39

papers

39

all docs

394421

1,573 19
citations h-index
39 39
docs citations times ranked

315739
38

g-index

2630

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Prenatal stress enhances atherosclerosis and telomere shortening in ApoE Rnockout mouse
offspring. American Journal of Physiology - Regulatory Integrative and Comparative Physiology, 2022,
323, R68-R80.

Characterization of glucocorticoid-induced loss of DNA methylation of the stress-response gene

FRbp5 in neuronal cells. Epigenetics, 2021, 16, 1-21. 27 5

Methylomic and transcriptomic predictors of one-month exposure to cortisol in healthy individuals.
Stress, 2021, 24, 840-848.

Cross-species Association Between Telomere Length and Glucocorticoid Exposure. Journal of Clinical p 6
Endocrinology and Metabolism, 2021, 106, e5124-e5135. ’

DNA methylation and behavioral dysfunction in males with 47,XXY and 49,XXXXY: a pilot study. Clinical
Epigenetics, 2021, 13, 136.

Fluoxetine and environmental enrichment similarly reverse chronic social stress-related depression-
and anxiety-like behavior, but have differential effects on amygdala gene expression. Neurobiology of 4.0 17
Stress, 2021, 15, 100392.

Genetically-predicted prefrontal DRD4 gene expression modulates differentiated brain responses to
food cues in adolescent girls and boys. Scientific Reports, 2021, 11, 24094.

Neuropeptides and oligopeptidases in schizophrenia. Neuroscience and Biobehavioral Reviews, 2020,

108, 679-693. 6.1 24

IncRNAKB, a knowledgebase of tissue-specific functional annotation and trait association of long
noncoding RNA. Scientific Data, 2020, 7, 326.

Evaluation of NDEL1 oligopeptidase activity in blood and brain in an animal model of schizophrenia:

effects of psychostimulants and antipsychotics. Scientific Reports, 2020, 10, 18513. 3.3 6

Tubulin Polymerization Promoting Protein (TPPP) gene methylation and corpus callosum measures in
maltreated children. Psychiatry Research - Neuroimaging, 2020, 298, 111058.

Predicted DRD4 prefrontal gene expression moderates snack intake and stress perception in response

to the environment in adolescents. PLoS ONE, 2020, 15, e0234601. 2:5 o

Prenatal stress enhances NNK-induced lung tumors in A/) mice. Carcinogenesis, 2020, 41, 1713-1723.

Differentially methylated regions in bipolar disorder and suicide. American Journal of Medical 17 19
Genetics Part B: Neuropsychiatric Genetics, 2019, 180, 496-507. :

Disseminated sporotrichosis following iatro%enic immunosuppression for suspected pyoderma
gangrenosum. Lancet Infectious Diseases, The, 2019, 19, e385-e391.

Extracellular Matrix Protein Tenascin C Increases Phagocytosis Mediated by CD47 Loss of Function in 0.9 48
Glioblastoma. Cancer Research, 2019, 79, 2697-2708. :

Effect of Genotype and Maternal Affective Disorder on Intronic Methylation of FK506 Binding Protein

5 in Cord Blood DNA. Frontiers in Genetics, 2018, 9, 648.

A Rat Methyl-Seq Platform to Identify Epigenetic Changes Associated with Stress Exposure. Journal of

Visualized Experiments, 2018, , . 0.3 3



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS

DNA methylation and sex-specific expression of FKBP5 as correlates of one-month bedtime cortisol
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