6

papers

9

all docs

1684188

236 5
citations h-index
9 9
docs citations times ranked

1872680

g-index

446

citing authors



# ARTICLE IF CITATIONS

Cr?/stal structure of the pseudoenzyme PDX1.2 in complex with its cognate enzyme PDX1.3: a total
eclipse. Acta Crystallographica Section D: Structural Biology, 2019, 75, 400-415.

Cloning, expression, purification, and characterisation of the HEAT-repeat domain of TOR from the
2 thermophilic eukaryote Chaetomium thermophilum. Protein Expression and Purification, 2017, 133, 1.3 1
90-95.

Structural definition of the lysine swing in <i>Arabidopsis thaliana</i> PDX1: Intermediate channeling
facilitating vitamin B <sub>6</sub> biosynthesis. Proceedings of the National Academy of Sciences of
the United States of America, 2016, 113, E5821-E5829.

Molecular Basis of the Rapamycin Insensitivity of Target Of Rapamycin Complex 2. Molecular Cell, 2015,

4 58, 977-988. 9.7 120

The affinity purification and characterization of ATP synthase complexes from mitochondria. Open

Biology, 2013, 3, 120160.

The structure of F 1 -ATPase from Saccharomyces cerevisiae inhibited by its regulatory protein IF 1.

6 Open Biology, 2013, 3, 120164. 3.6 40



