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k Paper IF Citations

114 SuperLinteractiveLpromotersLprovideLinsightLintoLcellLtypeaspecificLregulatoryLnetworksLinLbloodL
lineageLcellLtypesbbLPLoShGeneticsYL2022YLelYLeeddmmlh 6 0

113 MappingLchromatinLloopsLinLsingleLcellsbbLTrendshinhGeneticsYL2022YL 8.5 1

112 xNuLMethylationLβmputationLucrossLPlatformsbbLMethodshinhMolecularhBiologyYL2022YLfhgfYLegkaeie 1.4

111 MultiaancestryLgeneticLstudyLofLtypeLfLdiabetesLhighlightsLtheLpowerLofLdiverseLpopulationsLforL
discoveryLandLtranslationbbLNaturehGeneticsYL2022YL 36.3 7

110  aseousLairLpollutantsLandLxNuLmethylationLinLaLmethylomeawideLassociationLstudyLofLanLethnicallyL
andLenvironmentallyLdiverseLpopulationLofLUbSbLadultsbbLEnvironmentalhResearchYL2022YLfefYLeeggjd 7.9 0

109 SolubleLUrokinaseLPlasminogenLuctivatorLReceptornL eneticLVariationLandLwardiovascularLxiseaseL
RiskLinLvlacksbLCirculationhGenomichandhPrecisionhMedicineYL2021YLwβRw yNefeddghfe 5.2 1

108 wUynLwp LimpUtationLensembleLforLxNuLmethylationLlevelsLacrossLtheLhumanLmethylationhidL
TαMhidULandLyPβwLTαMlidULveadwhipLplatformsbLEpigeneticsYL2021YLejYLliealje 5.7 0

107 xiscoveryLandLfineamappingLofLheightLlociLviaLhighadensityLimputationLofL WuSsLinLindividualsLofL
ufricanLancestrybLAmericanhJournalhofhHumanhGeneticsYL2021YLedlYLijhailf 11 7

106 TheLtransaancestralLgenomicLarchitectureLofLglycemicLtraitsbLNaturehGeneticsYL2021YLigYLlhdaljd 36.3 44

105 NeuronalLandLglialLgxLchromatinLarchitectureLinformsLtheLcellularLetiologyLofLbrainLdisordersbL
NaturehCommunicationsYL2021YLefYLgmjl 17.4 2

104 ypigenomeawideLassociationLstudyLofLdietLqualityLinLtheLWomenSsLαealthLβnitiativeLandLTwinsUKL
cohortbLInternationalhJournalhofhEpidemiologyYL2021YLidYLjkiajlh 7.8 8

103 WholeLgenomeLsequenceLanalysesLofLe zRLinLfgYkgfLpeopleLrepresentingLmultipleLancestriesLinLtheL
NαLvβLtransaomicsLforLprecisionLmedicineLTTOPMedULconsortiumbLEBioMedicineYL2021YLjgYLedgeik 8.8 3

102 zβRycallernLxetectingLfrequentlyLinteractingLregionsLfromLαiawLdatabLComputationalhandhStructuralh
BiotechnologyhJournalYL2021YLemYLgiiagjf 6.8 13

101 αiwauwTnLimprovedLdetectionLofLchromatinLinteractionsLfromLαiawLdataLviaLaggregatedLwauchyLtestbL
AmericanhJournalhofhHumanhGeneticsYL2021YLedlYLfikafjl 11 3

100
ypigeneticallyLmediatedLelectrocardiographicLmanifestationsLofLsubachronicLexposuresLtoLambientL
particulateLmatterLairLpollutionLinLtheLWomenSsLαealthLβnitiativeLandLutherosclerosisLRiskLinL
wommunitiesLStudybLEnvironmentalhResearchYL2021YLemlYLeeefee

7.9

99 zunctionalLcoordinationLofLnonamyocytesLplaysLaLkeyLroleLinLadultLzebrafishLheartLregenerationbL
EMBOhReportsYL2021YLffYLeifmde 6.5 1

98 RobustLαiawLMapsLofLynhanceraPromoterLβnteractionsLRevealLtheLzunctionLofLNonacodingL enomeL
inLNeuralLxevelopmentLandLxiseasesbLMolecularhCellYL2020YLkmYLifeaighbeei 17.6 38
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97
 enomeaWideLussociationLofLKidneyLTraitsLinLαispanicscLatinosLUsingLxenseLβmputedL
Wholea enomeLSequencingLxatanLTheLαispanicLwommunityLαealthLStudycStudyLofLLatinosbL
CirculationhGenomichandhPrecisionhMedicineYL2020YLegYLeddflme

5.2 1

96 ullelicLαeterogeneityLatLtheLwRPLLocusLβdentifiedLbyLWholea enomeLSequencingLinLMultiaancestryL
wohortsbLAmericanhJournalhofhHumanhGeneticsYL2020YLedjYLeefaefd 11 2

95 SMuRTaQn´ LunLβntegrativeLPipelineLQuantifyingLwellLTypeaSpecificLRNuLTranscriptionbLPLoShONEYL
2020YLeiYLedfflkjd 3.7 2

94 STyPSnLanLefficientLprospectiveLlikelihoodLapproachLtoLgeneticLassociationLanalysesLofLsecondaryL
traitsLinLextremeLphenotypeLsequencingbLBiostatisticsYL2020YLfeYLggahm 3.7 2

93
LeukocyteLTraitsLandLyxposureLtoLumbientLParticulateLMatterLuirLPollutionLinLtheLWomenSsLαealthL
βnitiativeLandLutherosclerosisLRiskLinLwommunitiesLStudybLEnvironmentalhHealthhPerspectivesYL2020YL
eflYLekddh

8.4 11

92 TheLPolygenicLandLMonogenicLvasisLofLvloodLTraitsLandLxiseasesbLCellYL2020YLelfYLefehaefgebeee 56.2 96

91 wellatypeaspecificLgxLepigenomesLinLtheLdevelopingLhumanLcortexbLNatureYL2020YLilkYLjhhajhm 50.4 37

90 wommonLgeneticLriskLvariantsLidentifiedLinLtheLSPuRKLcohortLsupportLxxαxfLasLaLcandidateLriskL
geneLforLautismbLTranslationalhPsychiatryYL2020YLedYLfji 8.6 19

89 TransaethnicLandLuncestryaSpecificLvloodawellL eneticsLinLkhjYjjkLβndividualsLfromLiL lobalL
PopulationsbLCellYL2020YLelfYLeemlaefegbeeh 56.2 88

88 udiponectinL WuSLlociLharboringLextensiveLallelicLheterogeneityLexhibitLdistinctLmolecularL
consequencesbLPLoShGeneticsYL2020YLejYLeeddmdem 6 3

87 ugearelatedLxNuLhydroxymethylationLisLenrichedLforLgeneLexpressionLandLimmuneLsystemL
processesLinLhumanLperipheralLbloodbLEpigeneticsYL2020YLeiYLfmhagdj 5.7 3

86 βncreasedLburdenLofLultraarareLstructuralLvariantsLlocalizingLtoLboundariesLofLtopologicallyL
associatedLdomainsLinLschizophreniabLNaturehCommunicationsYL2020YLeeYLelhf 17.4 22

85 TheLcircadianLclockLshapesLtheLsLtranscriptomeLbyLregulatingLalternativeLsplicingLandLalternativeL
polyadenylationbLJournalhofhBiologicalhChemistryYL2020YLfmiYLkjdlakjem 5.4 12

84 SMuRTaQnLunLβntegrativeLPipelineLQuantifyingLwellLTypeaSpecificLRNuLTranscriptionL2020YLeiYLedfflkjd

83 SMuRTaQnLunLβntegrativeLPipelineLQuantifyingLwellLTypeaSpecificLRNuLTranscriptionL2020YLeiYLedfflkjd

82 SMuRTaQnLunLβntegrativeLPipelineLQuantifyingLwellLTypeaSpecificLRNuLTranscriptionL2020YLeiYLedfflkjd

81 SMuRTaQnLunLβntegrativeLPipelineLQuantifyingLwellLTypeaSpecificLRNuLTranscriptionL2020YLeiYLedfflkjd

80 OptimismLisLnotLassociatedLwithLtwoLindicatorsLofLxNuLmethylationLagingbLAgingYL2019YLeeYLhmkdahmlm 5.6 5

(2019-2020)
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79 MultiancestryL enomeaWideLussociationLStudyLofLLipidLLevelsLβncorporatingL eneaulcoholL
βnteractionsbLAmericanhJournalhofhEpidemiologyYL2019YLellYLedggaedih 3.8 39

78 MethylomeawideLassociationLstudyLprovidesLevidenceLofLparticulateLmatterLairLpollutionaassociatedL
xNuLmethylationbLEnvironmenthInternationalYL2019YLegfYLedhkfg 12.9 35

77 xNuLmethylationL rimugeLstronglyLpredictsLlifespanLandLhealthspanbLAgingYL2019YLeeYLgdgagfk 5.6 424

76 MuPSnLModelabasedLanalysisLofLlongarangeLchromatinLinteractionsLfromLPLuwaseqLandLαiwhβPL
experimentsbLPLoShComputationalhBiologyYL2019YLeiYLeeddjmlf 5 45

75 SingleawellLαeterogeneityLunalysisLandLwRβSPRLScreenLβdentifyLKeyL˛†awellaSpecificLxiseaseL enesbL
CellhReportsYL2019YLfjYLgegfagehhbek 10.6 38

74 uLmultiaancestryLgenomeawideLstudyLincorporatingLgeneasmokingLinteractionsLidentifiesLmultipleL
newLlociLforLpulseLpressureLandLmeanLarterialLpressurebLHumanhMolecularhGeneticsYL2019YLflYLfjeiafjgg 5.6 14

73 MultiaancestryLgenomeawideLgeneasmokingLinteractionLstudyLofLglkYfkfLindividualsLidentifiesLnewL
lociLassociatedLwithLserumLlipidsbLNaturehGeneticsYL2019YLieYLjgjajhl 36.3 59

72 vloodLLeukocyteLxNuLMethylationLPredictsLRiskLofLzutureLMyocardialLβnfarctionLandLworonaryL
αeartLxiseasebLCirculationYL2019YLehdYLjhiajik 16.7 65

71 NonacodingLvariabilityLatLtheLuPOyLlocusLcontributesLtoLtheLulzheimerSsLriskbLNatureh
CommunicationsYL2019YLedYLgged 17.4 42

70 MappingLcisaregulatoryLchromatinLcontactsLinLneuralLcellsLlinksLneuropsychiatricLdisorderLriskL
variantsLtoLtargetLgenesbLNaturehGeneticsYL2019YLieYLefifaefjf 36.3 68

69 xNuLmethylationabasedLestimatorLofLtelomereLlengthbLAgingYL2019YLeeYLilmiaimfg 5.6 69

68 wommonLxNuLsequenceLvariationLinfluencesLgadimensionalLconformationLofLtheLhumanLgenomebL
GenomehBiologyYL2019YLfdYLfii 18.3 36

67 SuzyaclusteringnLSingleacellLuggregatedLTfromLynsembleULclusteringLforLsingleacellLRNuaseqLdatabL
BioinformaticsYL2019YLgiYLefjmaefkk 7.2 54

66  enomeawideLassociationLstudyLandLmetaaanalysisLidentifyLlociLassociatedLwithLventricularLandL
supraventricularLectopybLScientifichReportsYL2018YLlYLijki 4.9 1

65
βdentificationLofLgeneticLriskLfactorsLinLtheLwhineseLpopulationLimplicatesLaLroleLofLimmuneLsystemL
inLulzheimerSsLdiseaseLpathogenesisbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaYL2018YLeeiYLejmkaekdj

11.5 40

64 uLLargeaScaleLMultiaancestryL enomeawideLStudyLuccountingLforLSmokingLvehaviorLβdentifiesL
MultipleLSignificantLLociLforLvloodLPressurebLAmericanhJournalhofhHumanhGeneticsYL2018YLedfYLgkiahdd 11 59

63 OnLtheLsubstructureLcontrolsLinLrareLvariantLanalysisnLPrincipalLcomponentsLorLvarianceL
componentssbLGenetichEpidemiologyYL2018YLhfYLfkjaflk 2.6 5

62
 enomeawideLassociationLstudyLofLhomocysteineLinLufricanLumericansLfromLtheLJacksonLαeartL
StudyYLtheLMultiaythnicLStudyLofLutherosclerosisYLandLtheLworonaryLurteryLRiskLinLYoungLudultsL
studybLJournalhofhHumanhGeneticsYL2018YLjgYLgfkaggk

4.3 5
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61 xNuLMethylationLSignaturesLofLxepressiveLSymptomsLinLMiddleaagedLandLylderlyLPersonsnL
MetaaanalysisLofLMultiethnicLypigenomeawideLStudiesbLJAMAhPsychiatryYL2018YLkiYLmhmamim 14.5 51

60 MultiethnicLmetaaanalysisLidentifiesLancestryaspecificLandLcrossaancestryLlociLforLpulmonaryL
functionbLNaturehCommunicationsYL2018YLmYLfmkj 17.4 45

59 wommonL˛–aglobinLvariantsLmodifyLhematologicLandLotherLclinicalLphenotypesLinLsickleLcellLtraitLandL
diseasebLPLoShGeneticsYL2018YLehYLeeddkfmg 6 25

58 NovelLgeneticLassociationsLforLbloodLpressureLidentifiedLviaLgeneaalcoholLinteractionLinLupLtoLikdKL
individualsLacrossLmultipleLancestriesbLPLoShONEYL2018YLegYLedemlejj 3.7 31

57 ypigeneticLclockLforLskinLandLbloodLcellsLappliedLtoLαutchinsonL ilfordLProgeriaLSyndromeLandL
studiesbLAgingYL2018YLedYLekilaekki 5.6 187

56 MultiancestryLgenomeawideLassociationLstudyLofLifdYdddLsubjectsLidentifiesLgfLlociLassociatedLwithL
strokeLandLstrokeLsubtypesbLNaturehGeneticsYL2018YLidYLifhaigk 36.3 536

55 uLrobustLandLpowerfulLtwoastepLtestingLprocedureLforLlocalLancestryLadjustedLallelicLassociationL
analysisLinLadmixedLpopulationsbLGenetichEpidemiologyYL2018YLhfYLfllagdf 2.6 8

54 unLepigeneticLbiomarkerLofLagingLforLlifespanLandLhealthspanbLAgingYL2018YLedYLikgaime 5.6 658

53 TheLgxL enomeLvrowsernLaLwebabasedLbrowserLforLvisualizingLgxLgenomeLorganizationLandL
longarangeLchromatinLinteractionsbLGenomehBiologyYL2018YLemYLeie 18.3 226

52 unalysisLofLgeneticLandLnongeneticLfactorsLinfluencingLtriglyceridesaloweringLdrugLeffectsLbasedLonL
pairedLobservationsbLBMChProceedingsYL2018YLefYLhj 2.3 3

51  eneLregulationLinLtheLgxLgenomebLHumanhMolecularhGeneticsYL2018YLfkYLRfflaRfgg 5.6 26

50
uLgenomeawideLinteractionLanalysisLofLtricyclicctetracyclicLantidepressantsLandLRRLandLQTLintervalsnL
aLpharmacogenomicsLstudyLfromLtheLwohortsLforLαeartLandLugingLResearchLinL enomicL
ypidemiologyLTwαuR yULconsortiumbLJournalhofhMedicalhGeneticsYL2017YLihYLgegagfg

5.8 5

49 MultiethnicLgenomeawideLmetaaanalysisLofLectopicLfatLdepotsLidentifiesLlociLassociatedLwithL
adipocyteLdevelopmentLandLdifferentiationbLNaturehGeneticsYL2017YLhmYLefiaegd 36.3 80

48  eneticLlociLassociatedLwithLheartLrateLvariabilityLandLtheirLeffectsLonLcardiacLdiseaseLriskbLNatureh
CommunicationsYL2017YLlYLeildi 17.4 50

47  enomeawideLassociationLstudyLofLheartLrateLandLitsLvariabilityLinLαispaniccLatinoLcohortsbLHearth
RhythmYL2017YLehYLejkiaejlh 6.7 11

46 αU βnnLαiawLUnifyingL enomicLβnterrogatorbLBioinformaticsYL2017YLggYLgkmgagkmi 7.2 41

45  enomicLanalysisLofLoesophagealLsquamousacellLcarcinomaLidentifiesLalcoholLdrinkingarelatedL
mutationLsignatureLandLgenomicLalterationsbLNaturehCommunicationsYL2017YLlYLeifmd 17.4 109

44 LuβTnLaLlocalLancestryLinferenceLtoolkitbLBMChGeneticsYL2017YLelYLlg 2.6 5

(2017-2018)
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43  enomeawideLussociationLStudyLofLSusceptibilityLtoLParticulateLMatteraussociatedLQTL
ProlongationbLEnvironmentalhHealthhPerspectivesYL2017YLefiYLdjkddf 8.4 5

42
xaximerLinLufricanLumericansnLWholeL enomeLSequenceLunalysisLandLRelationshipLtoL
wardiovascularLxiseaseLRiskLinLtheLJacksonLαeartLStudybLArteriosclerosisuhThrombosisuhandhVascularh
BiologyYL2017YLgkYLfffdafffk

9.4 22

41 aancestryLzineLMappingLandLMolecularLussaysLβdentifyLRegulatoryLVariantsLatLtheLαxLawL WuSL
LocusbLG3:hGenesuhGenomesuhGeneticsYL2017YLkYLgfekagffk 3.2 14

40 xNuLMethylationLunalysisLβdentifiesLLociLforLvloodLPressureLRegulationbLAmericanhJournalhofhHumanh
GeneticsYL2017YLedeYLlllamdf 11 83

39  eneticLarchitectureLofLlipidLtraitsLinLtheLαispanicLcommunityLhealthLstudycstudyLofLLatinosbLLipidshinh
HealthhandhDiseaseYL2017YLejYLfdd 4.4 11

38
xiscoveryLandLfineamappingLofLadiposityLlociLusingLhighLdensityLimputationLofLgenomeawideL
associationLstudiesLinLindividualsLofLufricanLancestrynLufricanLuncestryLunthropometryL eneticsL
wonsortiumbLPLoShGeneticsYL2017YLegYLeeddjkem

6 60

37  enomeawideLassociationLstudyLofLredLbloodLcellLtraitsLinLαispanicscLatinosnLTheLαispanicL
wommunityLαealthLStudycStudyLofLLatinosbLPLoShGeneticsYL2017YLegYLeeddjkjd 6 38

36 uLSNPLpanelLandLonlineLtoolLforLcheckingLgenotypeLconcordanceLthroughLcomparingLQRLcodesbL
PLoShONEYL2017YLefYLedelfhgl 3.7 1

35 MetaaanalysisLofLlipidatraitsLinLαispanicsLidentifiesLnovelLlociYLpopulationaspecificLeffectsYLandL
tissueaspecificLenrichmentLofLeQTLsbLScientifichReportsYL2016YLjYLemhfm 4.9 51

34 uLwompendiumLofLwhromatinLwontactLMapsLRevealsLSpatiallyLuctiveLRegionsLinLtheLαumanL enomebL
CellhReportsYL2016YLekYLfdhfafdim 10.6 453

33 ussessingLtheLwumulativeLwontributionLofLNewLandLystablishedLwommonL eneticLRiskLzactorsLtoL
yarlyaOnsetLProstateLwancerbLCancerhEpidemiologyhBiomarkershandhPreventionYL2016YLfiYLkjjakf 4 3

32 MetaaanalysisLofLwomplexLxiseasesLatL eneLLevelLwithL eneralizedLzunctionalLLinearLModelsbL
GeneticsYL2016YLfdfYLhikakd 4 13

31 ucrossaPlatformLβmputationLofLxNuLMethylationLLevelsLβncorporatingLNonlocalLβnformationLUsingL
PenalizedLzunctionalLRegressionbLGenetichEpidemiologyYL2016YLhdYLgggahd 2.6 8

30 MetaaanalysisLofLhmLihmLindividualsLimputedLwithLtheLedddL enomesLProjectLrevealsLanLexonicL
damagingLvariantLinLuN PTLhLdeterminingLfastingLT LlevelsbLJournalhofhMedicalhGeneticsYL2016YLigYLhheam5.8 27

29 ylevatedLxadimerLlevelsLinLufricanLumericansLwithLsickleLcellLtraitbLBloodYL2016YLefkYLffjeag 2.2 24

28 VariantLNearLz ziLαasLStrongerLyffectsLonLvloodLPressureLinLwhineseLWithLaLαigherLvodyLMassL
βndexbLAmericanhJournalhofhHypertensionYL2015YLflYLedgeak 2.3 10

27 ypigenomeawideLassociationLstudyLTyWuSULofLvMβYLvMβLchangeLandLwaistLcircumferenceLinLufricanL
umericanLadultsLidentifiesLmultipleLreplicatedLlocibLHumanhMolecularhGeneticsYL2015YLfhYLhhjhakm 5.6 219

26 LeveragingLMultiaethnicLyvidenceLforLMappingLwomplexLTraitsLinLMinorityLPopulationsnLunLympiricalL
vayesLupproachbLAmericanhJournalhofhHumanhGeneticsYL2015YLmjYLkhdaif 11 11
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25 RemovingLreferenceLmappingLbiasesLusingLlimitedLorLnoLgenotypeLdataLidentifiesLallelicLdifferencesL
inLproteinLbindingLatLdiseaseaassociatedLlocibLBMChMedicalhGenomicsYL2015YLlYLhg 3.7 9

24  eneLLevelLMetaaunalysisLofLQuantitativeLTraitsLbyLzunctionalLLinearLModelsbLGeneticsYL2015YLfddYLedlmaedh4 24

23  enomeLofLTheLNetherlandsLpopulationaspecificLimputationsLidentifyLanLuvwujLvariantLassociatedL
withLcholesterolLlevelsbLNaturehCommunicationsYL2015YLjYLjdji 17.4 32

22  enomeaLandLexomeawideLassociationLstudyLofLserumLlipoproteinLTaULinLtheLJacksonLαeartLStudybL
JournalhofhHumanhGeneticsYL2015YLjdYLkiiaje 4.3 35

21 zineLmappingLtheLregionLrevealsLaLcommonLintronicLinsertionLassociatedLtoLαxLawbLNpjhAginghandh
MechanismshofhDiseaseYL2015YLeYLeidee 5.5 5

20 SVSβnLfastLandLpowerfulLsetavaluedLsystemLidentificationLapproachLtoLidentifyingLrareLvariantsLinL
sequencingLstudiesLforLorderedLcategoricalLtraitsbLAnnalshofhHumanhGeneticsYL2015YLkmYLfmhagdm 2.2 5

19
RelativelyLSmallLwontributionLofLMethylationLandL enomicLwopyLNumberLuberrationLtoLtheL
uberrantLyxpressionLofLβnflammationaRelatedL enesLinLαvVaRelatedLαepatocellularLwarcinomabL
PLoShONEYL2015YLedYLedefjlgj

3.7 1

18
OneLSizeLxoesnStLzitLullLaLRefyditornLvuildingLPersonalizedLxiploidLReferenceL enomeLtoLβmproveL
ReadLMappingLandL enotypeLwallingLinLNextL enerationLSequencingLStudiesbLPLoShComputationalh
BiologyYL2015YLeeYLeeddhhhl

5 6

17 LikelihoodabasedLcomplexLtraitLassociationLtestingLforLarbitraryLdepthLsequencingLdatabL
BioinformaticsYL2015YLgeYLfmiiajf 7.2 2

16
βntegrativeLanalysisLofLsequencingLandLarrayLgenotypeLdataLforLdiscoveringLdiseaseLassociationsL
withLrareLmutationsbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica
YL2015YLeefYLedemafh

11.5 12

15 RareLvariantLtestingLacrossLmethodsLandLthresholdsLusingLtheLmultiakernelLsequenceLkernelL
associationLtestLTMKaSKuTUbLStatisticshandhItshInterfaceYL2015YLlYLhmiaidi 0.4 8

14 WholeaexomeLsequencingLidentifiesLrareLandLlowafrequencyLcodingLvariantsLassociatedLwithLLxLL
cholesterolbLAmericanhJournalhofhHumanhGeneticsYL2014YLmhYLfggahi 11 170

13  enomeawideLassociationLanalysisLidentifiesLsixLnewLlociLassociatedLwithLforcedLvitalLcapacitybL
NaturehGeneticsYL2014YLhjYLjjmakk 36.3 104

12 uccurateLinferenceLofLlocalLphasedLancestryLofLmodernLadmixedLpopulationsbLScientifichReportsYL
2014YLhYLildd 4.9 9

11  enomeawideLassociationLscanLforLvariantsLassociatedLwithLearlyaonsetLprostateLcancerbLPLoShONEYL
2014YLmYLemghgj 3.7 19

10 T zvβLT˛†β aαgULisLaLdiabetesariskLgeneLbasedLonLmouseLandLhumanLgeneticLstudiesbLHumanh
MolecularhGeneticsYL2014YLfgYLhimkajee 5.6 19

9 ussociationLstudiesLwithLimputedLvariantsLusingLexpectationamaximizationLlikelihoodaratioLtestsbL
PLoShONEYL2014YLmYLeeedjkm 3.7 1

8 SingleLNucleotideLPolymorphismLTSNPULxetectionLandL enotypeLwallingLfromLMassivelyLParallelL
SequencingLTMPSULxatabLStatisticshinhBiosciencesYL2013YLiYLgafi 1.5 14

(2013-2015)
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7 TestingLgeneticLassociationLwithLrareLvariantsLinLadmixedLpopulationsbLGenetichEpidemiologyYL2013YL
gkYLglahk 2.6 8

6
βmputationLofLexomeLsequenceLvariantsLintoLpopulationaLbasedLsamplesLandL
bloodacellatraitaassociatedLlociLinLufricanLumericansnLNαLvβL OLyxomeLSequencingLProjectbL
AmericanhJournalhofhHumanhGeneticsYL2012YLmeYLkmhaldl

11 103

5 unLabundanceLofLrareLfunctionalLvariantsLinLfdfLdrugLtargetLgenesLsequencedLinLehYddfLpeoplebL
ScienceYL2012YLggkYLeddah 33.3 523

4 RareavariantLassociationLtestingLforLsequencingLdataLwithLtheLsequenceLkernelLassociationLtestbL
AmericanhJournalhofhHumanhGeneticsYL2011YLlmYLlfamg 11 1573

3 LowacoverageLsequencingnLimplicationsLforLdesignLofLcomplexLtraitLassociationLstudiesbLGenomeh
ResearchYL2011YLfeYLmhdaie 9.7 231

2 ToLidentifyLassociationsLwithLrareLvariantsYLjustLWαaβTnLWeightedLhaplotypeLandLimputationabasedL
testsbLAmericanhJournalhofhHumanhGeneticsYL2010YLlkYLkflagi 11 78

1 MawαnLusingLsequenceLandLgenotypeLdataLtoLestimateLhaplotypesLandLunobservedLgenotypesbL
GenetichEpidemiologyYL2010YLghYLlejagh 2.6 1535
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