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37 xMnovelMparvovirusMVfamilyMParvoviridaeZMinMaMfreshwaterMfishcMzanderMVSanderMluciopercaZeeMArchivespofp
VirologycM2022cMhmncMhhmj 2.6 1

36 HumandstooldassociatedMtusavirusMVParvoviridaeZMinMdomesticMgoatsMandMsheepeeMArchivespofpVirologycM
2022cMh 2.6 0

35 NovelMpicornavirusMVfamilyMPicornaviridaeZMfromMfreshwaterMfishesMVPercaMfluviatiliscMSanderM
luciopercacMandMxmeiurusMmelasZMinMHungaryeMArchivespofpVirologycM2021cMhmmcMimindimji 2.6 1

34 DetectionMandMgeneticMcharacterizationMofMaMnovelMparvovirusMVfamilyMParvoviridaeZMinMbarnMowlsM
VTytoMalbaZMinMHungaryeMArchivespofpVirologycM2021cMhmmcMijhdijm 2.6 2

33
MultipleMTypesMofMNovelMEntericMyopivirusesMVZMwithMtheMPossibilityMofMInterspeciesMTransmissionM
IdentifiedMfromMzlovendHoofedMDomesticMLivestockMVOvinecMzaprineMandMyovineZMinMHungaryeMVirusescM
2021cMhjcM

6.2 3

32 InjurydInducedMInnateMImmuneMResponseMDuringMSegmentMRegenerationMofMtheMEarthwormceM
InternationalpJournalpofpMolecularpSciencescM2021cMiicM 6.3 5

31
GenomeMcharacterizationcMprevalenceMandMtissueMdistributionMofMastroviruscMhepevirusMandMnorovirusM
amongMwildMandMlaboratoryMratsMVRattusMnorvegicusZMandMmiceMVMusMmusculusZMinMHungaryeMInfection,p
GeneticspandpEvolutioncM2021cMpjcMhgkpki

4.5 0

30 DetectionMandMcompleteMgenomeMcharacterizationMofMaMnovelMRNxMvirusMrelatedMtoMmembersMofMtheM
HepedVirgaMcladeMinMbirdMspeciescMhoopoeMVUpupaMepopsZeMInfection,pGeneticspandpEvolutioncM2020cMohcMhgkijm4.5 1

29
FourdyearMlongMVighkdighnZMclinicalMandMlaboratoryMsurveillanceMofMhepatitisMEMvirusMinfectionsMusingM
combinedMantibodycMmolecularcMantigenMandMavidityMdetectionMmethodsqMIncreasingMincidenceMandM
chronicMHEVMcaseMinMHungaryeMJournalpofpClinicalpVirologycM2020cMhikcMhgkiok

14.5 6

28 HighMprevalencecMgeneticMdiversityMandMaMpotentiallyMnovelMgenotypeMofMSapelovirusMxMVZMinMentericM
andMrespiratoryMsamplesMinMHungarianMswineMfarmseMJournalpofpGeneralpVirologycM2020cMhghcMmgpdmih 4.9 5

27 ReviewMofMHepatitisMEMVirusMinMRatsqMEvidentMRiskMofMSpeciesMtoMHumanMZoonoticMInfectionMandM
DiseaseeMVirusescM2020cMhicM 6.2 13

26
zharacterizationMofManMintegratedcMendogenousMmouseMmammaryMtumorMvirusdlikeMVMMTVZM
betaretrovirusMgenomeMinMaMblackMSyrianMhamsterMVMesocricetusMauratusZeMInfection,pGeneticspandp
EvolutioncM2019cMnlcMhgjppl

4.5 0

25
GeneticallyMhighlyMdivergentMRNxMvirusMwithMastrovirusdlikeMVlUdendZMandMhepevirusdlikeMVjUdendZM
genomeMorganizationMinMcarnivorousMbirdscMEuropeanMrollerMVzoraciasMgarrulusZeMInfection,pGeneticsp
andpEvolutioncM2019cMnhcMihldiij

4.5 1

24 DiverseMpicornavirusesMareMprevalentMamongMfreedlivingMandMlaboratoryMratsMVRattusMnorvegicusZMinM
HungaryMandMcanMcauseMdisseminatedMinfectionseMInfection,pGeneticspandpEvolutioncM2019cMnlcMhgjpoo 4.5 5

23 xnalysisMofMaMnovelMRNxMvirusMinMaMwildMnorthernMwhitedbreastedMhedgehogMVErinaceusMroumanicusZeM
ArchivespofpVirologycM2019cMhmkcMjgmldjgnh 2.6 0

22 IdentificationMofMnovelMlumbricinMhomologuesMinMEiseniaMandreiMearthwormseMDevelopmentalpandp
ComparativepImmunologycM2019cMpgcMkhdkm 3.2 10

21 DetectionMofMaMnovelMRNxMvirusMwithMhepatitisMEMvirusdlikeMnondstructuralMgenomeMorganizationMinM
amphibiancMagileMfrogMVRanaMdalmatinaZMtadpoleseMInfection,pGeneticspandpEvolutioncM2018cMmlcMhhidhhm 4.5 9
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20 MultipleMdivergentMpicobirnavirusesMwithMfunctionalMprokaryoticMShinedDalgarnoMribosomeMbindingM
sitesMpresentMinMcloacalMsampleMofMaMdiarrheicMchickeneMVirologycM2018cMlilcMmidni 3.6 15

19 GenomeMcharacterizationMofMaMnovelMmegrivirusdrelatedMavianMpicornavirusMfromMaMcarnivorousMwildM
birdcMwesternMmarshMharrierMVzircusMaeruginosusZeMArchivespofpVirologycM2017cMhmicMinohdinop 2.6 3

18 LjunganfSebokeledlikeMpicornavirusMinMbirdsMofMpreycMcommonMkestrelMVFalcoMtinnunculusZMandM
reddfootedMfalconMVFeMvespertinusZeMInfection,pGeneticspandpEvolutioncM2017cMllcMhkdhp 4.5 5

17 xMnovelMaviandlikeMhepatitisMEMvirusMinMwildMaquaticMbirdcMlittleMegretMVEgrettaMgarzettaZcMinMHungaryeM
Infection,pGeneticspandpEvolutioncM2016cMkmcMnkdnn 4.5 17

16 DivergentMhepatitisMEMvirusMinMbirdsMofMpreycMcommonMkestrelMVFalcoMtinnunculusZMandMreddfootedM
falconMVFeMvespertinusZcMHungaryeMInfection,pGeneticspandpEvolutioncM2016cMkjcMjkjdm 4.5 42

15 xMdiarrheicMchickenMsimultaneouslyMcodinfectedMwithMmultipleMpicornavirusesqMzompleteMgenomeM
analysisMofMavianMpicornavirusesMrepresentingMupMtoMsixMgeneraeMVirologycM2016cMkopcMmjdnk 3.6 27

14 DetectionMandMgenomeManalysisMofMaMnovelMVdimaZrhabdovirusMVRiversideMvirusZMfromMOchlerotatusMspeM
mosquitoesMinMzentralMEuropeeMInfection,pGeneticspandpEvolutioncM2016cMjpcMjjmdjkh 4.5 11

13 xMnovelMposavirusdrelatedMsingledstrandedMRNxMvirusMfromMfishMVzyprinusMcarpioZeMArchivespofpVirology
cM2015cMhmgcMlmldo 2.6 23

12 xvianMpicornavirusesqMmolecularMevolutioncMgenomeMdiversityMandMunusualMgenomeMfeaturesMofMaM
rapidlyMexpandingMgroupMofMvirusesMinMbirdseMInfection,pGeneticspandpEvolutioncM2014cMiocMhlhdmm 4.5 31

11
zomparativeMcompleteMgenomeManalysisMofMchickenMandMTurkeyMmegrivirusesMVfamilyMpicornaviridaeZqM
longMjUMuntranslatedMregionsMwithMaMpotentialMsecondMopenMreadingMframeMandMevidenceMforMpossibleM
recombinationeMJournalpofpVirologycM2014cMoocMmkjkdkj

6.6 21

10 NovelMdicistrovirusMfromMbatMguanoeMArchivespofpVirologycM2014cMhlpcMjkljdm 2.6 18

9
GenomeMcharacterizationMofMaMnovelMchickenMpicornavirusMdistantlyMrelatedMtoMtheMmembersMofMgenusM
xvihepatovirusMwithMaMsingleMixMproteinMandMaMmegrivirusdlikeMjUMUTReMInfection,pGeneticspandp
EvolutioncM2014cMiocMjjjdo

4.5 6

8
GeneticMcharacterizationMofMaMnovelMpicornavirusMinMturkeysMVMeleagrisMgallopavoZMdistinctMfromM
turkeyMgallivirusesMandMmegrivirusesMandMdistantlyMrelatedMtoMtheMmembersMofMtheMgenusM
xvihepatoviruseMJournalpofpGeneralpVirologycM2013cMpkcMhkpmdhlgp

4.9 30

7 TheMvirusesMofMwildMpigeonMdroppingseMPLoSpONEcM2013cMocMeninon 3.7 85

6 IdentificationMandMcompleteMgenomeMcharacterizationMofMaMnovelMpicornavirusMinMturkeyMVMeleagrisM
gallopavoZeMJournalpofpGeneralpVirologycM2012cMpjcMihnhdihoi 4.9 45

5 NaturalMinterspeciesMrecombinantMbovinefporcineMenterovirusMinMsheepeMJournalpofpGeneralpVirologycM
2012cMpjcMhpkhdhplh 4.9 57

4 HumanMenterovirusMhgpMVEVhgpZMinMacuteMpaediatricMrespiratoryMdiseaseMinMHungaryeMActap
MicrobiologicapEtpImmunologicapHungaricacM2012cMlpcMioldpg 1.8 13

3 NovelMpositivedsensecMsingledstrandedMRNxMVbssRNxZMvirusMwithMdidcistronicMgenomeMfromMintestinalM
contentMofMfreshwaterMcarpMVzyprinusMcarpioZeMPLoSpONEcM2011cMmcMeiphkl 3.7 47
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2 KobuvirusesMdMaMcomprehensiveMrevieweMReviewspinpMedicalpVirologycM2011cMihcMjidkh 11.7 134

1 KobuvirusMinMdomesticMsheepcMHungaryeMEmergingpInfectiouspDiseasescM2010cMhmcMompdng 10.2 66
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