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29 Single Agent and Synergistic Activity of Maritoclax with ABT-263 in Nasopharyngeal Carcinoma (NPC)
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30 MAPK pathway mutations in head and neck cancer affect immune microenvironments and ErbB3
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methyltransferase 1 (DNMT1)/Wnt inhibitory factor 1 (WIF1) axis. Phytomedicine, 2019, 63, 153058. 2.3 19
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cancer metastasis in nasopharyngeal carcinoma. Oncogene, 2019, 38, 4669-4684. 2.6 40



4

Kwok-Wai Lo

# Article IF Citations

37
Reactivation of Epsteinâ€“Barr virus by a dual-responsive fluorescent EBNA1-targeting agent with Zn
<sup>2+</sup> -chelating function. Proceedings of the National Academy of Sciences of the United
States of America, 2019, 116, 26614-26624.

3.3 22

38
Autophagy-Dependent Reactivation of Epstein-Barr Virus Lytic Cycle and Combinatorial Effects of
Autophagy-Dependent and Independent Lytic Inducers in Nasopharyngeal Carcinoma. Cancers, 2019, 11,
1871.

1.7 9

39 Genomic profiles of nasopharyngeal carcinoma: The importance of histological subtyping and
Epsteinâ€•Barr virus in situ assays. Cancer, 2018, 124, 434-435. 2.0 2

40 EBVâ€•encoded miRNAs target ATMâ€•mediated response in nasopharyngeal carcinoma. Journal of Pathology,
2018, 244, 394-407. 2.1 44

41
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Activation of the <scp>FGFR1</scp> signalling pathway by the Epsteinâ€“Barr virusâ€•encoded
<scp>LMP1</scp> promotes aerobic glycolysis and transformation of human nasopharyngeal epithelial
cells. Journal of Pathology, 2015, 237, 238-248.

2.1 94

66
Therapeutic targeting of CBP/Î²-catenin signaling reduces cancer stem-like population and
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