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Mapping of INS promoter interactions reveals its role in long-range regulation of SYT8 transcription. 8.2 55
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Dnmt3b. Genes and Development, 2008, 22, 2075-2084. )

Regulation of Chromatin Looping and Transcription by PRMT1 Mediated H4R3 Methylation.. Blood,
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Perturbation of nucleosome structure by the erythroid transcription factor GATA-1. Journal of
Molecular Biology, 1998, 279, 529-544.

The solution structure of a specific GAGA factora€“DNA complex reveals a modular binding mode. o7 108
Nature Structural Biology, 1997, 4, 122-132. )
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