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k Paper IF Citations

72 yvolutionaryLxynamicsLandLMolecularLMechanismsLofLHORMuLxomainLProteinLSignalingbbLAnnuali
ReviewiofiBiochemistryZL2022ZL 29.1 4

71 TwoLpathwaysLdriveLmeioticLchromosomeLaxisLassemblyLinLSaccharomycesLcerevisiaebbLNucleiciAcidsi
ResearchZL2022ZL 20.1 1

70 StructuralLvasisLforLSuRSawoVafLNucleocapsidLProteinLRecognitionLbyLSingleaxomainLuntibodiesbL
FrontiersiiniImmunologyZL2021ZLefZLkemdgk 8.4 9

69 TheLSuRSawoVafLnucleocapsidLphosphoproteinLformsLmutuallyLexclusiveLcondensatesLwithLRNuLandL
theLmembraneaassociatedLMLproteinbLNatureiCommunicationsZL2021ZLefZLidf 17.4 101

68 urchitectureLandLxynamicsLofLMeioticLwhromosomesbLAnnualiReviewiofiGeneticsZL2021ZLiiZLhmkaifj 14.5 7

67 uLtripartiteLmechanismLcatalyzesLMadfawdcfdLassemblyLatLunattachedLkinetochoresbLScienceZL2021ZL
gkeZLjhajk 33.3 11

66 urchitectureLandLselfaassemblyLofLtheLSuRSawoVafLnucleocapsidLproteinbLProteiniScienceZL2020ZLfmZLelmdaemde6.3 117

65 PhosphoregulationLofLHORMuLdomainLproteinLHIMagLpromotesLasymmetricLsynaptonemalLcomplexL
disassemblyLinLmeioticLprophaseLinLwaenorhabditisLelegansbLPLoSiGeneticsZL2020ZLejZLeeddlmjl 6 6

64 ProteomicsabasedLscreeningLofLtheLendothelialLheparanLsulfateLinteractomeLrevealsLthatLwatypeL
lectinLehaLUwLywehuVLisLaLheparinabindingLproteinbLJournaliofiBiologicaliChemistryZL2020ZLfmiZLfldhaflfe 5.4 9

63 urchitectureLandLselfaassemblyLofLtheLSuRSawoVafLnucleocapsidLproteinL2020ZL 21

62 TheLSuRSawoVafLNucleocapsidLphosphoproteinLformsLmutuallyLexclusiveLcondensatesLwithLRNuLandL
theLmembraneaassociatedLMLproteinL2020ZL 10

61 HORMuLxomainLProteinsLandLaLTripegalikeLuTPaseLRegulateLvacterialLcαuSalikeLynzymesLtoL
MediateLvacteriophageLImmunitybLMoleculariCellZL2020ZLkkZLkdmakffbek 17.6 50

60 StructureLandLMechanismLofLaLwyclicLTrinucleotideauctivatedLvacterialLyndonucleaseLMediatingL
vacteriophageLImmunitybLMoleculariCellZL2020ZLkkZLkfgakggbej 17.6 56

59 TheLoddsLandLimplicationsLofLcoinheritanceLofLhemophiliaLuLandLvbLResearchiandiPracticeiini
ThrombosisiandiHaemostasisZL2020ZLhZLmgeamgi 5.1 1

58 pgeLandLTRIPegLrecycleLRevkLtoLregulateLxNuLrepairbLProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaZL2020ZLeekZLfkkjeafkkjg 11.5 0

57 SuRSawoVafLInfectionLxependsLonLwellularLHeparanLSulfateLandLuwyfbLCellZL2020ZLelgZLedhgaedikbeei 56.2 454

56 PhosphoregulationLofLHORMuLdomainLproteinLHIMagLpromotesLasymmetricLsynaptonemalLcomplexL
disassemblyLinLmeioticLprophaseLinLwaenorhabditisLelegansL2020ZLejZLeeddlmjl
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55 PhosphoregulationLofLHORMuLdomainLproteinLHIMagLpromotesLasymmetricLsynaptonemalLcomplexL
disassemblyLinLmeioticLprophaseLinLwaenorhabditisLelegansL2020ZLejZLeeddlmjl

54 PhosphoregulationLofLHORMuLdomainLproteinLHIMagLpromotesLasymmetricLsynaptonemalLcomplexL
disassemblyLinLmeioticLprophaseLinLwaenorhabditisLelegansL2020ZLejZLeeddlmjl

53 PhosphoregulationLofLHORMuLdomainLproteinLHIMagLpromotesLasymmetricLsynaptonemalLcomplexL
disassemblyLinLmeioticLprophaseLinLwaenorhabditisLelegansL2020ZLejZLeeddlmjl

52 PhosphoregulationLofLHORMuLdomainLproteinLHIMagLpromotesLasymmetricLsynaptonemalLcomplexL
disassemblyLinLmeioticLprophaseLinLwaenorhabditisLelegansL2020ZLejZLeeddlmjl

51 PhosphoregulationLofLHORMuLdomainLproteinLHIMagLpromotesLasymmetricLsynaptonemalLcomplexL
disassemblyLinLmeioticLprophaseLinLwaenorhabditisLelegansL2020ZLejZLeeddlmjl

50
MolecularLorganizationLofLmammalianLmeioticLchromosomeLaxisLrevealedLbyLexpansionLSTORML
microscopybLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZL2019ZL
eejZLelhfgaelhfl

11.5 49

49 TheLmolecularLbasisLofLmonopolinLrecruitmentLtoLtheLkinetochorebLChromosomaZL2019ZLeflZLggeagih 2.8 12

48 uLconservedLfilamentousLassemblyLunderliesLtheLstructureLofLtheLmeioticLchromosomeLaxisbLELifeZL
2019ZLlZL 8.9 60

47 xynamicLreorganizationLofLtheLgenomeLshapesLtheLrecombinationLlandscapeLinLmeioticLprophasebL
NatureiStructuraliandiMoleculariBiologyZL2019ZLfjZLejhaekh 17.6 72

46 TheLconservedLXPznyRwwealikeLZipfnSpoejLcomplexLcontrolsLmeioticLcrossoverLformationLthroughL
structureaspecificLxNuLbindingbLNucleiciAcidsiResearchZL2019ZLhkZLfgjiafgkj 20.1 13

45 wonformationalLdynamicsLofLtheLHopeLHORMuLdomainLrevealLaLcommonLmechanismLwithLtheL
spindleLcheckpointLproteinLMadfbLNucleiciAcidsiResearchZL2018ZLhjZLfkmafmf 20.1 39

44 vlockingLZikaLvirusLverticalLtransmissionbLScientificiReportsZL2018ZLlZLefel 4.9 41

43 IdentificationLofLHgKhmeeaassociatedLproteinsLatLmammalianLenhancersbLNatureiGeneticsZL2018ZLidZLkgalf36.3 96

42
yffectsLofLpreoperativeLandLpostoperativeLresistanceLexerciseLinterventionsLonLrecoveryLofLphysicalL
functionLinLpatientsLundergoingLabdominalLsurgeryLforLcancernLaLsystematicLreviewLofLrandomisedL
controlledLtrialsbLBMJiOpeniSportiandiExerciseiMedicineZL2018ZLhZLedddgge

3.4 11

41 TheLbuddingayeastLRWxLproteinLwsmeLscaffoldsLdiverseLproteinLcomplexesLthroughLaLconservedL
structuralLmechanismbLProteiniScienceZL2018ZLfkZLfdmhafedd 6.3 1

40 TRIPegLandLuPweiLdriveLmitoticLexitLbyLturnoverLofLinterphaseaLandLunattachedL
kinetochoreaproducedLMwwbLNatureiCommunicationsZL2018ZLmZLhgih 17.4 28

39 RecruitmentLofLaLSUMOLisopeptidaseLtoLrxNuLstabilizesLsilencingLcomplexesLbyLopposingLSUMOL
targetedLubiquitinLligaseLactivitybLGenesiandiDevelopmentZL2017ZLgeZLldfalei 12.6 26

38 xephosphorylationLofLtheLNdcldLTailLStabilizesLKinetochoreaMicrotubuleLuttachmentsLviaLtheLSkaL
womplexbLDevelopmentaliCellZL2017ZLheZLhfhahgkbeh 10.2 38

(2017-2020)
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37 yliminationLofLToxicLMicrosatelliteLRepeatLyxpansionLRNuLbyLRNuaTargetingLwasmbLCellZL2017ZLekdZLlmmamefbeed56.2 155

36 TheLuuuXLuTPaseLTRIPegLremodelsLHORMuLdomainsLthroughLNaterminalLengagementLandL
unfoldingbLEMBOiJournalZL2017ZLgjZLfhemafhgh 13 50

35 MolecularLMechanismsLofLSpindleLussemblyLwheckpointLuctivationLandLSilencingbLProgressiini
MoleculariandiSubcellulariBiologyZL2017ZLijZLhfmahii 3 21

34 StructureLofLtheLSaccharomycesLcerevisiaeLHrrfinMameLmonopolinLsubcomplexLrevealsLaLnovelL
kinaseLregulatorbLEMBOiJournalZL2016ZLgiZLfegmafeie 13 15

33 TheLmultifacetedLrolesLofLtheLHORMuLdomainLinLcellularLsignalingbLJournaliofiCelliBiologyZL2015ZL
feeZLkhiaii 7.3 72

32 uLwhemicalLandLynzymaticLupproachLtoLStudyLSiteaSpecificLSumoylationbLPLoSiONEZL2015ZLedZLedehgled 3.7 8

31 TRIPegLisLaLproteinaremodelingLuuuXLuTPaseLthatLcatalyzesLMuxfLconformationLswitchingbLELifeZL
2015ZLhZL 8.9 103

30 TheLchromosomeLaxisLcontrolsLmeioticLeventsLthroughLaLhierarchicalLassemblyLofLHORMuLdomainL
proteinsbLDevelopmentaliCellZL2014ZLgeZLhlkaidf 10.2 75

29 SisterLkinetochoresLareLmechanicallyLfusedLduringLmeiosisLILinLyeastbLScienceZL2014ZLghjZLfhlaie 33.3 56

28 uLnewLpieceLinLtheLkinetochoreLjigsawLpuzzlebLJournaliofiCelliBiologyZL2014ZLfdjZLhikam 7.3 1

27 StableLRuαyaheparanLsulfateLcomplexesLareLessentialLforLsignalLtransductionbLACSiChemicaliBiologyZL
2013ZLlZLejeeafd 4.9 57

26 SithpcPPjLregulatesLyRatoaαolgiLtrafficLbyLcontrollingLtheLdephosphorylationLofLwOPIILcoatL
subunitsbLMoleculariBiologyiofitheiCellZL2013ZLfhZLfkfkagl 3.5 32

25 ˛–aTubulinLacetylationLfromLtheLinsideLoutbLProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaZL2012ZLedmZLemieiaj 11.5 22

24 MolecularLarchitectureLofLtheLyeastLmonopolinLcomplexbLCelliReportsZL2012ZLeZLilgam 10.6 36

23 StructureZLassemblyLandLreadingLofLcentromericLchromatinbLCurrentiOpinioniiniGeneticsiandi
DevelopmentZL2012ZLffZLegmahk 4.9 25

22 StructuralLbasisLforLreceptorLrecognitionLbyLNewLWorldLhemorrhagicLfeverLarenavirusesbLNaturei
StructuraliandiMoleculariBiologyZL2010ZLekZLhglahh 17.6 105

21 TheLmonopolinLcomplexLcrosslinksLkinetochoreLcomponentsLtoLregulateLchromosomeamicrotubuleL
attachmentsbLCellZL2010ZLehfZLiijajk 56.2 99

20 StructureLofLtheLuTPabindingLdomainLofLPlasmodiumLfalciparumLHspmdbLProteins:iStructurexiFunctioni
andiBioinformaticsZL2010ZLklZLfkglahh 4.2 43
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19
HowLdoLtypeLIILtopoisomerasesLuseLuTPLhydrolysisLtoLsimplifyLxNuLtopologyLbeyondLequilibriumsL
InvestigatingLtheLrelaxationLreactionLofLnonsupercoilingLtypeLIILtopoisomerasesbLJournaliofi
MoleculariBiologyZL2009ZLgliZLegmkahdl

6.5 38

18 HoloenzymeLassemblyLandLuTPamediatedLconformationalLdynamicsLofLtopoisomeraseLVIbLNaturei
StructuraliandiMoleculariBiologyZL2007ZLehZLjeeam 17.6 64

17 StructureLofLMeeLnLuLmyxomaLvirusLstructuralLhomologLofLtheLapoptosisLinhibitorZLvclafbLProteini
ScienceZL2007ZLejZLjmiakdg 6.3 66

16 StructuralLbasisLforLtopoisomeraseLVILinhibitionLbyLtheLantiaHspmdLdrugLradicicolbLNucleiciAcidsi
ResearchZL2006ZLghZLhfjmakk 20.1 28

15 StructuralLandLcomputationalLcharacterizationLofLtheLSHVaeLbetaalactamaseabetaalactamaseL
inhibitorLproteinLinterfacebLJournaliofiBiologicaliChemistryZL2006ZLfleZLfjkhiaig 5.4 42

14 TheLstructuralLbasisLforLsubstrateLspecificityLinLxNuLtopoisomeraseLIVbLJournaliofiMoleculariBiologyZL
2005ZLgieZLihiaje 6.5 133

13 StructuralLdissectionLofLuTPLturnoverLinLtheLprototypicalLαHLLuTPaseLTopoVIbLStructureZL2005ZLegZLlkgalf5.2 63

12 TheLwaterminalLdomainLofLxNuLgyraseLuLadoptsLaLxNuabendingLbetaapinwheelLfoldbLProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZL2004ZLedeZLkfmgal 11.5 131

11 StructureZLmolecularLmechanismsZLandLevolutionaryLrelationshipsLinLxNuLtopoisomerasesbLAnnuali
ReviewiofiBiophysicsiandiBiomoleculariStructureZL2004ZLggZLmiaeel 333

10 StructureLofLtheLtopoisomeraseLVIavLsubunitnLimplicationsLforLtypeLIILtopoisomeraseLmechanismLandL
evolutionbLEMBOiJournalZL2003ZLffZLeieajg 13 82

9 ymergingLrolesLforLplantLtopoisomeraseLVIbLChemistryiandiBiologyZL2003ZLedZLedkaee 27

8
uLRhoalikeLsmallLαTPaseLofLyntamoebaLhistolyticaLcontainsLanLunusualLaminoLacidLresidueLinLaL
conservedLαxPastabilizationLregionLandLisLnotLaLsubstrateLforLwgLexoenzymebLExperimentali
ParasitologyZL2002ZLedeZLedkaed

2.1 13

7 TheLmanyLfacesLofLRasnLrecognitionLofLsmallLαTPabindingLproteinsbLTrendsiiniBiochemicaliSciencesZL
2001ZLfjZLkedaj 10.3 77

6 uLwytoskeletalLVortexLxrivesLPhageLNucleusLRotationLxuringLJumboLPhageLReplicationLinLybLcoli 2

5 uLcohesinaindependentLmechanismLmodulatesLrecombinationLactivityLalongLmeioticLchromosomes 2

4 StructureLofLZipfnSpoejZLaLconservedLXPznyRwwealikeLcomplexLcriticalLforLmeioticLcrossoverLformation 1

3 uLconservedLmechanismLforLmeioticLchromosomeLorganizationLthroughLselfaassemblyLofLaL
filamentousLchromosomeLaxisLcore 1

2 HORMuLdomainLproteinsLandLaLPchfalikeLuTPaseLregulateLbacterialLcαuSalikeLenzymesLtoLmediateL
bacteriophageLimmunity 2

(-2009)
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1 StructureLandLmechanismLofLaLcyclicLtrinucleotideaactivatedLbacterialLendonucleaseLmediatingL
bacteriophageLimmunity 3

Kevin D Corbett

6


