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k Paper IF Citations

46 RSPOheRwNKLcLγRjOsignalingOregulatesOosteoclasticOprecmetastaticOnicheOformationOandOboneO
metastasisdOJournalrofrClinicalrInvestigationbO2021bO 15.9 1

45 wdvancesOinObulkOandOsingleccellOmulticomicsOapproachesOforOsystemsObiologyOandOprecisionO
medicinedOBriefingsrinrBioinformaticsbO2021bOhhbO 13.4 3

44 yomparativeOTranscriptomeOProfilingOofOyoldOExposureOandO˛†icwROwgonistOyLiglbhjicInducedO
xrowningOofOWhiteOβatdOFrontiersrinrPhysiologybO2021bOghbOllmlon 4.6 1

43 SingleccellOtranscriptomicOanalysisOrevealsOdynamicOalternativeOsplicingOandOgeneOregulatoryO
networksOamongOpancreaticOisletsdOSciencerChinarLiferSciencesbO2021bOljbOgmjcgml 8.5 2

42 γRNdbpOdecodingOtheOgeneOregulatoryOnetworksOinOdiverseOhumanOandOmouseOconditionsdONucleicr
AcidsrResearchbO2021bOjobOzomczgfi 20.1 13

41 βattyOacidOsensingOγPyROWγPRnjXOsignalingOsafeguardsOcartilageOhomeostasisOandOprotectsOagainstO
osteoarthritisdOPharmacologicalrResearchbO2021bOgljbOgfkjfl 10.2 10

40 zualObaseOeditorOcatalyzesObothOcytosineOandOadenineObaseOconversionsOinOhumanOcellsdONaturer
BiotechnologybO2020bOinbOnklcnlf 44.5 69

39 SystematicOprofilingOofOwyEhOexpressionOinOdiverseOphysiologicalOandOpathologicalOconditionsOforO
yOVIzcgoeSwRScyoVchdOJournalrofrCellularrandrMolecularrMedicinebO2020bOhjbOojmncojnh 5.6 24

38 yococcurrenceOandOMutualOExclusivityOwnalysisOofOzNwOMethylationORevealsOzistinctOSubtypesOinO
MultipleOyancersdOFrontiersrinrCellrandrDevelopmentalrBiologybO2020bOnbOhf 5.7 6

37 ProteasomecdependentOdegradationOofOSmadmOisOcriticalOforOlungOcancerOmetastasisdOCellrDeathrandr
DifferentiationbO2020bOhmbOgmokcgnfl 12.7 19

36 ExploringOwdditionalOValuableOInformationOβromOSinglecyellORNwcSeqOzatadOFrontiersrinrCellrandr
DevelopmentalrBiologybO2020bOnbOkoiffm 5.7 4

35 TheOREγ˛‡OinhibitorONIPifOincreasesOsensitivityOtoOchemotherapyOinOpkicdeficientOtumorOcellsdONaturer
CommunicationsbO2020bOggbOiofj 17.4 5

34 wOcomprehensiveOratOtranscriptomeObuiltOfromOlargeOscaleORNwcseqcbasedOannotationdONucleicrAcidsr
ResearchbO2020bOjnbOnihfcniig 20.1 10

33 zNMIVzpOzNwOmethylationOinteractiveOvisualizationOdatabasedONucleicrAcidsrResearchbO2020bOjnbOznklcznlh20.1 38

32
REγ˛‡OablationOimpedesOdedifferentiationOofOanaplasticOthyroidOcarcinomaOandOaccentuatesO
radioctherapeuticOresponseObyOregulatingOtheOSmadmcTγβc˛†OpathwaydOCellrDeathrandrDifferentiationbO
2020bOhmbOjomckfn

12.7 11

31 IntegrativeOanalysisOidentifiesOpotentialOzNwOmethylationObiomarkersOforOpanccancerOdiagnosisOandO
prognosisdOEpigeneticsbO2019bOgjbOlmcnf 5.7 44

30 LncRNwcmRNwOcompetingOendogenousORNwOnetworkOdepictsOtranscriptionalOregulationOinO
ischaemiaOreperfusionOinjurydOJournalrofrCellularrandrMolecularrMedicinebO2019bOhibOhhmhchhml 5.6 16

Geng Chen

2



29 QuaPrapOEfficientOtranscriptOassemblyOandOquantificationOusingOquadraticOprogrammingOwithOwprioriO
algorithmdOSciencerChinarLiferSciencesbO2019bOlhbOoimcojl 8.5 6

28 SequencingOXMETOgenesOtoOpromoteOgenotypecguidedOriskOassessmentOandOprecisionOmedicinedO
SciencerChinarLiferSciencesbO2019bOlhbOnokcofj 8.5 5

27 SystematicOexpressionOanalysisOofOligandcreceptorOpairsOrevealsOimportantOcellctoccellOinteractionsO
insideOgliomadOCellrCommunicationrandrSignalingbO2019bOgmbOjn 7.5 17

26 SinglecyellORNwcSeqOTechnologiesOandORelatedOyomputationalOzataOwnalysisdOFrontiersrinrGeneticsbO
2019bOgfbOigm 4.5 277

25 yomprehensiveOIdentificationOandOyharacterizationOofOκumanOSecretomeOxasedOonOIntegrativeO
ProteomicOandOTranscriptomicOzatadOFrontiersrinrCellrandrDevelopmentalrBiologybO2019bOmbOhoo 5.7 8

24 REγ˛‡OyontrolsOκippoOSignalingOandOReciprocalONβc˛”xcYwPORegulationOtoOPromoteOyolonOyancerdO
ClinicalrCancerrResearchbO2018bOhjbOhfgkchfhk 12.9 31

23 eRwMpOencyclopediaOofOrareOdiseaseOannotationsOforOprecisionOmedicinedONucleicrAcidsrResearchbO
2018bOjlbOzoimczoji 20.1 21

22 LackOofOcorrelationObetweenOaristolochicOacidOexposureOandOhepatocellularOcarcinomadOSciencerChinar
LiferSciencesbO2018bOlgbOmhmcmhn 8.5 3

21 SPyhjORegulatesObreastOcancerOprogressionObyOPIiKewKTOsignalingdOGenebO2018bOlmkbOhmhchmm 3.8 12

20 PedwMpOaOdatabaseOforOPediatricOziseaseOwnnotationOandOMedicinedONucleicrAcidsrResearchbO2018bOjlbOzommczoni20.1 8

19 yharacterizingOandOannotatingOtheOgenomeOusingORNwcseqOdatadOSciencerChinarLiferSciencesbO2017bO
lfbOgglcghk 8.5 24

18 SignificantOvariationsOinOalternativeOsplicingOpatternsOandOexpressionOprofilesObetweenO
humancmouseOorthologsOinOearlyOembryosdOSciencerChinarLiferSciencesbO2017bOlfbOgmncgnn 8.5 5

17 REγ˛‡OacceleratesOmelanomaOformationObyOregulatingOWnte˛†ccateninOsignallingOpathwaydO
ExperimentalrDermatologybO2017bOhlbOgggncgghj 4 13

16 dbSwPpOsingleOaminocacidOpolymorphismOdatabaseOforOproteinOvariationOdetectiondONucleicrAcidsr
ResearchbO2017bOjkbOznhmcznih 20.1 19

15 IdentifyingOandOyharacterizingOtheOyircularORNwsOduringOtheOLifespanOofOwrabidopsisOLeavesdO
FrontiersrinrPlantrSciencebO2017bOnbOghmn 6.2 34

14 miRcgokckpOisOcriticalOinOREγ˛‡cmediatedOregulationOofOwnte˛†ccateninOpathwayOinOrenalOcellO
carcinomadOOncotargetbO2017bOnbOlionlcljfff 3.3 23

13 LaserOcaptureOmicroscopyOcoupledOwithOSmartcseqhOforOpreciseOspatialOtranscriptomicOprofilingdO
NaturerCommunicationsbO2016bOmbOghgio 17.4 164

12 IdentifyingOandOannotatingOhumanObifunctionalORNwsOrevealsOtheirOversatileOfunctionsdOSciencerChinar
LiferSciencesbO2016bOkobOongcooh 8.5 8
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11 ExpressionOprofilingOandOfunctionalOannotationOofOnoncodingOgenesOacrossOggOdistinctOorgansOinOratO
developmentdOScientificrReportsbO2016bOlbOinkmk 4.9 4

10 IdentificationOofOTissuecSpecificOProteincyodingOandONoncodingOTranscriptsOacrossOgjOκumanO
TissuesOUsingORNwcseqdOScientificrReportsbO2016bOlbOhnjff 4.9 28

9 SingleccellOanalysesOofOXOyhromosomeOinactivationOdynamicsOandOpluripotencyOduringO
differentiationdOGenomerResearchbO2016bOhlbOgijhcgikj 9.7 64

8 RecannotationOofOpresumedOnoncodingOdiseaseetraitcassociatedOgeneticOvariantsObyOintegrativeO
analysesdOScientificrReportsbO2015bOkbOojki 4.9 12

7 yomprehensivelyOidentifyingOandOcharacterizingOtheOmissingOgeneOsequencesOinOhumanOreferenceO
genomeOwithOintegratedOanalyticOapproachesdOHumanrGeneticsbO2013bOgihbOnoocogg 6.3 10

6 IncorporatingOtheOhumanOgeneOannotationsOinOdifferentOdatabasesOsignificantlyOimprovedO
transcriptomicOandOgeneticOanalysesdORnabO2013bOgobOjmocno 5.8 16

5 zissectingOtheOyharacteristicsOandOzynamicsOofOκumanOProteinOyomplexesOatOTranscriptomeO
yascadeOUsingORNwcSeqOzatadOPLoSrONEbO2013bOnbOellkhg 3.7 3

4 RevealingOtheOmissingOexpressedOgenesObeyondOtheOhumanOreferenceOgenomeObyORNwcSeqdOBMCr
GenomicsbO2011bOghbOkof 4.5 23

3 OverviewOofOavailableOmethodsOforOdiverseORNwcSeqOdataOanalysesdOSciencerChinarLiferSciencesbO2011bO
kjbOgghgcn 8.5 49

2 zeOnovoOtranscriptomeOassemblyOofORNwcSeqOreadsOwithOdifferentOstrategiesdOSciencerChinarLifer
SciencesbO2011bOkjbOgghocii 8.5 14

1 yomparativeOanalysisOofOhumanOproteinccodingOandOnoncodingORNwsObetweenObrainOandOgfOmixedO
cellOlinesObyORNwcSeqdOPLoSrONEbO2011bOlbOehnign 3.7 24
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