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566-574.

Nod factors potentiate auxin signaling for transcriptional regulation and lateral root formation

in<i>Medicago truncatula</i>. Journal of Experimental Botany, 2017, 68, erw474. 4.8 40

<i>Sinorhizobium meliloti</i> succinylated higha€moleculard€weight succinoglycan and the <i>Medicago
truncatula</i> LysM receptora€like Rinase MtLYK10 participate independently in symbiotic infection.
Plant Journal, 2020, 102, 311-326.

Evolutionary History of Plant LysM Receptor Proteins Related to Root Endosymbiosis. Frontiers in p 35
Plant Science, 2018, 9, 923. ’

Lipoa€ehitooligosaccharide signalling blocks a rapid pathogena€induced <scp>ROS</[scp> burst without
impeding immunity. New Phytologist, 2019, 221, 743-749.

Developmental and pathogen-induced activation of an msr gene, str246C, from tobacco involves

multiple regulatory elements. Molecular Genetics and Genomics, 1995, 247, 323-337. 2.4 2

Abscisic acid promotes pre-emergence stages of lateral root development in Medicago truncatula.
Plant Signaling and Behavior, 2015, 10, e977741.

LeGOO: An Expertized Knowledge Database for the Model Legume Medicago truncatula. Plant and Cell

Physiology, 2020, 61, 203-211. 3.1 19

Lipod€ehitooligosaccharides promote lateral root formation and modify auxin homeostasis in
Brachypodium distachyon. New Phytologist, 2019, 221, 2190-2202.

Development of a GAL4-VP16/UAS trans-activation system for tissue specific expression in Medicago

truncatula. PLoS ONE, 2017, 12, e0188923. 2:5 14

Structural organization of str 246C and str 246N, plant defense-related genes from Nicotiana
tabacum. Plant Molecular Biology, 1994, 26, 515-521.

Similarity between the Rhizobium meliloti flip gene and pathogenicity-associated genes from animal

and plant pathogens. Gene, 1995, 152, 65-67. %2 12

Rhizobium Symbiosis: Insight into Nod Factor Receptors. Current Biology, 2003, 13, R973-R975.

Endosymbiotic <i>Sinorhizobium meliloti</i> modulate <i>Medicago«/i> root susceptibility to

secondary infection via ethylene. New Phytologist, 2019, 223, 1505-1515. 73 8

Cell autonomous and non-cell autonomous control of rhizobial and mycorrhizal infection
in<i>Medicago truncatula</i>. Plant Signaling and Behavior, 2013, 8, e22999.

Distinct genetic basis for root responses to lipo-chitooligosaccharide signal molecules from

different microbial origins. Journal of Experimental Botany, 2021, 72, 3821-3834. 48 >

The ex planta signal activity of a Medicago ribosomal uL2 protein suggests a moonlighting role in

controlling secondary rhizobial infection. PLoS ONE, 2020, 15, e0235446.




