37 761 15 27

papers citations h-index g-index

39 899 4.5 4.07

ext. papers ext. citations avg, IF L-index



32

30

28

26

24

22

A0S BoRos

Paper IF Citations

Kobuviruses - a comprehensive review. Reviews in Medical Virology, 2011, 21, 32-41

The viruses of wild pigeon droppings. PLoS ONE, 2013, 8, e72787 3.7 85
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Avihepatovirus with a single 2A protein and a megrivirus-like 30UTR. /nfection, Genetics and
Evolution, 2014, 28, 333-8
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(Tyto alba) in Hungary. Archives of Virology, 2021, 166, 231-236

Genetically highly divergent RNA virus with astrovirus-like (53end) and hepevirus-like (33end)
8 genome organization in carnivorous birds, European roller (Coracias garrulus). /nfection, Genetics 45 1
and Evolution, 2019, 71, 215-223

Detection and complete genome characterization of a novel RNA virus related to members of the
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A novel parvovirus (family Parvoviridae) in a freshwater fish, zander (Sander lucioperca).. Archives of
Virology, 2022, 167, 1163

Characterization of an integrated, endogenous mouse mammary tumor virus-like (MMTV)
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