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101 Substrate[sssistedLuatalysisLinLPolyketideLReductionLProceedsLviaLaLPhenolateLγntermediate]LCelld
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99 c[di[yMPLsignallingLandLtheLregulationLofLdevelopmentalLtransitionsLinLstreptomycetes]LNatured
ReviewsdMicrobiologyZL2015ZLceZLifk[hb 22.2 92
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97 TetramericLc[di[yMPLmediatesLeffectiveLtranscriptionLfactorLdimerizationLtoLcontrolLStreptomycesL
development]LCellZL2014ZLcgjZLcceh[ccfi 56.2 157

96 MulticellularLvevelopmentLinLStreptomycesL2014ZLfck[fej 24

95 ResponseLregulatorLheterodimerLformationLcontrolsLaLkeyLstageLinLStreptomycesLdevelopment]L
PLoSdGeneticsZL2014ZLcbZLecbbfggf 6 58

94 sLsporulation[specificZLsigx[dependentLproteinZLSspsZLaffectsLseptumLpositioningLinLStreptomycesL
coelicolor]LMoleculardMicrobiologyZL2014ZLkcZLehe[jb 4.1 7

93 wvolutionaryLrelationshipsLamongLactinophagesLandLaLputativeLadaptationLforLgrowthLinL
StreptomycesLspp]LJournaldofdBacteriologyZL2013ZLckgZLfkdf[eg 3.5 26

92 veterminationLofLphosphorylationLsitesLinLtheLvivγVsLcytoskeletalLproteinLofLStreptomycesL
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11.5 83
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74
sLsignalLtransductionLsystemLinLStreptomycesLcoelicolorLthatLactivatesLexpressionLofLaLputativeLcellL
wallLglycanLoperonLinLresponseLtoLvancomycinLandLotherLcellLwall[specificLantibiotics]LMoleculard
MicrobiologyZL2008ZLhkZLcbhk[cbhk

4.1 1
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72 xunctionLandLredundancyLofLtheLchaplinLcellLsurfaceLproteinsLinLaerialLhyphaLformationZLrodletL
assemblyZLandLviabilityLinLStreptomycesLcoelicolor]LJournaldofdBacteriologyZL2008ZLckbZLgjik[jk 3.5 50
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LipoproteinZLuses]LJournaldofdBacteriologyZL2008ZLckbZLhbei[hbei 3.5 78

70
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3.5 25
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68 VancomycinLresistanceLVanSaVanRLtwo[componentLsystems]LAdvancesdindExperimentaldMedicinedandd
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MoleculardMicrobiologyZL2007ZLhfZLhbd[ce 4.1 65
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65 vevsZLaLyntR[likeLtranscriptionalLregulatorLrequiredLforLdevelopmentLinLStreptomycesLcoelicolor]L
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TheLSaptLmorphogenLisLaLlantibiotic[likeLpeptideLderivedLfromLtheLproductLofLtheLdevelopmentalL
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UniteddStatesdofdAmericaZL2004ZLcbcZLccffj[ge
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52 TheLStreptomycesLcoelicolorLdevelopmentalLtranscriptionLfactorLsigmatldNLisLsynthesizedLasLaL
proprotein]LJournaldofdBacteriologyZL2003ZLcjgZLdeej[fg 3.5 22
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50 SpecializedLosmoticLstressLresponseLsystemsLinvolveLmultipleLSigt[likeLsigmaLfactorsLinL
StreptomycesLcoelicolor]LMoleculardMicrobiologyZL2003ZLfiZLhkk[icf 4.1 63
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urystallizationLandLpreliminaryLX[rayLstudiesLonLtheLputativeLdTvPLsugarLepimeraseLNovWLfromLtheL
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3

48 TheLRoleLofLzincLinLtheLdisulphideLstress[regulatedLanti[sigmaLfactorLRsrsLfromLStreptomycesL
coelicolor]LJournaldofdMoleculardBiologyZL2003ZLeeeZLfhc[id 6.5 94

47 Thiol[basedLregulatoryLswitches]LAnnualdReviewdofdGeneticsZL2003ZLeiZLkc[cdc 14.5 256

46 TheLchaplinslLaLfamilyLofLhydrophobicLcell[surfaceLproteinsLinvolvedLinLaerialLmyceliumLformationLinL
StreptomycesLcoelicolor]LGenesdanddDevelopmentZL2003ZLciZLcidi[fb 12.6 200

45
sLsignalLtransductionLsystemLinLStreptomycesLcoelicolorLthatLactivatesLtheLexpressionLofLaLputativeL
cellLwallLglycanLoperonLinLresponseLtoLvancomycinLandLotherLcellLwall[specificLantibiotics]LMoleculard
MicrobiologyZL2002ZLffZLcckk[cdcc

4.1 87

44
γdentificationLandLstructureLofLtheLanti[sigmaLfactor[bindingLdomainLofLtheLdisulphide[stressL
regulatedLsigmaLfactorLsigmaURVLfromLStreptomycesLcoelicolor]LJournaldofdMoleculardBiologyZL2002ZL
edeZLddg[eh

6.5 56

43 SensingLandLRespondingLtoLuellLwnvelopeLStressLinLStreptomycesLcoelicolor]]LNihondHosenkindGakkaid
Shid=dActinomycetologicaZL2002ZLchZLfc[fi

42 MutationalLanalysisLofLRsrsZLaLzinc[bindingLanti[sigmaLfactorLwithLaLthiol[disulphideLredoxLswitch]L
MoleculardMicrobiologyZL2001ZLekZLcbeh[fi 4.1 109

41 tldvLisLaLdirectLregulatorLofLkeyLdevelopmentalLgenesLinLStreptomycesLcoelicolorLseUdV]LMoleculard
MicrobiologyZL2001ZLfbZLdgi[hk 4.1 88

40 sLconnectionLbetweenLstressLandLdevelopmentLinLtheLmulticellularLprokaryoteLStreptomycesL
coelicolorLseUdV]LMoleculardMicrobiologyZL2001ZLfbZLjbf[cf 4.1 90

39 vefiningLtheLdisulphideLstressLresponseLinLStreptomycesLcoelicolorLseUdVlLidentificationLofLtheL
sigmaRLregulon]LMoleculardMicrobiologyZL2001ZLfdZLcbbi[db 4.1 159

38 vifferentLallelesLofLtheLresponseLregulatorLgeneLbldMLarrestLStreptomycesLcoelicolorLdevelopmentL
atLdistinctLstages]LMoleculardMicrobiologyZL2000ZLehZLcdhg[ij 4.1 63

37 yenerationLofLaLnon[sporulatingLstrainLofLStreptomycesLcoelicolorLseUdVLbyLtheLmanipulationLofLaL
developmentallyLcontrolledLftsZLpromoter]LMoleculardMicrobiologyZL2000ZLejZLiei[fk 4.1 76

36 γdentificationLandLcharacterizationLofLtheLmreLgeneLregionLofLStreptomycesLcoelicolorLseUdV]L
MoleculardGeneticsdanddGenomicsZL2000ZLdheZLcbge[hb 27

35 sigmaUtldNVZLanLextracytoplasmicLfunctionLRNsLpolymeraseLsigmaLfactorLrequiredLforLaerialL
myceliumLformationLinLStreptomycesLcoelicolorLseUdV]LJournaldofdBacteriologyZL2000ZLcjdZLfhbh[ch 3.5 113

34 WhivLandLWhitZLhomologousLproteinsLrequiredLforLdifferentLstagesLofLsporulationLinLStreptomycesL
coelicolorLseUdV]LJournaldofdBacteriologyZL2000ZLcjdZLcdjh[kg 3.5 83

33 wvidenceLthatLtheLextracytoplasmicLfunctionLsigmaLfactorLsigmawLisLrequiredLforLnormalLcellLwallL
structureLinLStreptomycesLcoelicolorLseUdV]LJournaldofdBacteriologyZL1999ZLcjcZLdbf[cc 3.5 325
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32 sLputativeLtwo[componentLsignalLtransductionLsystemLregulatesLsigmawZLaLsigmaLfactorLrequiredL
forLnormalLcellLwallLintegrityLinLStreptomycesLcoelicolorLseUdV]LMoleculardMicrobiologyZL1999ZLeeZLki[cbi 4.1 79

31 RsrsZLanLanti[sigmaLfactorLregulatedLbyLredoxLchange]LEMBOdJournalZL1999ZLcjZLfdkd[j 13 200

30 NewLsporulationLlociLinLStreptomycesLcoelicolorLseUdV]LJournaldofdBacteriologyZL1999ZLcjcZLgfck[dg 3.5 40

29 sigmaRZLanLRNsLpolymeraseLsigmaLfactorLthatLmodulatesLexpressionLofLtheLthioredoxinLsystemLinL
responseLtoLoxidativeLstressLinLStreptomycesLcoelicolorLseUdV]LEMBOdJournalZL1998ZLciZLgiih[jd 13 169

28 sLdevelopmentallyLregulatedLgeneLencodingLaLrepressor[likeLproteinLisLessentialLforLsporulationLinL
StreptomycesLcoelicolorLseUdV]LMoleculardMicrobiologyZL1998ZLdkZLefe[gi 4.1 89

27 TheLStreptomycesLcoelicolorLsporulation[specificLsigmaLWhiyLformLofLRNsLpolymeraseLtranscribesL
aLgeneLencodingLaLProX[likeLproteinLthatLisLdispensableLforLsporulation]LGeneZL1998ZLdcdZLcei[fh 3.8 28

26 γnitiationLofLaerialLmyceliumLformationLinLStreptomyces]LCurrentdOpiniondindMicrobiologyZL1998ZLcZLhgh[hd7.9 92

25 SpecificLpeptide[activatedLproteolyticLcleavageLofLwscherichiaLcoliLelongationLfactorLTu]LProceedingsd
ofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaZL1998ZLkgZLdjkc[g 11.5 39

24 vevelopmentalLregulationLofLtranscriptionLofLwhiwZLaLlocusLspecifyingLtheLpolyketideLsporeLpigmentL
inLStreptomycesLcoelicolorLseLUdV]LJournaldofdBacteriologyZL1998ZLcjbZLdgcg[dc 3.5 112

23 uharacterizationLofLtheLrpouLgeneLofLStreptomycesLcoelicolorLseUdVLandLitsLuseLtoLdevelopLaLsimpleL
andLrapidLmethodLforLtheLpurificationLofLRNsLpolymerase]LGeneZL1997ZLckhZLec[fd 3.8 14

22 Sigma[wLisLrequiredLforLtheLproductionLofLtheLantibioticLactinomycinLinLStreptomycesLantibioticus]L
MoleculardMicrobiologyZL1997ZLdeZLchk[ij 4.1 39

21
TheLpositionsLofLtheLsigma[factorLgenesZLwhiyLandLsigxZLinLtheLhierarchyLcontrollingLtheL
developmentLofLsporeLchainsLinLtheLaerialLhyphaeLofLStreptomycesLcoelicolorLseUdV]LMoleculard
MicrobiologyZL1996ZLdcZLgke[hbe

4.1 97

20 sLnewLRNsLpolymeraseLsigmaLfactorZLsigmaLxZLisLrequiredLforLtheLlateLstagesLofLmorphologicalL
differentiationLinLStreptomycesLspp]LMoleculardMicrobiologyZL1995ZLciZLei[fj 4.1 102

19 veletionLofLvNsLlyingLcloseLtoLtheLglksLlocusLinducesLectopicLsporulationLinLStreptomycesL
coelicolorLseUdV]LMoleculardMicrobiologyZL1995ZLciZLddc[eb 4.1 31

18 ylucoseLrepressionLinLStreptomycesLcoelicolorLseUdVlLaLlikelyLregulatoryLroleLforLglucoseLkinase]L
MoleculardGeneticsdanddGenomicsZL1994ZLdffZLceg[fe 92

17
snalysisLofLtheLStreptomycesLcoelicolorLsigwLgeneLrevealsLtheLexistenceLofLaLsubfamilyLofL
eubacterialLRNsLpolymeraseLsigmaLfactorsLinvolvedLinLtheLregulationLofLextracytoplasmicLfunctions]L
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaZL1994ZLkcZLigie[i

11.5 441

16 yeneticLanalysisLofLtheLphiLuec[specificLphageLgrowthLlimitationLUPglVLsystemLofLStreptomycesL
coelicolorLseUdV]LMoleculardMicrobiologyZL1993ZLiZLedk[eh 4.1 20

15 TwoLpromotersLforLtheLwhitLsporulationLgeneLofLStreptomycesLcoelicolorLseUdVLandLtheirLactivitiesL
inLrelationLtoLdevelopment]LJournaldofdBacteriologyZL1992ZLcifZLhdcg[db 3.5 33
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14
uonstructionLandLcharacterizationLofLStreptomycesLcoelicolorLseUdVLmutantsLthatLareLmultiplyL
deficientLinLtheLnonessentialLhrd[encodedLRNsLpolymeraseLsigmaLfactors]LJournaldofdBacteriologyZL
1992ZLcifZLgchg[i

3.5 44

13 γsolationLandLcharacterizationLofLtheLmajorLvegetativeLRNsLpolymeraseLofLStreptomycesLcoelicolorL
seUdVmLrenaturationLofLaLsigmaLsubunitLusingLyrowL]LMoleculardMicrobiologyZL1992ZLhZLccee[k 4.1 78

12 uharacterizationLofLaLgeneLconferringLbialaphosLresistanceLinLStreptomycesLcoelicolorLseUdV]LGeneZL
1991ZLcbfZLek[fg 3.8 18
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