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HMGB1 Protein Interactions in Prostate and Ovary Cancer Models Reveal Links to RNA Processing and
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Proteomic navigation using proximity-labeling. Methods, 2019, 164-165, 67-72. 3.8 6
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UTX-mediated enhancer and chromatin remodeling suppresses myeloid leukemogenesis through
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Integrative epigenomics, transcriptomics and proteomics of patient chondrocytes reveal genes and

pathways involved in osteoarthritis. Scientific Reports, 2017, 7, 8935.
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