 4

108 whromosomesMdistributeMrandomlyMtoYMbutMnotMwithinYMhumanMneutrophilMnuclearMlobesbMIScienceYM
2021YMfhYMedfeje 6.1 3

107 uMsingleacellMRNuMexpressionMatlasMofMnormalYMpreneoplasticMandMtumorigenicMstatesMinMtheMhumanM
breastbMEMBOlJournalYM2021YMhdYMeedkggg 13 23

106 TargetingMhistoneMacetylationMdynamicsMandMoncogenicMtranscriptionMbyMcatalyticMPgddcwvPM
inhibitionbMMolecularlCellYM2021YMleYMfelgaffddbeeg 17.6 12

105 SingleMcellMtranscriptomeMatlasMofMmouseMmammaryMepithelialMcellsMacrossMdevelopmentbMBreastl
CancerlResearchYM2021YMfgYMjm 8.3 2

104 μdentificationMandMcharacterizationMofMtheMlongMnoncodingMRNuMxregeMasMaMnovelMregulatorMofM atagbM
ImmunologylandlCelllBiologyYM2021YMmmYMgfgaggf 5 3

103 MultialevelMremodellingMofMchromatinMunderlyingMactivationMofMhumanMTMcellsbMScientificlReportsYM2021
YMeeYMifl 4.9 8

102 wallingMdifferentiallyMmethylatedMregionsMfromMwholeMgenomeMbisulphiteMsequencingMwithMxMRcatebM
NucleiclAcidslResearchYM2021YMhmYMeedm 20.1 4

101 PreamitoticMgenomeMreaorganisationMbookendsMtheMvMcellMdifferentiationMprocessbMNaturel
CommunicationsYM2021YMefYMeghh 17.4 5

100 TypeMeMdiabetesMinMpregnancyMisMassociatedMwithMdistinctMchangesMinMtheMcompositionMandMfunctionMofM
theMgutMmicrobiomebMMicrobiomeYM2021YMmYMejk 16.6 6

99 xifferentialMrequirementMforMtheMPolycombMrepressorMcomplexMfMinMdendriticMcellMandMtissuearesidentM
myeloidMcellMhomeostasisbMSciencelImmunologyYM2021YMjYMeabfkfjl 28 0

98 unMyrgadrivenMtranscriptionalMprogramMcontrolsMvMcellMlymphopoiesisbMNaturelCommunicationsYM2020YM
eeYMgdeg 17.4 11

97 TheMneuropeptideMVμPMconfersManticipatoryMmucosalMimmunityMbyMregulatingMμLwgMactivitybMNaturel
ImmunologyYM2020YMfeYMejlaekk 19.1 74
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96 OrchestratingMsingleacellManalysisMwithMvioconductorbMNaturelMethodsYM2020YMekYMegkaehi 21.6 174

95 uMhighacontentMRNuiMscreenMrevealsMmultipleMrolesMforMlongMnoncodingMRNusMinMcellMdivisionbMNaturel
CommunicationsYM2020YMeeYMelie 17.4 19

94 ymptyxropsnMdistinguishingMcellsMfromMemptyMdropletsMinMdropletabasedMsingleacellMRNuMsequencingM
databMGenomelBiologyYM2019YMfdYMjg 18.3 257

93 TheMRMpackageMRsubreadMisMeasierYMfasterYMcheaperMandMbetterMforMalignmentMandMquantificationMofM
RNuMsequencingMreadsbMNucleiclAcidslResearchYM2019YMhkYMehk 20.1 635

92 TranscriptionMzactorMPUbeMPromotesMwonventionalMxendriticMwellMμdentityMandMzunctionMviaMμnductionM
ofMTranscriptionalMRegulatorMxwaSwRμPTbMImmunityYM2019YMidYMkkamdbei 32.3 26

91 vatchMeffectsMinMsingleacellMRNuasequencingMdataMareMcorrectedMbyMmatchingMmutualMnearestM
neighborsbMNaturelBiotechnologyYM2018YMgjYMhfeahfk 44.5 775

90 wanonicalMPRwfMfunctionMisMessentialMforMmammaryMglandMdevelopmentMandMaffectsMchromatinM
compactionMinMmammaryMorganoidsbMPLoSlBiologyYM2018YMejYMefddhmlj 9.7 7

89 TMcellMcytolyticMcapacityMisMindependentMofMinitialMstimulationMstrengthbMNaturelImmunologyYM2018YMemYMlhmalil19.1 35

88 beachmatnMuMvioconductorMwXXMuPμMforMaccessingMhighathroughputMbiologicalMdataMfromMaMvarietyMofM
RMmatrixMtypesbMPLoSlComputationallBiologyYM2018YMehYMeeddjegi 5 9

87 xetectionMandMremovalMofMbarcodeMswappingMinMsingleacellMRNuaseqMdatabMNaturelCommunicationsYM
2018YMmYMfjjk 17.4 110

86 SpecificityMofMRNuiYMLNuMandMwRμSPRiMasMlossaofafunctionMmethodsMinMtranscriptionalManalysisbMNucleicl
AcidslResearchYM2018YMhjYMimidaimjj 20.1 65

85  enomeawideManalysisMrevealsMnoMevidenceMofMtransMchromosomalMregulationMofMmammalianMimmuneM
developmentbMPLoSlGeneticsYM2018YMehYMeeddkhge 6 13

84 iSyynMμnteractiveMSummarizedyxperimentMyxplorerbMF1000ResearchYM2018YMkYMkhe 3.6 42

83 zoxpeMμsMμndispensableMforMxuctalMMorphogenesisMandMwontrolsMtheMyxitMofMMammaryMStemMwellsM
fromMQuiescencebMDevelopmentallCellYM2018YMhkYMjfmajhhbel 10.2 16

82 TranscriptionafactoramediatedMsupervisionMofMglobalMgenomeMarchitectureMmaintainsMvMcellMidentitybM
NaturelImmunologyYM2018YMemYMefikaefjh 19.1 52

81 wOMRuxySMdeterminesMinMvivoMRNuMstructuresMandMinteractionsbMNaturelMethodsYM2018YMeiYMkliakll 21.6 80

80 RNuaseqMmixologynMdesigningMrealisticMcontrolMexperimentsMtoMcompareMprotocolsMandManalysisM
methodsbMNucleiclAcidslResearchYM2017YMhiYMegd 20.1 19

79 uMnonacanonicalMfunctionMofMyzhfMpreservesMimmuneMhomeostasisbMEMBOlReportsYM2017YMelYMjemajge 6.5 49

(2017-2020)
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78 TestingMforMdifferentialMabundanceMinMmassMcytometryMdatabMNaturelMethodsYM2017YMehYMkdkakdm 21.6 73

77 NoMcountsYMnoMvariancenMallowingMforMlossMofMdegreesMofMfreedomMwhenMassessingMbiologicalM
variabilityMfromMRNuaseqMdatabMStatisticallApplicationslinlGeneticslandlMolecularlBiologyYM2017YMejYMlgamg 1.2 5

76 ussessingMtheMreliabilityMofMspikeainMnormalizationMforManalysesMofMsingleacellMRNuMsequencingMdatabM
GenomelResearchYM2017YMfkYMekmiaeldj 9.7 39

75 uMcriticalMepithelialMsurvivalMaxisMregulatedMbyMMwLaeMmaintainsMthymicMfunctionMinMmicebMBloodYM2017YM
egdYMfidhafiei 2.2 34

74 OvercomingMconfoundingMplateMeffectsMinMdifferentialMexpressionManalysesMofMsingleacellMRNuaseqM
databMBiostatisticsYM2017YMelYMhieahjh 3.7 63

73 SynergisticMactionMofMtheMMwLaeMinhibitorMSjglhiMwithMcurrentMtherapiesMinMpreclinicalMmodelsMofM
tripleanegativeMandMHyRfaamplifiedMbreastMcancerbMSciencelTranslationallMedicineYM2017YMmYM 17.5 112

72 μsolationMandMwomparativeMTranscriptomeMunalysisMofMHumanMzetalMandMiPSwaxerivedMwoneM
PhotoreceptorMwellsbMStemlCelllReportsYM2017YMmYMelmlaemei 8 61

71 wonstructionMofMdevelopmentalMlineageMrelationshipsMinMtheMmouseMmammaryMglandMbyMsingleacellM
RNuMprofilingbMNaturelCommunicationsYM2017YMlYMejfk 17.4 108

70 ScaternMpreaprocessingYMqualityMcontrolYMnormalizationMandMvisualizationMofMsingleacellMRNuaseqMdataM
inMRbMBioinformaticsYM2017YMggYMeekmaeelj 7.2 563

69 xifferentialMmethylationManalysisMofMreducedMrepresentationMbisulfiteMsequencingMexperimentsMusingM
edgeRbMF1000ResearchYM2017YMjYMfdii 3.6 37

68 xifferentialMmethylationManalysisMofMreducedMrepresentationMbisulfiteMsequencingMexperimentsMusingM
edgeRbMF1000ResearchYM2017YMjYMfdii 3.6 33

67 RuNKMligandMasMaMpotentialMtargetMforMbreastMcancerMpreventionMinMvRwueamutationMcarriersbMNaturel
MedicineYM2016YMffYMmggam 50.5 176

66 RUNXfMMediatesMPlasmacytoidMxendriticMwellMygressMfromMtheMvoneMMarrowMandMwontrolsMViralM
μmmunitybMCelllReportsYM2016YMeiYMljjalkl 10.6 30

65 PoolingMacrossMcellsMtoMnormalizeMsingleacellMRNuMsequencingMdataMwithMmanyMzeroMcountsbMGenomel
BiologyYM2016YMekYMki 18.3 563

64 csawnMaMvioconductorMpackageMforMdifferentialMbindingManalysisMofMwhμPaseqMdataMusingMslidingM
windowsbMNucleiclAcidslResearchYM2016YMhhYMehi 20.1 168

63 μtTsMxyaliciousnMuMRecipeMforMxifferentialMyxpressionMunalysesMofMRNuaseqMyxperimentsMUsingM
QuasiaLikelihoodMMethodsMinMedgeRbMMethodslinlMolecularlBiologyYM2016YMehelYMgmeahej 1.4 201

62 μnfrastructureMforMgenomicMinteractionsnMvioconductorMclassesMforMHiawYMwhμuaPyTMandMrelatedM
experimentsbMF1000ResearchYM2016YMiYMmid 3.6 26

61 μnfrastructureMforMgenomicMinteractionsnMvioconductorMclassesMforMHiawYMwhμuaPyTMandMrelatedM
experimentsbMF1000ResearchYM2016YMiYMmid 3.6 18
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60 zromMreadsMtoMgenesMtoMpathwaysnMdifferentialMexpression´ analysisMofMRNuaSeqMexperimentsMusingM
Rsubread´ andMtheMedgeRMquasialikelihoodMpipelinebMF1000ResearchYM2016YMiYMehgl 3.6 178

59 uMstepabyastepMworkflowMforMlowalevelManalysisMofMsingleacellMRNuaseqMdatabMF1000ResearchYM2016YMiYMfeff3.6 446

58 uMstepabyastepMworkflowMforMlowalevelManalysisMofMsingleacellMRNuaseqMdatabMF1000ResearchYM2016YMiYMfeff3.6 454

57 zromMreadsMtoMgenesMtoMpathwaysnMdifferentialMexpression´ analysisMofMRNuaSeqMexperimentsMusingM
Rsubread´ andMtheMedgeRMquasialikelihoodMpipelinebMF1000ResearchYM2016YMiYMehgl 3.6 184

56 ROvUSTMHYPyRPuRuMyTyRMySTμMuTμONMPROTywTSMu uμNSTMHYPyRVuRμuvLyM yNySMuNxM
μMPROVySMPOWyRMTOMxyTywTMxμzzyRyNTμuLMyXPRySSμONbMAnnalsloflAppliedlStatisticsYM2016YMedYMmhjamjg2.1 432

55 ThreeadimensionalMdisorganizationMofMtheMcancerMgenomeMoccursMcoincidentMwithMlongarangeMgeneticM
andMepigeneticMalterationsbMGenomelResearchYM2016YMfjYMkemage 9.7 186

54 ucetylationMofMtheMwdlMLocusMbyMKuTjuMxeterminesMMemoryMTMwellMxiversitybMCelllReportsYM2016YMejYMggeeaggfe10.6 11

53 y zamediatedMinductionMofMMclaeMatMtheMswitchMtoMlactationMisMessentialMforMalveolarMcellMsurvivalbM
NaturelCelllBiologyYM2015YMekYMgjiaki 23.4 44

52 RepressionMofMμgfeMexpressionMbyMyzhfMpreventsMbasalMcellMdifferentiationMinMtheMdevelopingMlungbM
DevelopmentluCambridgevYM2015YMehfYMehilajm 6.6 39

51 TranscriptomeMandMHgKfkMtriamethylationMprofilingMofMyzhfadeficientMlungMepitheliumbMGenomicsl
DataYM2015YMiYMghjaie 2

50 μntegrationMofMmicroRNuMsignaturesMofMdistinctMmammaryMepithelialMcellMtypesMwithMtheirMgeneM
expressionMandMepigeneticMportraitsbMBreastlCancerlResearchYM2015YMekYMli 8.3 24

49 diffHicnMaMvioconductorMpackageMtoMdetectMdifferentialMgenomicMinteractionsMinMHiawMdatabMBMCl
BioinformaticsYM2015YMejYMfil 3.6 120

48 OrchestratingMhighathroughputMgenomicManalysisMwithMvioconductorbMNaturelMethodsYM2015YMefYMeeiafe 21.6 1949

47 limmaMpowersMdifferentialMexpressionManalysesMforMRNuasequencingMandMmicroarrayMstudiesbMNucleicl
AcidslResearchYM2015YMhgYMehk 20.1 13379

46 zromMreadsMtoMregionsnMaMvioconductorMworkflowMtoMdetectMdifferentialMbindingMinMwhμPaseqMdatabM
F1000ResearchYM2015YMhYMedld 3.6 17

45 zromMreadsMtoMregionsnMaMvioconductorMworkflowMtoMdetectMdifferentialMbindingMinMwhμPaseqMdatabM
F1000ResearchYM2015YMhYMedld 3.6 13

44 voomnMPrecisionMweightsMunlockMlinearMmodelManalysisMtoolsMforMRNuaseqMreadMcountsbMGenomel
BiologyYM2014YMeiYMRfm 18.3 2784

43 featurewountsnManMefficientMgeneralMpurposeMprogramMforMassigningMsequenceMreadsMtoMgenomicM
featuresbMBioinformaticsYM2014YMgdYMmfgagd 7.2 7883

(2014-2016)
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42 xifferentialMyxpressionMunalysisMofMwomplexMRNuaseqMyxperimentsMUsingMedgeRM2014YMieakh 58

41 xeMnovoMdetectionMofMdifferentiallyMboundMregionsMforMwhμPaseqMdataMusingMpeaksMandMwindowsnM
controllingMerrorMratesMcorrectlybMNucleiclAcidslResearchYM2014YMhfYMemi 20.1 69

40 wountabasedMdifferentialMexpressionManalysisMofMRNuMsequencingMdataMusingMRMandMvioconductorbM
NaturelProtocolsYM2013YMlYMekjialj 18.8 788

39 TheMuseMofMmiRNuMmicroarraysMforMtheManalysisMofMcancerMsamplesMwithMglobalMmiRNuMdecreasebMRnaYM
2013YMemYMlkjall 5.8 46

38 TheMtranscriptionMfactorMμRzhMisMessentialMforMTwRMaffinityamediatedMmetabolicMprogrammingMandM
clonalMexpansionMofMTMcellsbMNaturelImmunologyYM2013YMehYMeeiiaji 19.1 256

37  lobalMchangesMinMtheMmammaryMepigenomeMareMinducedMbyMhormonalMcuesMandMcoordinatedMbyM
yzhfbMCelllReportsYM2013YMgYMheeafj 10.6 96

36 MassMtreesnMaMnewMphylogeneticMapproachMandMalgorithmMtoMchartMevolutionaryMhistoryMwithMmassM
spectrometrybMAnalyticallChemistryYM2013YMliYMihkialf 7.8 20

35 PolycombMrepressiveMcomplexMfMUPRwfVMsuppressesMy˛…amycMlymphomabMBloodYM2013YMeffYMfjihajg 2.2 22

34 TheMSubreadMalignernMfastYMaccurateMandMscalableMreadMmappingMbyMseedaandavotebMNucleiclAcidsl
ResearchYM2013YMheYMeedl 20.1 1489

33 xifferentialMexpressionManalysisMofMmultifactorMRNuaSeqMexperimentsMwithMrespectMtoMbiologicalM
variationbMNucleiclAcidslResearchYM2012YMhdYMhfllamk 20.1 2691

32 xetectingMdifferentialMexpressionMinMRNuasequenceMdataMusingMquasialikelihoodMwithMshrunkenM
dispersionMestimatesbMStatisticallApplicationslinlGeneticslandlMolecularlBiologyYM2012YMeeYM 1.2 191

31 zluShuffleMandMzluResortnMnewMalgorithmsMtoMidentifyMreassortedMstrainsMofMtheMinfluenzaMvirusMbyM
massMspectrometrybMBMClBioinformaticsYM2012YMegYMfdl 3.6 17

30  ataagMnegativelyMregulatesMtheMtumorainitiatingMcapacityMofMmammaryMluminalMprogenitorMcellsMandM
targetsMtheMputativeMtumorMsuppressorMcaspaseaehbMMolecularlandlCellularlBiologyYM2011YMgeYMhjdmaff 4.8 84

29 ROuSTnMrotationMgeneMsetMtestsMforMcomplexMmicroarrayMexperimentsbMBioinformaticsYM2010YMfjYMfekjalf 7.2 329

28 PermutationMPavaluesMshouldMneverMbeMzeronMcalculatingMexactMPavaluesMwhenMpermutationsMareM
randomlyMdrawnbMStatisticallApplicationslinlGeneticslandlMolecularlBiologyYM2010YMmYMurticlegm 1.2 278

27 edgeRnMaMvioconductorMpackageMforMdifferentialMexpressionManalysisMofMdigitalMgeneMexpressionMdatabM
BioinformaticsYM2010YMfjYMegmahd 7.2 19583

26 TranscriptomeManalysesMofMmouseMandMhumanMmammaryMcellMsubpopulationsMrevealMmultipleM
conservedMgenesMandMpathwaysbMBreastlCancerlResearchYM2010YMefYMRfe 8.3 313

25  eneMontologyManalysisMforMRNuaseqnMaccountingMforMselectionMbiasbMGenomelBiologyYM2010YMeeYMReh 18.3 3563
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24 TestingMsignificanceMrelativeMtoMaMfoldachangeMthresholdMisMaMTRyuTbMBioinformaticsYM2009YMfiYMkjiake 7.2 368

23 SmallasampleMestimationMofMnegativeMbinomialMdispersionYMwithMapplicationsMtoMSu yMdatabM
BiostatisticsYM2008YMmYMgfeagf 3.7 692

22 ModeratedMstatisticalMtestsMforMassessingMdifferencesMinMtagMabundancebMBioinformaticsYM2007YMfgYMflleak 7.2 601

21  enerationMofMaMfunctionalMmammaryMglandMfromMaMsingleMstemMcellbMNatureYM2006YMhgmYMlhal 50.4 1610

20 SeriesMevaluationMofMTweedieMexponentialMdispersionMmodelMdensitiesbMStatisticslandlComputingYM
2005YMeiYMfjkafld 1.8 160

19 UseMofMwithinaarrayMreplicateMspotsMforMassessingMdifferentialMexpressionMinMmicroarrayMexperimentsbM
BioinformaticsYM2005YMfeYMfdjkaki 7.2 1079

18 LinearMmodelsMandMempiricalMbayesMmethodsMforMassessingMdifferentialMexpressionMinMmicroarrayM
experimentsbMStatisticallApplicationslinlGeneticslandlMolecularlBiologyYM2004YMgYMurticleg 1.2 8635

17 zittingMTweedieTsMwompoundMPoissonMModelMtoMμnsuranceMwlaimsMxatanMxispersionMModellingbMASTINl
BulletinYM2002YMgfYMehgaeik 1.6 114

16 TransposableMelementMexpressionMatMuniqueMlociMinMsingleMcellsMwithMwyLLOaseq 2

15  enomeMreconfigurationMpriorMtoMmitosisMshapesMtheMgenerationMofMadaptiveMimmunity 2

14 scaternMpreaprocessingYMqualityMcontrolYMnormalisationMandMvisualisationMofMsingleacellMRNuaseqMdataM
inMR 11

13 worrectingMbatchMeffectsMinMsingleacellMRNuMsequencingMdataMbyMmatchingMmutualMnearestMneighbours 13

12 beachmatnMaMvioconductorMwXXMuPμMforMaccessingMsingleacellMgenomicsMdataMfromMaMvarietyMofMRM
matrixMtypes 3

11 xetectionMandMremovalMofMbarcodeMswappingMinMsingleacellMRNuaseqMdata 5

10 uctivationainducedMreaorganizationMofMchromatinMinMhumanMTMcells 1

9 SuvgmhacatalysedMHgKmmegMisMcriticalMforMeuchromaticMgenomeMorganisationMandMtheMmaintenanceM
ofMgeneMtranscription 1

8 xistinguishingMcellsMfromMemptyMdropletsMinMdropletabasedMsingleacellMRNuMsequencingMdata 9

7 SpecificityMofMRNuiYMLNuMandMwRμSPRiMasMlossaofafunctionMmethodsMinMtranscriptionalManalysis 1

(-2009)
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6 TheMRMpackageMRsubreadMisMeasierYMfasterYMcheaperMandMbetterMforMalignmentMandMquantificationMofM
RNuMsequencingMreads 10

5 OvercomingMsystematicMerrorsMcausedMbyMlogatransformationMofMnormalizedMsingleacellMRNuM
sequencingMdata 22

4 OrchestratingMSingleawellMunalysisMwithMvioconductor 9

3 uMhighacontentMRNuiMscreenMrevealsMmultipleMrolesMforMlongMnoncodingMRNusMinMcellMdivision 2

2 OvercomingMconfoundingMplateMeffectsMinMdifferentialMexpressionManalysesMofMsingleacellMRNuaseqMdata 2

1 SpatialyxperimentnMinfrastructureMforMspatiallyMresolvedMtranscriptomicsMdataMinMRMusingMvioconductor 8
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