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Transcriptome analysis of distinct Lindera glauca tissues revealed the differences in the unigenes

related to terpenoid biosynthesis. Gene, 2015, 559, 22-30.

Populus euphratica WRKY1 binds the promoter of H+-ATPase gene to enhance gene expression and salt
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Transcriptomic analysis revealed the mechanism of oil dynamic accumulation during developing
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during mesocarp and kernel development. BMC Plant Biology, 2018, 18, 21.
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Comparative study on antioxidative system in normal and vitrified shoots of Populus suaveolens in
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<i>Vernonia amygdalina</i> leaves. Peer), 2021, 9, e11239.

Genome-wide characterization of the NUCLEAR FACTOR-Y (NF-Y) family in Citrus grandis identified

CgNF-YB9 involved in the fructose and glucose accumulation. Genes and Genomics, 2019, 41, 1341-1355. L4 8

Metabolite analysis in Nymphaea 4€ Blue Birda€™ petals reveal the roles of flavonoids in color formation,
stress amelioration, and bee orientation. Plant Science, 2021, 312, 111025.

Characterization of the Key Bibenzyl Synthase in Dendrobium sinense. International Journal of a1 6
Molecular Sciences, 2022, 23, 6780. ’

One rapid and efficient method for isolation of total RNA from shoots regenerated in vitro of
populus suaveolens. Forestry Studies in China, 2004, 6, 18-21.

Identification of CpTl gene integration for 2-year-old transgenic poplars at DNA level. Forestry Studies 0.4 5
in China, 2004, 6, 15-19. )

Transcriptome Analysis Reveals the Senescence Process Controlling the Flower Opening and Closure

Rhythm in the Waterlilies (Nymphaea L.). Frontiers in Plant Science, 2021, 12, 701633. 3.6 >
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