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144 zenomeMduplicationMinMtheMteleostMfishMTetraodonMnigroviridisMrevealsMtheMearlyMvertebrateM
protoZkaryotypeaMNatureYM2004YMgfdYMlgiZhj 50.4 1543

143 TheMamphioxusMgenomeMandMtheMevolutionMofMtheMchordateMkaryotypeaMNatureYM2008YMghfYMdcigZjd 50.4 1266

142 zenomeMsequenceMofMtheMmetazoanMplantZparasiticMnematodeMMeloidogyneMincognitaaMNatured
BiotechnologyYM2008YMeiYMlclZdh 44.5 790

141 TheMamphioxusMgenomeMilluminatesMvertebrateMoriginsMandMcephalochordateMbiologyaMGenomed
ResearchYM2008YMdkYMddccZdd 9.7 387

140 TheMnuclearMreceptorMsuperfamilyaMJournaldofdCelldScienceYM2003YMddiYMhkhZi 5.3 344

139 RRTreemMrelativeZrateMtestsMbetweenMgroupsMofMsequencesMonMaMphylogeneticMtreeaMBioinformaticsYM
2000YMdiYMeliZj 7.2 305

138 zeneMlossMandMevolutionaryMratesMfollowingMwholeZgenomeMduplicationMinMteleostMfishesaMMoleculard
BiologydanddEvolutionYM2006YMefYMdkckZdi 8.3 302

137 xvolutionaryMgenomicsMofMnuclearMreceptorsmMfromMtwentyZfiveMancestralMgenesMtoMderivedMendocrineM
systemsaMMoleculardBiologydanddEvolutionYM2004YMedYMdlefZfj 8.3 266

136 xvidenceMforMtwoMdistinctMfunctionalMglucocorticoidMreceptorsMinMteleostMfishaMJournaldofdMoleculard
EndocrinologyYM2003YMfdYMdgdZhi 4.5 193

135 HowMmanyMnuclearMhormoneMreceptorsMareMthereMinMtheMhumanMgenomeraMTrendsdindGeneticsYM2001YM
djYMhhgZi 8.5 179

134 xuteleostMfishMgenomesMareMcharacterizedMbyMexpansionMofMgeneMfamiliesaMGenomedResearchYM2001YM
ddYMjkdZk 9.7 172

133 SensitivityMofMtheMrelativeZrateMtestMtoMtaxonomicMsamplingaMMoleculardBiologydanddEvolutionYM1998YM
dhYMdcldZk 8.3 170

132 tMbenchmarkMofMgeneMexpressionMtissueZspecificityMmetricsaMBriefingsdindBioinformaticsYM2017YMdkYMechZedg 13.4 153

131 ResolvingMtheMorthologMconjecturemMorthologsMtendMtoMbeMweaklyYMbutMsignificantlyYMmoreMsimilarMinM
functionMthanMparalogsaMPLoSdComputationaldBiologyYM2012YMkYMedccehdg 5 136

130 xvidenceMforMpolygenicMadaptationMtoMpathogensMinMtheMhumanMgenomeaMMoleculardBiologydandd
EvolutionYM2013YMfcYMdhggZhk 8.3 132

129 HowMconfidentMcanMweMbeMthatMorthologsMareMsimilarYMbutMparalogsMdifferraMTrendsdindGeneticsYM2009YM
ehYMedcZi 8.5 124

128
vontributionMofMelectrostaticMinteractionsYMcompactnessMandMquaternaryMstructureMtoMproteinM
thermostabilitymMlessonsMfromMstructuralMgenomicsMofMThermotogaMmaritimaaMJournaldofdMoleculard
BiologyYM2006YMfhiYMhgjZhj
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127 vharacterizationMofMoestrogenMreceptorsMinMzebrafishMUwanioMrerioVaMJournaldofdMoleculard
EndocrinologyYM2002YMekYMdhfZif 4.5 116

126 OneMbillionMyearsMofMbZIPMtranscriptionMfactorMevolutionmMconservationMandMchangeMinMdimerizationM
andMwNtZbindingMsiteMspecificityaMMoleculardBiologydanddEvolutionYM2007YMegYMkejZfh 8.3 111

125 TheMbranchZsiteMtestMofMpositiveMselectionMisMsurprisinglyMrobustMbutMlacksMpowerMunderMsynonymousM
substitutionMsaturationMandMvariationMinMzvaMMoleculardBiologydanddEvolutionYM2013YMfcYMdijhZki 8.3 103

124 ugeemMIntegratingMandMvomparingMHeterogeneousMTranscriptomeMwataMtmongMSpeciesaMLectured
NotesdindComputerdScienceYM2008YMdegZdfd 0.9 103

123 PatternsMofMpositiveMselectionMinMsevenMantMgenomesaMMoleculardBiologydanddEvolutionYM2014YMfdYMdiidZkh 8.3 101

122 vommunityZwideMplasmidMgeneMmobilizationMandMselectionaMISMEdJournalYM2013YMjYMddjfZki 11.9 96

121 tnMancestralMwholeZgenomeMduplicationMmayMnotMhaveMbeenMresponsibleMforMtheMabundanceMofM
duplicatedMfishMgenesaMCurrentdBiologyYM2001YMddYMRghkZl 6.3 93

120 NeofunctionalizationMinMvertebratesmMtheMexampleMofMretinoicMacidMreceptorsaMPLoSdGeneticsYM2006YMeYMedce6 90

119 xxplosiveMlineageZspecificMexpansionMofMtheMorphanMnuclearMreceptorMHNygMinMnematodesaMJournaldofd
MoleculardEvolutionYM2005YMicYMhjjZki 3.1 90

118 wevelopmentalMconstraintsMonMvertebrateMgenomeMevolutionaMPLoSdGeneticsYM2008YMgYMedcccfdd 6 84

117 UnificationMofMmultiZspeciesMvertebrateManatomyMontologiesMforMcomparativeMbiologyMinMUberonaM
JournaldofdBiomedicaldSemanticsYM2014YMhYMed 2.2 80

116 MolecularMphylogenyMofMrodentsYMwithMspecialMemphasisMonMmuridsmMevidenceMfromMnuclearMgeneM
LvtTaMMoleculardPhylogeneticsdanddEvolutionYM1997YMkYMgefZfg 4.1 78

115 tMconservedMretinoidMXMreceptorMURXRVMfromMtheMmolluskMuiomphalariaMglabrataMtransactivatesM
transcriptionMinMtheMpresenceMofMretinoidsaMJournaldofdMoleculardEndocrinologyYM2005YMfgYMhijZke 4.5 76

114 LowMnumberMofMfixedMsomaticMmutationsMinMaMlongZlivedMoakMtreeaMNaturedPlantsYM2017YMfYMleiZlel 11.5 74

113 xvolutionaryMratesMofMduplicateMgenesMinMfishMandMmammalsaMMoleculardBiologydanddEvolutionYM2001YM
dkYMikdZf 8.3 73

112 RapidMdivergenceMofMtheMecdysoneMreceptorMinMwipteraMandMLepidopteraMsuggestsMcoevolutionM
betweenMxvRMandMUSPZRXRaMMoleculardBiologydanddEvolutionYM2003YMecYMhgdZhf 8.3 69

111 PervasiveMpositiveMselectionMonMduplicatedMandMnonduplicatedMvertebrateMproteinMcodingMgenesaM
GenomedResearchYM2008YMdkYMdflfZgce 9.7 64

110 PhylogeneticMdatingMandMcharacterizationMofMgeneMduplicationsMinMvertebratesmMtheMcartilaginousMfishM
referenceaMMoleculardBiologydanddEvolutionYM2004YMedYMhkcZi 8.3 58

(2004-2002)
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109 TheMhourglassMandMtheMearlyMconservationMmodelsZZcoZexistingMpatternsMofMdevelopmentalM
constraintsMinMvertebratesaMPLoSdGeneticsYM2013YMlYMedccfgji 6 51

108 WhenMorthologsMdivergeMbetweenMhumanMandMmouseaMBriefingsdindBioinformaticsYM2011YMdeYMgfiZgd 13.4 50

107 StructuralMgenomicsMofMthermotogaMmaritimaMproteinsMshowsMthatMcontactMorderMisMaMmajorM
determinantMofMproteinMthermostabilityaMStructureYM2005YMdfYMkhjZic 5.2 49

106 SelectomeMupdatemMqualityMcontrolMandMcomputationalMimprovementsMtoMaMdatabaseMofMpositiveM
selectionaMNucleicdAcidsdResearchYM2014YMgeYMwldjZed 20.1 45

105
InteractomeMmappingMofMtheMphosphatidylinositolMfZkinaseZmammalianMtargetMofMrapamycinM
pathwayMidentifiesMdeformedMepidermalMautoregulatoryMfactorZdMasMaMnewMglycogenMsynthaseM
kinaseZfMinteractoraMMoleculardanddCellulardProteomicsYM2010YMlYMdhjkZlf

7.6 43

104 WhatMtoMcompareMandMhowmMvomparativeMtranscriptomicsMforMxvoZwevoaMJournaldofdExperimentald
ZoologydPartdB:dMoleculardanddDevelopmentaldEvolutionYM2015YMfegYMfjeZke 1.8 42

103 MolecularMevidenceMforMaMfunctionalMecdysoneMsignalingMsystemMinMurugiaMmalayiaMPLoSdNeglectedd
TropicaldDiseasesYM2010YMgYMeieh 4.8 42

102 tgeZdependentMgainMofMalternativeMspliceMformsMandMbiasedMduplicationMexplainMtheMrelationM
betweenMsplicingMandMduplicationaMGenomedResearchYM2011YMedYMfhjZif 9.7 42

101 vomparativeManalysisMofMhumanMandMmouseMexpressionMdataMilluminatesMtissueZspecificMevolutionaryM
patternsMofMmiRNtsaMNucleicdAcidsdResearchYM2012YMgcYMhklcZlcc 20.1 42

100 TheMSIuMSwissMInstituteMofMuioinformaticsTMresourcesmMfocusMonMcuratedMdatabasesaMNucleicdAcidsd
ResearchYM2016YMggYMwejZfj 20.1 41

99 HowMmuchMdoesMtheMamphioxusMgenomeMrepresentMtheMancestorMofMchordatesraMBriefingsdind
FunctionaldGenomicsYM2012YMddYMklZlh 4.9 40

98 StructuralMandMevolutionaryMinnovationMofMtheMheterodimerizationMinterfaceMbetweenMUSPMandMtheM
ecdysoneMreceptorMxvRMinMinsectsaMMoleculardBiologydanddEvolutionYM2009YMeiYMjhfZik 8.3 40

97 uayesianMassociationMscanMrevealsMlociMassociatedMwithMhumanMlifespanMandMlinkedMbiomarkersaM
NaturedCommunicationsYM2017YMkYMdhkge 17.4 39

96 xvolutionMofMtheMepithelialMsodiumMchannelMandMtheMsodiumMpumpMasMlimitingMfactorsMofMaldosteroneM
actionMonMsodiumMtransportaMPhysiologicaldGenomicsYM2011YMgfYMkggZhg 3.6 35

95 TissueZSpecificityMofMzeneMxxpressionMwivergesMSlowlyMbetweenMOrthologsYMandMRapidlyMbetweenM
ParalogsaMPLoSdComputationaldBiologyYM2016YMdeYMedcchejg 5 35

94 wetectionMofMPathwaysMtffectedMbyMPositiveMSelectionMinMPrimateMLineagesMtncestralMtoMHumansaM
MoleculardBiologydanddEvolutionYM2017YMfgYMdfldZdgce 8.3 33

93 SelectomemMaMdatabaseMofMpositiveMselectionaMNucleicdAcidsdResearchYM2009YMfjYMwgcgZj 20.1 32

92 vomparativeMgenomeManalysisMofMPseudomonasMknackmussiiMudfYMtheMfirstMbacteriumMknownMtoM
degradeMchloroaromaticMcompoundsaMEnvironmentaldMicrobiologyYM2015YMdjYMldZdcg 5.2 30
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91 NURxutSxmMdatabaseMofMnuclearMhormoneMreceptorsaMNucleicdAcidsdResearchYM2002YMfcYMfigZk 20.1 30

90 NuclearMreceptorsMareMmarkersMofManimalMgenomeMevolutionaMJournaldofdStructuraldanddFunctionald
GenomicsYM2003YMfYMdjjZdkg 28

89 TheMvonfidenceMInformationMOntologymMaMstepMtowardsMaMstandardMforMassertingMconfidenceMinM
annotationsaMDatabase:dthedJournaldofdBiologicaldDatabasesdanddCurationYM2015YMecdhYMbavcgf 5 27

88 vonceptualMframeworkMandMpilotMstudyMtoMbenchmarkMphylogenomicMdatabasesMbasedMonMreferenceM
geneMtreesaMBriefingsdindBioinformaticsYM2011YMdeYMgefZfh 13.4 27

87 xvolutionMofMisochoresMinMrodentsaMMoleculardBiologydanddEvolutionYM1997YMdgYMkefZk 8.3 27

86 yastMevolutionMofMinterleukinZeMinMmammalsMandMpositiveMselectionMinMruminantsaMJournaldofdMoleculard
EvolutionYM2000YMhdYMefgZgg 3.1 26

85 TissueZSpecificMxvolutionMofMProteinMvodingMzenesMinMHumanMandMMouseaMPLoSdONEYM2015YMdcYMecdfdijf 3.7 26

84 TheMugeeMsuitemMintegratedMcuratedMexpressionMatlasMandMcomparativeMtranscriptomicsMinManimalsaM
NucleicdAcidsdResearchYM2021YMglYMwkfdZwkgj 20.1 26

83 MolecularMsignalingMinMzebrafishMdevelopmentMandMtheMvertebrateMphylotypicMperiodaMEvolutiondld
DevelopmentYM2010YMdeYMdggZhi 2.6 25

82 tMproteinMinteractionMatlasMforMtheMnuclearMreceptorsmMpropertiesMandMqualityMofMaMhubZbasedM
dimerisationMnetworkaMBMCdSystemsdBiologyYM2007YMdYMfg 3.5 25

81 zearingMupMtoMhandleMtheMmosaicMnatureMofMlifeMinMtheMquestMforMorthologsaMBioinformaticsYM2018YMfgYMfefZfel7.2 25

80 SelectiveMvonstraintsMonMvodingMSequencesMofMNervousMSystemMzenesMtreMaMMajorMweterminantMofM
wuplicateMzeneMRetentionMinMVertebratesaMMoleculardBiologydanddEvolutionYM2017YMfgYMejjfZejld 8.3 24

79 UpdateMofMNURxutSxmMnuclearMhormoneMreceptorMfunctionalMgenomicsaMNucleicdAcidsdResearchYM2004YM
feYMwdihZj 20.1 23

78 InventingMaMsexZspecificMgenemMaMconservedMroleMofMwMRTdMinMteleostMfishesMplusMaMrecentMduplicationM
inMtheMmedakaMOryziasMlatipesMresultedMinMwMYaMJournaldofdMoleculardEvolutionYM2003YMhjMSupplMdYMSdgkZhf3.1 23

77 SequencingMandMcharacterizingMtheMgenomeMofMxstrellaMlausannensisMasManMundergraduateMprojectmM
trainingMstudentsMandMbiologicalMinsightsaMFrontiersdindMicrobiologyYM2015YMiYMdcd 5.7 21

76
MetaZanalysisMofMestrogenMresponseMinMMvyZjMdistinguishesMearlyMtargetMgenesMinvolvedMinMsignalingM
andMcellMproliferationMfromMlaterMtargetMgenesMinvolvedMinMcellMcycleMandMwNtMrepairaMBMCdSystemsd
BiologyYM2011YMhYMdfk

3.5 21

75 JawismMcomputingMdistancesMbetweenMnucleicMacidMsequencesaMBioinformaticsYM1999YMdhYMgegZh 7.2 20

74 ugeewuYManMRMpackageMforMretrievalMofMcuratedMexpressionMdatasetsMandMforMgeneMlistMexpressionM
localizationMenrichmentMtestsaMFyxxxResearchYM2016YMhYMejgk 3.6 20
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73 zenomicMsignaturesMaccompanyingMtheMdietaryMshiftMtoMphytophagyMinMpolyphaganMbeetlesaMGenomed
BiologyYM2019YMecYMlk 18.3 18

72 zenomicMchangesMunderlyingMhostMspecializationMinMtheMbeeMgutMsymbiontMLactobacillusMyirmhaM
MoleculardEcologyYM2019YMekYMeeegZeefj 5.7 18

71 OptimizationMstrategiesMforMfastMdetectionMofMpositiveMselectionMonMphylogeneticMtreesaM
BioinformaticsYM2014YMfcYMddelZddfj 7.2 18

70 LargeZscaleManalysisMofMorthologsMandMparalogsMunderMcovarionZlikeMandMconstantZbutZdifferentM
modelsMofMaminoMacidMevolutionaMMoleculardBiologydanddEvolutionYM2010YMejYMeidkZej 8.3 17

69 ugeewuYManMRMpackageMforMretrievalMofMcuratedMexpressionMdatasetsMandMforMgeneMlistMexpressionM
localizationMenrichmentMtestsaMFyxxxResearchYM2016YMhYMejgk 3.6 17

68 zenomicMyeaturesMofMParthenogeneticMtnimalsaMJournaldofdHeredityYM2021YMddeYMdlZff 2.4 17

67 HomolontomMgeneratingMhomologyMrelationshipsMbyMpairwiseMalignmentMofMontologiesMandM
applicationMtoMvertebrateManatomyaMBioinformaticsYM2010YMeiYMdjiiZjd 7.2 16

66 vHOzYMaMmultispeciesMvertebrateMontologyMofMhomologousMorgansMgroupsaMBioinformaticsYM2012YMekYMdcdjZec7.2 16

65 LargeZScaleMvomparativeMtnalysisMofMvodonMModelsMtccountingMforMProteinMandMNucleotideM
SelectionaMMoleculardBiologydanddEvolutionYM2019YMfiYMdfdiZdffe 8.3 15

64 UncoveringMhiddenMduplicatedMcontentMinMpublicMtranscriptomicsMdataaMDatabase:dthedJournaldofd
BiologicaldDatabasesdanddCurationYM2013YMecdfYMbatcdc 5 14

63 vorrectingMforMtheMbiasMdueMtoMexpressionMspecificityMimprovesMtheMestimationMofMconstrainedM
evolutionMofMexpressionMbetweenMmouseMandMhumanaMBioinformaticsYM2012YMekYMdkihZje 7.2 14

62 xvidenceMforManMepisodicMmodelMofMproteinMsequenceMevolutionaMBiochemicaldSocietydTransactionsYM
2009YMfjYMjkfZi 5.1 14

61 NuclearMreceptorsMareMmarkersMofManimalMgenomeMevolutionaMJournaldofdStructuraldanddFunctionald
GenomicsYM2003YMfYMdjjZkg 14

60 OncoMXmMtMKnowledgebaseMforMxxploringMvancerMuiomarkersMinMtheMvontextMofMRelatedMvancerMandM
HealthyMwataaMJCOdClinicaldCancerdInformaticsYM2020YMgYMedcZeec 5.2 13

59 TheMzenomeMofMtheMTolueneZwegradingMPseudomonasMveroniiMStrainMdYduTxXeMandMItsMwifferentialM
zeneMxxpressionMinMvontaminatedMSandaMPLoSdONEYM2016YMddYMecdihkhc 3.7 13

58 InferenceMofMxvolutionaryMyorcesMtctingMonMHumanMuiologicalMPathwaysaMGenomedBiologydandd
EvolutionYM2015YMjYMdhgiZhk 3.9 12

57 wetectingMpatternsMofMspeciesMdiversificationMinMtheMpresenceMofMbothMrateMshiftsMandMmassM
extinctionsaMBMCdEvolutionarydBiologyYM2015YMdhYMdhj 3 12

56 tnMontologyMtoMclarifyMhomologyZrelatedMconceptsaMTrendsdindGeneticsYM2010YMeiYMllZdce 8.5 12
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55 OrthologuesMofMtheMwrosophilaMmelanogasterMxjhMmoltingMcontrolMgeneMinMtheMfilarialMparasitesM
urugiaMmalayiMandMwirofilariaMimmitisaMMoleculardanddBiochemicaldParasitologyYM2008YMdhjYMleZj 1.9 12

54 NuclearMgeneMLvtTMsupportsMrodentMmonophylyaMMoleculardBiologydanddEvolutionYM2000YMdjYMdgdcZe 8.3 12

53 xnablingMsemanticMqueriesMacrossMfederatedMbioinformaticsMdatabasesaMDatabase:dthedJournaldofd
BiologicaldDatabasesdanddCurationYM2019YMecdlYM 5 12

52 RepeatedMxvolutionMofMtsexualityMInvolvesMvonvergentMzeneMxxpressionMvhangesaMMoleculardBiologyd
anddEvolutionYM2019YMfiYMfhcZfig 8.3 11

51 wevelopmentalMvonstraintsMonMzenomeMxvolutionMinMyourMuilaterianMModelMSpeciesaMGenomedBiologyd
anddEvolutionYM2018YMdcYMeeiiZeejj 3.9 11

50 TheMchallengeMofMmodelingMnuclearMreceptorMregulatoryMnetworksMinMmammalianMcellsaMMoleculardandd
CellulardEndocrinologyYM2011YMffgYMldZj 4.4 11

49 tdaptiveMxvolutionMofMtnimalMProteinsMoverMwevelopmentmMSupportMforMtheMwarwinMSelectionM
OpportunityMHypothesisMofMxvoZwevoaMMoleculardBiologydanddEvolutionYM2018YMfhYMekieZekje 8.3 11

48 SexMdifferentiationMinMgraylingMUSalmonidaeVMgoesMthroughManMallZmaleMstageMandMisMdelayedMinM
geneticMmalesMwhoMinsteadMgrowMfasteraMScientificdReportsYM2017YMjYMdhceg 4.9 10

47 IdentifyingMgeneMfunctionMandMmoduleMconnectionsMbyMtheMintegrationMofMmultispeciesMexpressionM
compendiaaMGenomedResearchYM2019YMelYMecfgZecgh 9.7 10

46 vrossZspeciesMfunctionalMmodulesMlinkMproteostasisMtoMhumanMnormalMagingaMPLoSdComputationald
BiologyYM2019YMdhYMedccjdie 5 9

45 NoMevidenceMforMtheMradiationMtimeMlagMmodelMafterMwholeMgenomeMduplicationsMinMTeleosteiaMPLoSd
ONEYM2017YMdeYMecdjifkg 3.7 9

44 MethodsMdetectingMrhythmicMgeneMexpressionMareMbiologicallyMrelevantMonlyMforMstrongMsignalaMPLoSd
ComputationaldBiologyYM2020YMdiYMedccjiii 5 8

43 SexZbiasedMgeneMexpressionMisMrepeatedlyMmasculinizedMinMasexualMfemalesaMNaturedCommunicationsYM
2019YMdcYMgifk 17.4 8

42 IQRrayYMaMnewMmethodMforMtffymetrixMmicroarrayMqualityMcontrolYMandMtheMhomologousMorganM
conservationMscoreYMaMnewMbenchmarkMmethodMforMqualityMcontrolMmetricsaMBioinformaticsYM2014YMfcYMdfleZl7.2 7

41 SlimvodeMLmMtnMOptimizedMVersionMofMvodeMLMforMtheMuranchZSiteMModelM2012YM 7

40 ImpactMofMchangesMinMzvMcontentMonMtheMsilentMmolecularMclockMinMmuridsaMGeneYM1997YMechYMfdjZee 3.8 7

39 RemMRevisitingMrecentMchallengesMtoMtheMancientMfishZspecificMgenomeMduplicationMhypothesisaMCurrentd
BiologyYM2001YMddYMRdccjZRdcck 6.3 7

38 QualityMMattersmMuiocurationMxxpertsMonMtheMImpactMofMwuplicationMandMOtherMwataMQualityMIssuesMinM
uiologicalMwatabasesaMGenomicssdProteomicsdanddBioinformaticsYM2020YMdkYMldZdcf 6.5 7

(2020-2008)
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37 RobustMinferenceMofMpositiveMselectionMonMregulatoryMsequencesMinMtheMhumanMbrainaMScienced
AdvancesYM2020YMiYM 14.3 7

36 InterZembryoMgeneMexpressionMvariabilityMrecapitulatesMtheMhourglassMpatternMofMevoZdevoaMBMCd
BiologyYM2020YMdkYMdel 7.3 7

35 vomparativeMmodularManalysisMofMgeneMexpressionMinMvertebrateMorgansaMBMCdGenomicsYM2012YMdfYMdeg 4.5 6

34 SingleZcellMtranscriptomicsMallowsMnovelMinsightsMintoMagingMandMcircadianMprocessesaMBriefingsdind
FunctionaldGenomicsYM2020YMdlYMfgfZfgl 4.9 5

33 TheMexpansionMofMaminoZacidMrepeatsMisMnotMassociatedMtoMadaptiveMevolutionMinMmammalianMgenesaM
BMCdGenomicsYM2009YMdcYMidl 4.5 5

32 gcodemlmMaMzridZenabledMtoolMforMdetectingMpositiveMselectionMinMbiologicalMevolutionaMStudiesdind
HealthdTechnologydanddInformaticsYM2012YMdjhYMhlZik 0.5 5

31 SexZspecificMchangesMinMgeneMexpressionMinMresponseMtoMestrogenMpollutionMaroundMtheMonsetMofMsexM
differentiationMinMgraylingMUSalmonidaeVaMBMCdGenomicsYM2019YMecYMhkf 4.5 4

30 MolecularMevolutionMofMangrogenMreceptorsMinMfishaMFishdPhysiologydanddBiochemistryYM2003YMekYMecjZeck 2.7 4

29 uioinformaticsMofMNuclearMReceptorsaMMethodsdindEnzymologyYM2003YMfigYMlfZddk 1.7 4

28 TheMugeeMsuitemMintegratedMcuratedMexpressionMatlasMandMcomparativeMtranscriptomicsMinManimals 4

27
UStzxMOPTIMIZtTIONMOyMUNxVxNLYMStMPLxwMwtTtMTHROUzHMTHxMvOMuINtTIONMOyM
QUtRTxTMTRxxSmMtMxUTHxRItNMwRtyTMPHYLOzxNYMutSxwMONMigcMNUvLxtRMtNwM
MITOvHONwRItLMPROTxINSaMIsraeldJournaldofdZoologyYM2001YMgjYMehlZejc

3

26 LargeZScaleMtnalysesMofMPositiveMSelectionMUsingMvodonMModelsM2009YMedjZefh 3

25 StateMaggregationMforMfastMlikelihoodMcomputationsMinMmolecularMevolutionaMBioinformaticsYM2017YMffYMfhgZfie7.2 3

24 yirstMannotatedMdraftMgenomesMofMnonmarineMostracodsMUOstracodaYMvrustaceaVMwithMdifferentM
reproductiveMmodesaMG3:dGenessdGenomessdGeneticsYM2021YMddYM 3.2 3

23 vonvergentMconsequencesMofMparthenogenesisMonMstickMinsectMgenomesaaMSciencedAdvancesYM2022YMkYMeabgfkge14.3 3

22 weterminantsMofMproteinMevolutionaryMratesMinMlightMofMxNvOwxMfunctionalMgenomicsaMBMCd
BioinformaticsYM2014YMdhYM 3.6 2

21 SexZspecificMchangesMinMgeneMexpressionMandMdelayedMsexMdifferentiationMinMresponseMtoMestrogenM
pollutionMinMgraylingMUSalmonidaeV 2

20 vonvergentMconsequencesMofMparthenogenesisMonMstickMinsectMgenomes 2
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19 QualityMMattersmMuiocurationMxxpertsMonMtheMImpactMofMwuplicationMandMOtherMwataMQualityMIssuesMinM
uiologicalMwatabases 2

18 TheMhourglassMmodelMofMevolutionaryMconservationMduringMembryogenesisMextendsMtoM
developmentalMenhancersMwithMsignaturesMofMpositiveMselectionaMGenomedResearchYM2021YMfdYMdhjfZdhkd 9.7 2

17 HaplotypeMdivergenceMsupportsMlongZtermMasexualityMinMtheMoribatidMmiteaMProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2021YMddkYM 11.5 2

16
tnMancientMtruncatedMduplicationMofMtheMantiZMullerianMhormoneMreceptorMtypeMeMgeneMisMaMpotentialM
conservedMmasterMsexMdeterminantMinMtheMPangasiidaeMcatfishMfamilyaaMMoleculardEcologydResourcesYM
2022YM

8.4 2

15 PerspectivemMfromMmolecularMendocrinologyMofMmouseMtoMgenomicMendocrinologyMofManimalsaM
MoleculardanddCellulardEndocrinologyYM2008YMelfYMeZg 4.4 1

14 RobustMinferenceMofMpositiveMselectionMonMregulatoryMsequencesMinMhumanMbrain 1

13 zenomicMfeaturesMofMparthenogeneticManimals 1

12 IdentifyingMgeneMfunctionMandMmoduleMconnectionsMbyMtheMintegrationMofMmultiZspeciesMexpressionMcompendia 1

11 xnablingMSemanticMQueriesMtcrossMyederatedMuioinformaticsMwatabases 1

10 SelectionMagainstMexpressionMnoiseMexplainsMtheMoriginMofMtheMhourglassMpatternMofMxvoZwevo 1

9 TissueZspecificityMofMgeneMexpressionMdivergesMslowlyMbetweenMorthologsYMandMrapidlyMbetweenMparalogs 1

8 SelectiveMconstraintsMonMcodingMsequencesMofMnervousMsystemMgenesMareMaMmajorMdeterminantMofM
duplicateMgeneMretentionMinMvertebrates 1

7 TheMhourglassMmodelMofMevolutionaryMconservationMduringMembryogenesisMextendsMtoM
developmentalMenhancersMwithMsignaturesMofMpositiveMselection 1

6 SexZbiasedMgeneMexpressionMisMmasculinizedMinMasexualMfemales 1

5 SpecialMvareMIsMNeededMinMtpplyingMPhylogeneticMvomparativeMMethodsMtoMzeneMTreesMwithM
SpeciationMandMwuplicationMNodesaMMoleculardBiologydanddEvolutionYM2021YMfkYMdidgZdiei 8.3 1

4 PhylogeneticMcodeMinMtheMcloudMZMcanMitMmeetMtheMexpectationsraMStudiesdindHealthdTechnologydandd
InformaticsYM2010YMdhlYMhhZif 0.5 1

3 NuclearMreceptorsMareMmarkersMofManimalMgenomeMevolutionM2003YMdjjZdkg 0

2
PerformanceMofMaMphylogeneticMindependentMcontrastMmethodMandManMimprovedMpairwiseM
comparisonMunderMdifferentMscenariosMofMtraitMevolutionMafterMspeciationMandMduplicationaMMethodsdind
EcologydanddEvolutionYM2021YMdeYMdkjh

7.7 0

(2021-)
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