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k Paper IF Citations

399 αnRαTpoκTYG—micronToUXUXUbYfGleadsGtoGwidespreadGescapeGfromGneutralizingGantibodyGresponsesUUG
CellSG2022SG 56.2 154

398 αtructuresGandGtherapeuticGpotentialGofGantiTRoqGhumanGmonoclonalGantibodiesGagainstG
αnRαTpoκTYUUGTheranosticsSG2022SGXYSGXTXd 12.1 1

397 nntibodyGresponsesGandGcorrelatesGofGprotectionGinGtheGgeneralGpopulationGafterGtwoGdosesGofGtheG
phnd—xXGorGo–βXcYbYGvaccinesUUGNaturefMedicineSG2022SG 50.5 11

396  urificationGofGnfricanGαwineGseverGκirusUUGMethodsfinfMolecularfBiologySG2022SGYbWZSGXdfTXec 1.4

395  otentialGlongTtermGeffectsGofGαnRαTpoκTYGinfectionGonGtheGpulmonaryGvasculaturegGaGglobalG
perspectiveUGNaturefReviewsfCardiologySG2021SG 14.8 5

394 —micronToUXUXUbYfGleadsGtoGwidespreadGescapeGfromGneutralizingGantibodyGresponsesUG2021SG 25

393 oacteriophageG RqXGasGaGnanoscaffoldGforGdrugGloadingUGNanoscaleSG2021SG 7.7 1

392 βheGantibodyGresponseGtoGαnRαTpoκTYGoetaGunderscoresGtheGantigenicGdistanceGtoGotherGvariantsUUG
CellfHostfandfMicrobeSG2021SG 23.4 14

391 nntiTspikeGantibodyGresponseGtoGnaturalGαnRαTpoκTYGinfectionGinGtheGgeneralGpopulationUGNaturef
CommunicationsSG2021SGXYSGcYbW 17.4 13

390 αiteTspecificGstericGcontrolGofGαnRαTpoκTYGspikeGglycosylationG2021SG 3

389 βheGantigenicGanatomyGofGαnRαTpoκTYGreceptorGbindingGdomainUGCellSG2021SGXeaSGYXeZTYYWWUeYY 56.2 145

388 rvidenceGofGescapeGofGαnRαTpoκTYGvariantGoUXUZbXGfromGnaturalGandGvaccineTinducedGseraUGCellSG2021
SGXeaSGYZaeTYZcXUec 56.2 549

387 ReducedGneutralizationGofGαnRαTpoκTYGoUXUXUdGvariantGbyGconvalescentGandGvaccineGseraUGCellSG2021SG
XeaSGYYWXTYYXXUed 56.2 269

386 nntibodyGevasionGbyGtheG UXGstrainGofGαnRαTpoκTYUGCellSG2021SGXeaSGYfZfTYfbaUef 56.2 281

385 ÅuantitativeGαnRαTpoκTYGantiTspikeGresponsesGtoG fizerToio–βechGandG—xfordTnstraZenecaGvaccinesG
byGpreviousGinfectionGstatusUGClinicalfMicrobiologyfandfInfectionSG2021SGYdSGXbXcUedTXbXcUeXa 9.5 43

384 oispecificGrepurposedGmedicinesGtargetingGtheGviralGandGimmunologicalGarmsGofGp—κvqTXfUGScientificf
ReportsSG2021SGXXSGXZYWe 4.9 9

383 αiteTαpecificGαtericGpontrolGofGαnRαTpoκTYGαpikeGtlycosylationUGBiochemistrySG2021SGcWSGYXbZTYXcf 3.2 20
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382  tychographicGαingleG articleGnnalysisGforGoiologicalGαcienceUGMicroscopyfandfMicroanalysisSG2021SG
YdSGXfWTXfY 0.5

381 qiamondGyightGαourcegGcontributionsGtoGαnRαTpoκTYGbiologyGandGtherapeuticsUGBiochemicalfandf
BiophysicalfResearchfCommunicationsSG2021SGbZeSGaWTac 3.4 4

380 nntibodyGαtatusGandGvncidenceGofGαnRαTpoκTYGvnfectionGinGuealthGpareGφorkersUGNewfEnglandf
JournalfoffMedicineSG2021SGZeaSGbZZTbaW 59.2 482

379
nGp—κvqTXfGvaccineGcandidateGusingGαpypatcherGmultimerizationGofGtheGαnRαTpoκTYGspikeGproteinG
receptorTbindingGdomainGinducesGpotentGneutralisingGantibodyGresponsesUGNaturefCommunicationsSG
2021SGXYSGbaY

17.4 86

378 αtringentGthresholdsGinGαnRαTpoκTYGvgtGassaysGleadGtoGunderTdetectionGofGmildGinfectionsUGBMCf
InfectiousfDiseasesSG2021SGYXSGXed 4 12

377
nnGobservationalGcohortGstudyGonGtheGincidenceGofGαnRαTpoκTYGinfectionGandGoUXUXUdGvariantG
infectionGinGhealthcareGworkersGbyGantibodyGandGvaccinationGstatusUGClinicalfInfectiousfDiseasesSG2021
SG

11.6 31

376 nntibodyGresponsesGtoGαnRαTpoκTYGvaccinesGinGabSfcbGadultsGfromGtheGgeneralGpopulationGofGtheG
γnitedGxingdomUGNaturefMicrobiologySG2021SGcSGXXaWTXXaf 26.6 74

375 ReducedGneutralizationGofGαnRαTpoκTYGoUXUcXdGbyGvaccineGandGconvalescentGserumUGCellSG2021SGXeaSGaYYWTaYZcUeXZ56.2 296

374 zammalianGexpressionGofGvirusTlikeGparticlesGasGaGproofGofGprincipleGforGnextGgenerationGpolioG
vaccinesUGNpjfVaccinesSG2021SGcSGb 9.5 2

373
βheGqurationSGqynamicsSGandGqeterminantsGofGαevereGncuteGRespiratoryGαyndromeGporonavirusGYG
OαnRαTpoκTYPGnntibodyGResponsesGinGvndividualGuealthcareGφorkersUGClinicalfInfectiousfDiseasesSG
2021SGdZSGecffTedWf

11.6 120

372 yowTdoseGphaseGretrievalGofGbiologicalGspecimensGusingGcryoTelectronGptychographyUGNaturef
CommunicationsSG2020SGXXSGYddZ 17.4 25

371 –eutralizationGofGαnRαTpoκTYGbyGqestructionGofGtheG refusionGαpikeUGCellfHostfandfMicrobeSG2020SG
YeSGaabTabaUec 23.4 187

370 ZqGporrelativeGpryoTαtructuredGvlluminationGsluorescenceGandGαoftGXTrayGzicroscopyGrlucidatesG
ReovirusGvntracellularGReleaseG athwayUGCellSG2020SGXeYSGbXbTbZWUeXd 56.2 29

369 αcanningGelectronGmicroscopyGasGaGmethodGforGsampleGvisualizationGinGproteinGXTrayGcrystallographyUG
IUCrJSG2020SGdSGbWWTbWe 4.7 4

368 nntibodyGtestingGforGp—κvqTXfgGnGreportGfromGthe´ –ationalGp—κvqGαcientificGndvisoryG anelUG
WellcomefOpenfResearchSG2020SGbSGXZf 4.8 120

367 αnRαTpoκTYGantibodyGprevalenceSGtitresGandGneutralisingGactivityGinGanGantenatalGcohortSGγnitedG
xingdomSGXaGnprilGtoGXbGwuneGYWYWUGEurosurveillanceSG2020SGYbSG 19.8 9

366 qifferentialGoccupationalGrisksGtoGhealthcareGworkersGfromGαnRαTpoκTYGobservedGduringGaG
prospectiveGobservationalGstudyUGELifeSG2020SGfSG 8.9 122

365 nuthorGresponsegGqifferentialGoccupationalGrisksGtoGhealthcareGworkersGfromGαnRαTpoκTYGobservedG
duringGaGprospectiveGobservationalGstudyG2020SG 4

(2020-2021)
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364 oroadGandGstrongGmemoryGpqaGandGpqeGβGcellsGinducedGbyGαnRαTpoκTYGinGγxGconvalescentG
p—κvqTXfGpatientsG2020SG 47

363 tlutathioneGfacilitatesGenterovirusGassemblyGbyGbindingGatGaGdruggableGpocketUGCommunicationsf
BiologySG2020SGZSGf 6.7 6

362 uandTfootTandTmouthGdiseaseGvirusGreceptorGxRrzr–XGbindsGtheGcanyonGofGpoxsackieGκirusGnXWUG
NaturefCommunicationsSG2020SGXXSGZe 17.4 12

361 αymmetricalGarrangementGofGpositivelyGchargedGresiduesGaroundGtheGbTfoldGaxesGofGαnβGtypeG
footTandTmouthGdiseaseGvirusGenhancesGcellGcultureGofGfieldGvirusesUGPLoSfPathogensSG2020SGXcSGeXWWeeYe7.6 2

360 –eutralizingGnanobodiesGbindGαnRαTpoκTYGspikeGRoqGandGblockGinteractionGwithGnprYUGNaturef
StructuralfandfMolecularfBiologySG2020SGYdSGeacTeba 17.6 275

359 αtructuralGbasisGforGtheGneutralizationGofGαnRαTpoκTYGbyGanGantibodyGfromGaGconvalescentGpatientUG
NaturefStructuralfandfMolecularfBiologySG2020SGYdSGfbWTfbe 17.6 175

358 αtructuralGandGfunctionalGanalysisGofGprotectiveGantibodiesGtargetingGtheGthreefoldGplateauGofG
enterovirusGdXUGNaturefCommunicationsSG2020SGXXSGbYbZ 17.4 6

357 pryoαvzgGsuperTresolutionGZqGstructuredGilluminationGcryogenicGfluorescenceGmicroscopyGforG
correlatedGultrastructuralGimagingUGOpticaSG2020SGdSGeWYTeXY 8.6 23

356 oroadGandGstrongGmemoryGpqaGandGpqeGβGcellsGinducedGbyGαnRαTpoκTYGinGγxGconvalescentG
individualsGfollowingGp—κvqTXfUGNaturefImmunologySG2020SGYXSGXZZcTXZab 19.1 615

355  erformanceGcharacteristicsGofGfiveGimmunoassaysGforGαnRαTpoκTYgGaGheadTtoTheadGbenchmarkG
comparisonUGLancetfInfectiousfDiseasestfTheSG2020SGYWSGXZfWTXaWW 25.5 212

354 nssemblyGintermediatesGofGorthoreovirusGcapturedGinGtheGcellUGNaturefCommunicationsSG2020SGXXSGaaab 17.4 13

353 αymmetricalGarrangementGofGpositivelyGchargedGresiduesGaroundGtheGbTfoldGaxesGofGαnβGtypeG
footTandTmouthGdiseaseGvirusGenhancesGcellGcultureGofGfieldGvirusesG2020SGXcSGeXWWeeYe

352 αymmetricalGarrangementGofGpositivelyGchargedGresiduesGaroundGtheGbTfoldGaxesGofGαnβGtypeG
footTandTmouthGdiseaseGvirusGenhancesGcellGcultureGofGfieldGvirusesG2020SGXcSGeXWWeeYe

351 αymmetricalGarrangementGofGpositivelyGchargedGresiduesGaroundGtheGbTfoldGaxesGofGαnβGtypeG
footTandTmouthGdiseaseGvirusGenhancesGcellGcultureGofGfieldGvirusesG2020SGXcSGeXWWeeYe

350 αymmetricalGarrangementGofGpositivelyGchargedGresiduesGaroundGtheGbTfoldGaxesGofGαnβGtypeG
footTandTmouthGdiseaseGvirusGenhancesGcellGcultureGofGfieldGvirusesG2020SGXcSGeXWWeeYe

349 αymmetricalGarrangementGofGpositivelyGchargedGresiduesGaroundGtheGbTfoldGaxesGofGαnβGtypeG
footTandTmouthGdiseaseGvirusGenhancesGcellGcultureGofGfieldGvirusesG2020SGXcSGeXWWeeYe

348 αymmetricalGarrangementGofGpositivelyGchargedGresiduesGaroundGtheGbTfoldGaxesGofGαnβGtypeG
footTandTmouthGdiseaseGvirusGenhancesGcellGcultureGofGfieldGvirusesG2020SGXcSGeXWWeeYe

347 ntomicGstructureGofGtheGrpsteinToarrGvirusGportalUGNaturefCommunicationsSG2019SGXWSGZefX 17.4 20
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346 zultipleGliquidGcrystallineGgeometriesGofGhighlyGcompactedGnucleicGacidGinGaGdsR–nGvirusUGNatureSG
2019SGbdWSGYbYTYbc 50.4 30

345 βheGroleGofGtheGlightGchainGinGtheGstructureGandGbindingGactivityGofGtwoGcattleGantibodiesGthatG
neutralizeGbovineGrespiratoryGsyncytialGvirusUGMolecularfImmunologySG2019SGXXYSGXYZTXZW 4.3 4

344 nssemblyGofGcomplexGvirusesGexemplifiedGbyGaGhalophilicGeuryarchaealGvirusUGNaturefCommunications
SG2019SGXWSGXabc 17.4 12

343 uepatitisGnGκirusGpapsidGαtructureUGColdfSpringfHarborfPerspectivesfinfMedicineSG2019SGfSG 5.4 7

342 αtructureToasedGinGαilicoGαcreeningGvdentifiesGaG otentGrbolavirusGvnhibitorGfromGaGβraditionalG
phineseGzedicineGyibraryUGJournalfoffMedicinalfChemistrySG2019SGcYSGYfYeTYfZd 8.3 18

341 βheGstructureGofGaGprokaryoticGviralGenvelopeGproteinGexpandsGtheGlandscapeGofGmembraneGfusionG
proteinsUGNaturefCommunicationsSG2019SGXWSGeac 17.4 17

340 γnexpectedGmodeGofGengagementGbetweenGenterovirusGdXGandGitsGreceptorGαpnRoYUGNaturef
MicrobiologySG2019SGaSGaXaTaXf 26.6 45

339 βowardsGinGcelluloGvirusGcrystallographyUGScientificfReportsSG2018SGeSGZddX 4.9 8

338 βargetGvdentificationGandGzodeGofGnctionGofGsourGphemicallyGqivergentGqrugsGagainstGrbolavirusG
vnfectionUGJournalfoffMedicinalfChemistrySG2018SGcXSGdYaTdZZ 8.3 49

337 ouildingGtheGatomicGmodelGofGaGborealGlakeGvirusGofGunknownGfoldGinGaGZUfGˆ�GcryoTrzGmapUGJournalfoff
StructuralfBiologySG2018SGYWYSGfaTff 3.4 2

336 –eutralizationGzechanismsGofGβwoGuighlyG otentGnntibodiesGagainstGuumanGrnterovirusGdXUGMBioSG
2018SGfSG 7.8 19

335 αtructuresGofGrbolaGκirusGtlycoproteinGpomplexesGwithGβricyclicGnntidepressantGandGnntipsychoticG
qrugsUGJournalfoffMedicinalfChemistrySG2018SGcXSGafZeTafab 8.3 20

334 tenerationGandGcharacterisationGofGrecombinantGszqκGantibodiesgGnpplicationsGforGadvancingG
diagnosticGandGlaboratoryGassaysUGPLoSfONESG2018SGXZSGeWYWXebZ 3.7 3

333 φhereGisGcrystallographyGgoinglUGActafCrystallographicafSectionfD:fStructuralfBiologySG2018SGdaSGXbYTXcc 5.5 43

332 yentiviralGtransductionGofGmammalianGcellsGforGfastSGscalableGandGhighTlevelGproductionGofGsolubleG
andGmembraneGproteinsUGNaturefProtocolsSG2018SGXZSGYffXTZWXd 18.8 57

331 αenecaGκalleyGvirusGattachmentGandGuncoatingGmediatedGbyGitsGreceptorGanthraxGtoxinGreceptorGXUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG2018SGXXbSGXZWedTXZWfY11.5 16

330 zachiningGproteinGmicrocrystalsGforGstructureGdeterminationGbyGelectronGdiffractionUGProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG2018SGXXbSGfbcfTfbdZ 11.5 48

329 RedundantGyateGqomainGsunctionsGofGβandemGκ YGY XyGzotifsGinG–onlyticGpellularGrgressGofG
ÅuasiTenvelopedGuepatitisGnGκirusUGJournalfoffVirologySG2018SGfYSG 6.6 19

(2018-2019)
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328 phimericG—XxGfootTandTmouthGdiseaseGvirusGwithGαnβYGouterGcapsidGasGanGszqGvaccineGcandidateUG
ScientificfReportsSG2018SGeSGXZcba 4.9 7

327
 otentGneutralizationGofGhepatitisGnGvirusGrevealsGaGreceptorGmimicGmechanismGandGtheGreceptorG
recognitionGsiteUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
2017SGXXaSGddWTddb

11.5 35

326 βheGoGpellGResponseGtoGsootTandTzouthGqiseaseGκirusGinGpattleGfollowingGαequentialGκaccinationG
withGzultipleGαerotypesUGJournalfoffVirologySG2017SGfXSG 6.6 3

325 –earTatomicGstructureGofGwapaneseGencephalitisGvirusGrevealsGcriticalGdeterminantsGofGvirulenceGandG
stabilityUGNaturefCommunicationsSG2017SGeSGXa 17.4 72

324 uighTspeedGfixedTtargetGserialGvirusGcrystallographyUGNaturefMethodsSG2017SGXaSGeWbTeXW 21.6 79

323 RulesGofGengagementGbetweenG˛–v˛†cGintegrinGandGfootTandTmouthGdiseaseGvirusUGNaturef
CommunicationsSG2017SGeSGXbaWe 17.4 54

322 qoubleTstrandedGR–nGvirusGouterGshellGassemblyGbyGbonaGfideGdomainTswappingUGNaturef
CommunicationsSG2017SGeSGXaeXa 17.4 28

321 αnβYGsootTandTzouthGqiseaseGκirusGαtructurallyGzodifiedGforGvncreasedGβhermostabilityUGJournalfoff
VirologySG2017SGfXSG 6.6 20

320 vncorporationGofGtetanusTepitopeGintoGvirusTlikeGparticlesGachievesGvaccineGresponsesGevenGinGolderG
recipientsGinGmodelsGofGpsoriasisSGnlzheimerNsGandGcatGallergyUGNpjfVaccinesSG2017SGYSGZW 9.5 47

319  lantTmadeGpolioGtypeGZGstabilizedGκy sTaGcandidateGsyntheticGpolioGvaccineUGNaturefCommunications
SG2017SGeSGYab 17.4 56

318 αtructuresGofGfootGandGmouthGdiseaseGvirusGpentamersgGvnsightGintoGcapsidGdissociationGandG
unexpectedGpentamerGreassociationUGPLoSfPathogensSG2017SGXZSGeXWWccWd 7.6 16

317 κirusGfoundGinGaGborealGlakeGlinksGssq–nGandGdsq–nGvirusesUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG2017SGXXaSGeZdeTeZeZ 11.5 30

316 βheGslipTandTslideGalgorithmgGaGrefinementGprotocolGforGdetectorGgeometryUGJournalfoffSynchrotronf
RadiationSG2017SGYaSGXXbYTXXcY 2.4 4

315 rlectronGoioTvmagingGpentreGOeovpPgGtheGγxGnationalGresearchGfacilityGforGbiologicalGelectronG
microscopyUGActafCrystallographicafSectionfD:fStructuralfBiologySG2017SGdZSGaeeTafb 5.5 17

314 sixedGtargetGcombinedGwithGspectralGmappinggGapproachingGXWWLGhitGratesGforGserialG
crystallographyUGActafCrystallographicafSectionfD:fStructuralfBiologySG2016SGdYSGfaaTbb 5.5 54

313 αtructureGofGhumanGnichiGvirusGandGimplicationsGforGreceptorGbindingUGNaturefMicrobiologySG2016SGXSGXcXbW26.6 24

312 RecoveryGofGdataGfromGperfectlyGtwinnedGvirusGcrystalsGrevisitedUGActafCrystallographicafSectionfD:f
StructuralfBiologySG2016SGdYSGeXdTYY 5.5 6

311 βheGαtructureGofGuvκTXGRevGsilamentsGαuggestsGaGoilateralGzodelGforGRevTRRrGnssemblyUGStructureSG
2016SGYaSGXWceTeW 5.2 14
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310 βoremifeneGinteractsGwithGandGdestabilizesGtheGrbolaGvirusGglycoproteinUGNatureSG2016SGbZbSGXcfTXdY 50.4 168

309 prystalGstructuresGofGpenicillinTbindingGproteinGZGinGcomplexesGwithGazlocillinGandGcefoperazoneGinG
bothGacylatedGandGdeacylatedGformsUGFEBSfLettersSG2016SGbfWSGYeeTfd 3.8 15

308 —nGtheGreleaseGofGforGprocessingGXTrayGfreeTelectronGlaserGimagesUGJournalfoffAppliedfCrystallography
SG2016SGafSGXWcbTXWdY 3.8 28

307 vmperfectionGandGradiationGdamageGinGproteinGcrystalsGstudiedGwithGcoherentGradiationUGJournalfoff
SynchrotronfRadiationSG2016SGYZSGYYeTZd 2.4 4

306 βakeβwogGanGindexingGalgorithmGsuitedGtoGstillGimagesGwithGknownGcrystalGparametersUGActaf
CrystallographicafSectionfD:fStructuralfBiologySG2016SGdYSGfbcTcb 5.5 28

305 αtructureGofGglycosylatedG– pXGluminalGdomainGpGrevealsGinsightsGintoG– pYGandGrbolaGvirusG
interactionsUGFEBSfLettersSG2016SGbfWSGcWbTXY 3.8 30

304 βheGdemocratizationGofGcryoTrzUGNaturefMethodsSG2016SGXZSGcWdTe 21.6 25

303 nGrevisedGpartialityGmodelGandGpostTrefinementGalgorithmGforGXTrayGfreeTelectronGlaserGdataUGActaf
CrystallographicafSectionfD:fBiologicalfCrystallographySG2015SGdXSGXaWWTXW 52

302 nGnationalGfacilityGforGbiologicalGcryoTelectronGmicroscopyUGActafCrystallographicafSectionfD:f
BiologicalfCrystallographySG2015SGdXSGXYdTZb 20

301 αtructureTbasedGenergeticsGofGproteinGinterfacesGguidesGfootTandTmouthGdiseaseGvirusGvaccineG
designUGNaturefStructuralfandfMolecularfBiologySG2015SGYYSGdeeTfa 17.6 64

300 prystalGstructureGofGtheGR–nTdependentGR–nGpolymeraseGfromGinfluenzaGpGvirusUGNatureSG2015SGbYdSGXXaTd50.4 116

299  olyhedraGstructuresGandGtheGevolutionGofGtheGinsectGvirusesUGJournalfoffStructuralfBiologySG2015SG
XfYSGeeTff 3.4 16

298 αtructuresGofGpoxsackievirusGnXcGpapsidsGwithG–ativeGnntigenicitygGvmplicationsGforG articleG
rxpansionSGReceptorGoindingSGandGvmmunogenicityUGJournalfoffVirologySG2015SGefSGXWbWWTXX 6.6 40

297 uepatitisGnGvirusGandGtheGoriginsGofGpicornavirusesUGNatureSG2015SGbXdSGebTee 50.4 115

296 nGRn–xyGmutantGusedGasGanGinterTspeciesGvaccineGforGefficientGimmunotherapyGofGosteoporosisUG
ScientificfReportsSG2015SGbSGXaXbW 4.9 12

295 yocalizedGreconstructionGofGsubunitsGfromGelectronGcryomicroscopyGimagesGofGmacromolecularG
complexesUGNaturefCommunicationsSG2015SGcSGeeaZ 17.4 149

294 qiamondGyightGαourcegGstatusGandGperspectivesUGPhilosophicalfTransactionsfSeriesfAtfMathematicaltf
PhysicaltfandfEngineeringfSciencesSG2015SGZdZSG 3 10

293  otentGantiviralGagentsGfailGtoGelicitGgeneticallyTstableGresistanceGmutationsGinGeitherGenterovirusGdXG
orGpoxsackievirusGnXcUGAntiviralfResearchSG2015SGXYaSGddTeY 10.8 15

(2015-2016)
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292 βheGhumanGotubainYTubiquitinGstructureGprovidesGinsightsGintoGtheGcleavageGspecificityGofG
polyTubiquitinTlinkagesUGPLoSfONESG2015SGXWSGeWXXbZaa 3.7 19

291 βandemGfusionGofGhepatitisGoGcoreGantigenGallowsGassemblyGofGvirusTlikeGparticlesGinGbacteriaGandG
plantsGwithGenhancedGcapacityGtoGaccommodateGforeignGproteinsUGPLoSfONESG2015SGXWSGeWXYWdbX 3.7 73

290 αtructureGofGp κXdGpolyhedrinGdeterminedGbyGtheGimprovedGanalysisGofGserialGfemtosecondG
crystallographicGdataUGNaturefCommunicationsSG2015SGcSGcaZb 17.4 51

289 αtructureGofGyjunganGvirusGprovidesGinsightGintoGgenomeGpackagingGofGthisGpicornavirusUGNaturef
CommunicationsSG2015SGcSGeZXc 17.4 36

288 αtructureGrlucidationGofGpoxsackievirusGnXcGinGpomplexGwithGt  ZGvnformsGaGαystematicGReviewGofG
uighlyG otentGpapsidGoindersGtoGrnterovirusesUGPLoSfPathogensSG2015SGXXSGeXWWbXcb 7.6 13

287 npplicationGofGinGsituGdiffractionGinGhighTthroughputGstructureGdeterminationGplatformsUGMethodsfinf
MolecularfBiologySG2015SGXYcXSGYZZTbZ 1.4 16

286 nutomatedGstructuralGcomparisonsGclarifyGtheGphylogenyGofGtheGrightThandTshapedGpolymerasesUG
MolecularfBiologyfandfEvolutionSG2014SGZXSGYdaXTbY 8.3 34

285 γnexpectedGstructureGforGtheG–TterminalGdomainGofGhepatitisGpGvirusGenvelopeGglycoproteinGrXUG
NaturefCommunicationsSG2014SGbSGaeda 17.4 56

284 rxploitingGfastGdetectorsGtoGenterGaGnewGdimensionGinGroomTtemperatureGcrystallographyUGActaf
CrystallographicafSectionfD:fBiologicalfCrystallographySG2014SGdWSGXYaeTbc 64

283 zoreTpowerfulGvirusGinhibitorsGfromGstructureTbasedGanalysisGofGurκdXGcapsidTbindingGmoleculesUG
NaturefStructuralfandfMolecularfBiologySG2014SGYXSGYeYTYee 17.6 75

282 vnGcelluloGstructureGdeterminationGofGaGnovelGcypovirusGpolyhedrinUGActafCrystallographicafSectionfD:f
BiologicalfCrystallographySG2014SGdWSGXaZbTaX 33

281 yysosomeGsortingGofG˛†TglucocerebrosidaseGbyGyvz TYGisGtargetedGbyGtheGmannoseGcTphosphateG
receptorUGNaturefCommunicationsSG2014SGbSGaZYX 17.4 58

280  ushingGtheGlimitsGofGsulfurGαnqGphasinggGdeGnovoGstructureGsolutionGofGtheG–TterminalGdomainGofG
theGectodomainGofGupκGrXUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG2014SGdWSGYXfdTYWZ 25

279 –ewGmethodsGforGindexingGmultiTlatticeGdiffractionGdataUGActafCrystallographicafSectionfD:fBiologicalf
CrystallographySG2014SGdWSGYcbYTcc 51

278 gGanGi—αGappGforGvα yoUGJournalfoffAppliedfCrystallographySG2014SGadSGXdeXTXdeZ 3.8 5

277 prystalGstructureGofGsignalGregulatoryGproteinGgammaGOαvR ˛‡PGinGcomplexGwithGanGantibodyGsabG
fragmentUGBMCfStructuralfBiologySG2013SGXZSGXZ 2.7 8

276 αtructureGofGaGpestivirusGenvelopeGglycoproteinGrYGclarifiesGitsGroleGinGcellGentryUGCellfReportsSG2013SG
ZSGZWTb 10.6 99

275 rfficientGproductionGofGfootTandTmouthGdiseaseGvirusGemptyGcapsidsGinGinsectGcellsGfollowingGdownG
regulationGofGZpGproteaseGactivityUGJournalfoffVirologicalfMethodsSG2013SGXedSGaWcTXY 2.6 46

David Ian Stuart

8



274 αtructureGofGaGκ XTκ ZGcomplexGsuggestsGhowGbirnavirusesGpackageGtheGκ XGpolymeraseUGJournalfoff
VirologySG2013SGedSGZYYfTZc 6.6 13

273  lateGtectonicsGofGvirusGshellGassemblyGandGreorganizationGinGphageGˇ�eSGaGdistantGrelativeGofG
mammalianGreovirusesUGStructureSG2013SGYXSGXZeaTfb 5.2 36

272 nutomaticGcomparisonGandGclassificationGofGproteinGstructuresUGJournalfoffStructuralfBiologySG2013SG
XeZSGadTbc 3.4 33

271
rxpressionSGpurificationGandGcrystallizationGofGtheGectodomainGofGtheGenvelopeGglycoproteinGrYGfromG
oovineGviralGdiarrhoeaGvirusUGActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationsSG
2013SGcfSGZbTe

8

270 nntigenicGswitchingGofGhepatitisGoGvirusGbyGalternativeGdimerizationGofGtheGcapsidGproteinUGStructureSG
2013SGYXSGXZZTXaY 5.2 47

269 oacteriophageG YZTddGcapsidGproteinGstructuresGrevealGtheGarchetypeGofGanGancientGbranchGfromGaG
majorGvirusGlineageUGStructureSG2013SGYXSGdXeTYc 5.2 34

268 oindingGofGObαPTpenicilloicGacidGtoGpenicillinGbindingGproteinGZUGACSfChemicalfBiologySG2013SGeSGYXXYTc 4.9 18

267  icornavirusGuncoatingGintermediateGcapturedGinGatomicGdetailUGNaturefCommunicationsSG2013SGaSGXfYf 17.4 124

266 RationalGengineeringGofGrecombinantGpicornavirusGcapsidsGtoGproduceGsafeSGprotectiveGvaccineG
antigenUGPLoSfPathogensSG2013SGfSGeXWWZYbb 7.6 106

265 αtructureGdeterminationGfromGaGsingleGhighTpressureTfrozenGvirusGcrystalUGActafCrystallographicaf
SectionfD:fBiologicalfCrystallographySG2013SGcfSGZWeTXY 8

264 sromGlowsGtoGhighsgGusingGlowTresolutionGmodelsGtoGphaseGXTrayGdataUGActafCrystallographicafSectionf
D:fBiologicalfCrystallographySG2013SGcfSGYYbdTcb 9

263 βrackingGinGatomicGdetailGtheGfunctionalGspecializationsGinGviralGRecnGhelicasesGthatGoccurGduringG
evolutionUGNucleicfAcidsfResearchSG2013SGaXSGfZfcTaXW 20.1 17

262 rvaluationGandGuseGofGinTsilicoGstructureTbasedGepitopeGpredictionGwithGfootTandTmouthGdiseaseG
virusUGPLoSfONESG2013SGeSGecXXYY 3.7 30

261 pombinedGapproachesGtoGstudyGvirusGstructuresUGSubuCellularfBiochemistrySG2013SGceSGYWZTac 5.5 2

260 vnGsituGmacromolecularGcrystallographyGusingGmicrobeamsUGActafCrystallographicafSectionfD:f
BiologicalfCrystallographySG2012SGceSGbfYTcWW 109

259 —utrunningGfreeGradicalsGinGroomTtemperatureGmacromolecularGcrystallographyUGActaf
CrystallographicafSectionfD:fBiologicalfCrystallographySG2012SGceSGeXWTe 70

258
prystallizationGandGpreliminaryGcrystallographicGanalysisGofGtheGmajorGcapsidGproteinsGκ XcGandG
κ XdGofGbacteriophageG YZTddUGActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationsSG
2012SGceSGbeWTZ

7

257
αtructureGofGtheGregulatoryGdomainGofGtheGyysRGfamilyGregulatorG–zoYWbbGOzetRTlikeGproteinPGfromG
–eisseriaGmeningitidisUGActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationsSG2012SG
ceSGdZWTd

1

(2012-2013)
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256 phemicalGandGstructuralGanalysisGofGanGantibodyGfoldingGintermediateGtrappedGduringGglycanG
biosynthesisUGJournalfoffthefAmericanfChemicalfSocietySG2012SGXZaSGXdbbaTcZ 16.4 62

255 pharacterizationGofGepitopeTtaggedGfootTandTmouthGdiseaseGvirusUGJournalfoffGeneralfVirologySG2012SG
fZSGYZdXTYZeX 4.9 27

254 βheGpTterminalGprimingGdomainGisGstronglyGassociatedGwithGtheGmainGbodyGofGbacteriophageGlcG
R–nTdependentGR–nGpolymeraseUGVirologySG2012SGaZYSGXeaTfZ 3.6 8

253 nGplateTbasedGhighTthroughputGassayGforGvirusGstabilityGandGvaccineGformulationUGJournalfoff
VirologicalfMethodsSG2012SGXebSGXccTdW 2.6 73

252 nGsensorTadaptorGmechanismGforGenterovirusGuncoatingGfromGstructuresGofGrκdXUGNaturefStructuralf
andfMolecularfBiologySG2012SGXfSGaYaTf 17.6 284

251 αtructureGunifiesGtheGviralGuniverseUGAnnualfReviewfoffBiochemistrySG2012SGeXSGdfbTeYY 29.1 215

250 youiseG–UGwohnsonGXfaWTYWXYUGNaturefStructuralfandfMolecularfBiologySG2012SGXfSGXYXcTd 17.6 1

249 –oncatalyticGionsGdirectGtheGR–nTdependentGR–nGpolymeraseGofGbacterialGdoubleTstrandedGR–nG
virusGlcGfromGdeGnovoGinitiationGtoGelongationUGJournalfoffVirologySG2012SGecSGYeZdTaf 6.6 28

248 uowGvacciniaGvirusGhasGevolvedGtoGsubvertGtheGhostGimmuneGresponseUGJournalfoffStructuralfBiologySG
2011SGXdbSGXYdTZa 3.4 52

247 pellsGunderGsiegegGviralGglycoproteinGinteractionsGatGtheGcellGsurfaceUGJournalfoffStructuralfBiologySG
2011SGXdbSGXYWTc 3.4 27

246 nutomationGofGlargeGscaleGtransientGproteinGexpressionGinGmammalianGcellsUGJournalfoffStructuralf
BiologySG2011SGXdbSGYWfTXb 3.4 50

245 xtal izαgGaG izαTbasedGwebGapplicationGforGtheGmanagementGandGmonitoringGofGcrystallizationG
trialsUGJournalfoffStructuralfBiologySG2011SGXdbSGYZWTb 3.4 8

244 RecordingGinformationGonGproteinGcomplexesGinGanGinformationGmanagementGsystemUGJournalfoff
StructuralfBiologySG2011SGXdbSGYYaTf 3.4 3

243 prystalGstructuresGofGpenicillinTbindingGproteinGZGfromG seudomonasGaeruginosagGcomparisonGofG
nativeGandGantibioticTboundGformsUGJournalfoffMolecularfBiologySG2011SGaWbSGXdZTea 6.5 63

242 vnsightsGintoGtheGevolutionGofGaGcomplexGvirusGfromGtheGcrystalGstructureGofGvacciniaGvirusGqXZUG
StructureSG2011SGXfSGXWXXTYW 5.2 59

241
βheGuseGofGlowTresolutionGphasingGfollowedGbyGphaseGextensionGfromGdUcGtoGYUbGˆ�GresolutionGwithG
noncrystallographicGsymmetryGtoGsolveGtheGstructureGofGaGbacteriophageGcapsidGproteinUGActaf
CrystallographicafSectionfD:fBiologicalfCrystallographySG2011SGcdSGYYeTZY

6

240 βheG roteinGvnformationGzanagementGαystemGO izαPgGaGgenericGtoolGforGanyGstructuralGbiologyG
researchGlaboratoryUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG2011SGcdSGYafTcW 17

239
γseGofGtheG˛–TmannosidaseGvGinhibitorGkifunensineGallowsGtheGcrystallizationGofGapoGpβynTaG
homodimerGproducedGinGlongTtermGculturesGofGphineseGhamsterGovaryGcellsUGActafCrystallographicaf
SectionfF:fStructuralfBiologyfCommunicationsSG2011SGcdSGdebTf

14
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238 IaqGoiologyGforGhealthGandGdiseaseIGworkshopGreportUGNewfBiotechnologySG2011SGYeSGYfXTZ 6.4 2

237 RigidTbodyGligandGrecognitionGdrivesGcytotoxicGβTlymphocyteGantigenGaGOpβynTaPGreceptorGtriggeringUG
JournalfoffBiologicalfChemistrySG2011SGYecSGccebTfc 5.4 29

236
zappingGtheGvkappaoGkinaseGbetaGOvxxbetaPTbindingGinterfaceGofGtheGoXaGproteinSGaGvacciniaGvirusG
inhibitorGofGvxxbetaTmediatedGactivationGofGnuclearGfactorGkappaoUGJournalfoffBiologicalfChemistrySG
2011SGYecSGYWdYdTZb

5.4 43

235 βheG–TterminusGofGtheGR–nGpolymeraseGfromGinfectiousGpancreaticGnecrosisGvirusGisGtheGdeterminantG
ofGgenomeGattachmentUGPLoSfPathogensSG2011SGdSGeXWWYWeb 7.6 26

234 vnhibitionGofGapoptosisGandG–sT˛”oGactivationGbyGvacciniaGproteinG–XGoccurGviaGdistinctGbindingG
surfacesGandGmakeGdifferentGcontributionsGtoGvirulenceUGPLoSfPathogensSG2011SGdSGeXWWYaZW 7.6 57

233 uowGbaculovirusGpolyhedraGfitGsquareGpegsGintoGroundGholesGtoGrobustlyGpackageGvirusesUGEMBOf
JournalSG2010SGYfSGbWbTXa 13 82

232
vmplicationsGofGtheGuvκTXGRevGdimerGstructureGatGZUYGnGresolutionGforGmultimericGbindingGtoGtheGRevG
responseGelementUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
2010SGXWdSGbeXWTa

11.5 106

231 αtructuralGandGfunctionalGinsightsGofGRn–xyTRn–xGinteractionGandGsignalingUGJournalfoffImmunologySG
2010SGXeaSGcfXWTf 5.3 90

230 vnGvitroGactivitiesGofGtheGmultifunctionalGR–nGsilencingGpolymeraseGÅqrTXGofG–eurosporaGcrassaUG
JournalfoffBiologicalfChemistrySG2010SGYebSGYfZcdTda 5.4 12

229 prystalGstructureGofGequineGrhinitisGnGvirusGinGcomplexGwithGitsGsialicGacidGreceptorUGJournalfoffGeneralf
VirologySG2010SGfXSGXfdXTXfdd 4.9 13

228 qimericGarchitectureGofGtheGuendraGvirusGattachmentGglycoproteingGevidenceGforGaGconservedGmodeG
ofGassemblyUGJournalfoffVirologySG2010SGeaSGcYWeTXd 6.6 75

227 γsingGstructuralGinformationGtoGchangeGtheGphosphotransferGspecificityGofGaGtwoTcomponentG
chemotaxisGsignallingGcomplexUGPLoSfBiologySG2010SGeSGeXWWWZWc 9.7 53

226 tenerationGandGcharacterizationGofGaGchimericGrabbitVhumanGsabGforGcoTcrystallizationGofGuvκTXGRevUG
JournalfoffMolecularfBiologySG2010SGZfdSGcfdTdWe 6.5 24

225 qomainGmetastabilitygGaGmolecularGbasisGforGimmunoglobulinGdepositionlUGJournalfoffMolecularf
BiologySG2010SGZffSGYWdTXZ 6.5 18

224 αharedGparamyxoviralGglycoproteinGarchitectureGisGadaptedGforGdiverseGattachmentGstrategiesUG
BiochemicalfSocietyfTransactionsSG2010SGZeSGXZafTbb 5.1 28

223 αtructureGandGfunctionalityGinGflavivirusG–αTproteinsgGperspectivesGforGdrugGdesignUGAntiviralf
ResearchSG2010SGedSGXYbTae 10.8 227

222 βheGstructureGofGaGreducedGformGofG—xyRGfromG–eisseriaGmeningitidisUGBMCfStructuralfBiologySG2010SG
XWSGXW 2.7 19

221 φhatGqoesGitGβakeGtoGzakeGaGκirusgGβheGponceptGofGtheGκiralGNαelfNG2010SGZbTbe 16

(2010-2011)
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220 nGhumanGembryonicGkidneyGYfZβGcellGlineGmutatedGatGtheGtolgiGalphaTmannosidaseGvvGlocusUGJournalf
offBiologicalfChemistrySG2009SGYeaSGYXceaTfb 5.4 33

219 γnusualGmolecularGarchitectureGofGtheGmachupoGvirusGattachmentGglycoproteinUGJournalfoffVirologySG
2009SGeZSGeYbfTcb 6.6 63

218 αtructureGofGsignalTregulatoryGproteinGalphagGaGlinkGtoGantigenGreceptorGevolutionUGJournalfoff
BiologicalfChemistrySG2009SGYeaSGYccXZTf 5.4 24

217 βheGstructureGofGprgnGfromG–eisseriaGmeningitidisGrevealsGaGnewGoctamericGassemblyGstateGforGyysRG
transcriptionalGregulatorsUGNucleicfAcidsfResearchSG2009SGZdSGababTbe 20.1 51

216 vnsightsGintoGtheGpreTinitiationGeventsGofGbacteriophageGphiGcGR–nTdependentGR–nGpolymerasegG
towardsGtheGassemblyGofGaGproductiveGbinaryGcomplexUGNucleicfAcidsfResearchSG2009SGZdSGXXeYTfY 20.1 20

215 prystalGstructureGofGaGnovelGconformationalGstateGofGtheGflavivirusG–αZGproteingGimplicationsGforG
polyproteinGprocessingGandGviralGreplicationUGJournalfoffVirologySG2009SGeZSGXYefbTfWc 6.6 97

214 sunctionalGcharacteristicsGofGuvκTXGsubtypeGpGcompatibleGwithGincreasedGheterosexualG
transmissibilityUGAidsSG2009SGYZSGXWadTbd 3.5 18

213 rvolutionGofGcomplexGR–nGpolymerasesgGtheGcompleteGarchaealGR–nGpolymeraseGstructureUGPLoSf
BiologySG2009SGdSGeXWWWXWY 9.7 97

212 rquineGrhinitisGnGvirusGandGitsGlowGpuGemptyGparticlegGcluesGtowardsGanGaphthovirusGentryG
mechanismlUGPLoSfPathogensSG2009SGbSGeXWWWcYW 7.6 55

211 αtructuralGplasticityGofGephGreceptorGnaGfacilitatesGcrossTclassGephrinGsignalingUGStructureSG2009SGXdSGXZecTfd5.2 73

210 αomeGlessonsGfromGtheGsystematicGproductionGandGstructuralGanalysisGofGsolubleGOalphaPObetaPGβTcellG
receptorsUGJournalfoffImmunologicalfMethodsSG2009SGZbWSGXaTYX 2.5 8

209 prystallizationGandGpreliminaryGXTrayGanalysisGofGmouseGRn–xGandGitsGcomplexGwithGRn–xyUGActaf
CrystallographicafSectionfF:fStructuralfBiologyfCommunicationsSG2009SGcbSGbfdTcWW 2

208 βheGtandemGzincTfingerGregionGofGhumanGZuXGadoptsGaGnovelGpYuYGzincGfingerGstructureGwithGaG
pTterminalGextensionUGBiochemistrySG2009SGaeSGaaZXTf 3.2 9

207 parbohydrateGandGdomainGarchitectureGofGanGimmatureGantibodyGglycoformGexhibitingGenhancedG
effectorGfunctionsUGJournalfoffMolecularfBiologySG2009SGZedSGXWcXTc 6.5 63

206 nnGionTchannelGmodulatorGfromGtheGsalivaGofGtheGbrownGearGtickGhasGaGhighlyGmodifiedGxunitzVo βvG
structureUGJournalfoffMolecularfBiologySG2009SGZefSGdZaTad 6.5 36

205 yessonsGfromGstructuralGgenomicsUGAnnualfReviewfoffBiophysicsSG2009SGZeSGZdXTeZ 21.1 99

204 αtructuralGbasisGofG–ipahGandGuendraGvirusGattachmentGtoGtheirGcellTsurfaceGreceptorGephrinToYUG
NaturefStructuralfandfMolecularfBiologySG2008SGXbSGbcdTdY 17.6 150

203 βheGpostfusionGstructureGofGbaculovirusGgpcaGsupportsGaGunifiedGviewGofGviralGfusionGmachinesUG
NaturefStructuralfandfMolecularfBiologySG2008SGXbSGXWYaTZW 17.6 172
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202  roteinGproductionGandGpurificationUGNaturefMethodsSG2008SGbSGXZbTac 21.6 655

201 βheGmechanicsGofGtranslocationgGaGmolecularGIspringTandTratchetIGsystemUGStructureSG2008SGXcSGccaTdY 5.2 17

200 αelenomethionineGlabelingGofGlargeGbiologicalGmacromolecularGcomplexesgGprobingGtheGstructureGofG
marineGbacterialGvirusG zYUGJournalfoffStructuralfBiologySG2008SGXcXSGYWaTXW 3.4 8

199 βheGcrystalGstructureGofGγz GkinaseGfromGoacillusGanthracisGOonXdfdPGrevealsGanGallostericG
nucleotideTbindingGsiteUGJournalfoffMolecularfBiologySG2008SGZeXSGXWfeTXWb 6.5 12

198  airedGreceptorGspecificityGexplainedGbyGstructuresGofGsignalGregulatoryGproteinsGaloneGandG
complexedGwithGpqadUGMolecularfCellSG2008SGZXSGYccTdd 17.6 122

197 vnsightsGintoGvirusGevolutionGandGmembraneGbiogenesisGfromGtheGstructureGofGtheGmarineG
lipidTcontainingGbacteriophageG zYUGMolecularfCellSG2008SGZXSGdafTcX 17.6 97

196 αtructuralGbasisGofGmechanochemicalGcouplingGinGaGhexamericGmolecularGmotorUGJournalfoffBiologicalf
ChemistrySG2008SGYeZSGZcWdTZcXd 5.4 27

195 αtructuralGexplanationGforGtheGroleGofGznYRGinGtheGactivityGofGphicGR–nTdependentGR–nGpolymeraseUG
NucleicfAcidsfResearchSG2008SGZcSGccZZTaa 20.1 38

194 RhabdovirusGmatrixGproteinGstructuresGrevealGaGnovelGmodeGofGselfTassociationUGPLoSfPathogensSG
2008SGaSGeXWWWYbX 7.6 48

193 κacciniaGvirusGproteinsGnbYGandGoXaGαhareGaGoclTYTlikeGfoldGbutGhaveGevolvedGtoGinhibitG–sTkappaoG
ratherGthanGapoptosisUGPLoSfPathogensSG2008SGaSGeXWWWXYe 7.6 121

192 αtructureGandGfunctionGofGnaXSGaGvacciniaGvirusGchemokineGbindingGproteinUGPLoSfPathogensSG2008SGaSGeb 7.6 49

191 prystalGstructureGandGcarbohydrateGanalysisGofG–ipahGvirusGattachmentGglycoproteingGaGtemplateGforG
antiviralGandGvaccineGdesignUGJournalfoffVirologySG2008SGeYSGXXcYeTZc 6.6 89

190 prystalGstructureGofGaGZToxoacylTOacylcarrierGproteinPGreductaseGOonZfefPGfromGoacillusGanthracisGatG
YUaTnGresolutionUGProteins:fStructuretfFunctionfandfBioinformaticsSG2008SGdWSGbcYTd 4.2 19

189 αemiTautomatedGmicroseedingGofGnanolitreGcrystallizationGexperimentsUGActafCrystallographicaf
SectionfF:fStructuralfBiologyfCommunicationsSG2008SGcaSGXaTe 26

188 rxpressionSGpurificationGandGcrystallizationGofGaGlyssavirusGmatrixGOzPGproteinUGActafCrystallographicaf
SectionfF:fStructuralfBiologyfCommunicationsSG2008SGcaSGYbeTcY 15

187
αtructuresGofGanGalanineGracemaseGfromGoacillusGanthracisGOonWYbYPGinGtheGpresenceGandGabsenceGofG
ORPTXTaminoethylphosphonicGacidGOyTnlaT PUGActafCrystallographicafSectionfF:fStructuralfBiologyf
CommunicationsSG2008SGcaSGZYdTZZ

15

186
prystallizationGandGpreliminaryGXTrayGanalysisGofGprgnSGaGyysRTtypeGtranscriptionalGregulatorGfromG
pathogenicG–eisseriaGmeningitidisGzpbeUGActafCrystallographicafSectionfF:fStructuralfBiologyf
CommunicationsSG2008SGcaSGdfdTeWX

11

185 ruropeanGαtructuralG roteomicsGâ��GnG erspectiveG2008SGacZTbWa 2

(2008-2008)
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184 nGversatileGligationTindependentGcloningGmethodGsuitableGforGhighTthroughputGexpressionGscreeningG
applicationsUGNucleicfAcidsfResearchSG2007SGZbSGeab 20.1 385

183 αtructureGofGbTformyltetrahydrofolateGcycloTligaseGfromGoacillusGanthracisGOonaaefPUGActaf
CrystallographicafSectionfF:fStructuralfBiologyfCommunicationsSG2007SGcZSGXceTdY 9

182
uumidityGcontrolGasGaGstrategyGforGlatticeGoptimizationGappliedGtoGcrystalsGofGuynTnQXXWXG
complexedGwithGvariantGpeptidesGfromGdengueGvirusUGActafCrystallographicafSectionfF:fStructuralf
BiologyfCommunicationsSG2007SGcZSGZecTfY

6

181 ouildingGmeaningfulGmodelsGofGglycoproteinsUGNaturefStructuralfandfMolecularfBiologySG2007SGXaSG
ZbahGdiscussionGZbaTb 17.6 41

180 oluetongueGvirusGκ aGisGanGR–nTcappingGassemblyGlineUGNaturefStructuralfandfMolecularfBiologySG
2007SGXaSGaafTbX 17.6 73

179 tlycoproteinGstructuralGgenomicsgGsolvingGtheGglycosylationGproblemUGStructureSG2007SGXbSGYcdTdZ 5.2 234

178 αtructureGofGtheGzurrayGκalleyGencephalitisGvirusGR–nGhelicaseGatGXUfGnngstromGresolutionUGProteinf
ScienceSG2007SGXcSGYYfaTZWW 6.3 28

177 ReconfigurationGofGyeastGaWαGribosomalGsubunitGdomainsGbyGtheGtranslationGinitiationGmultifactorG
complexUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG2007SGXWaSGbdeeTfZ11.5 20

176
alphaκbetacGisGaGnovelGreceptorGforGhumanGfibrillinTXUGpomparativeGstudiesGofGmolecularG
determinantsGunderlyingGintegrinTrgdGaffinityGandGspecificityUGJournalfoffBiologicalfChemistrySG2007SG
YeYSGcdaZTbX

5.4 59

175 prystalGstructureGofGtheGzurrayGκalleyGencephalitisGvirusG–αbGmethyltransferaseGdomainGinGcomplexG
withGcapGanaloguesUGJournalfoffGeneralfVirologySG2007SGeeSGYYYeTYYZc 4.9 46

174
βheGstructureGofGtheGmacrophageGsignalGregulatoryGproteinGalphaGOαvR alphaPGinhibitoryGreceptorG
revealsGaGbindingGfaceGreminiscentGofGthatGusedGbyGβGcellGreceptorsUGJournalfoffBiologicalfChemistrySG
2007SGYeYSGXabcdTdb

5.4 51

173 nGtickGproteinGwithGaGmodifiedGxunitzGfoldGinhibitsGhumanGtryptaseUGJournalfoffMolecularfBiologySG
2007SGZceSGXXdYTec 6.5 49

172 αtructureGofGprmrSGaGvirusTencodedGtumourGnecrosisGfactorGreceptorUGJournalfoffMolecularfBiologySG
2007SGZdYSGccWTdX 6.5 38

171 qisruptionGofGalphaTmannosidaseGprocessingGinducesGnonTcanonicalGhybridTtypeGglycosylationUGFEBSf
LettersSG2007SGbeXSGXfcZTe 3.8 17

170 nnGideaGwhoseGtimeGhasGcomeUGGenomefBiologySG2007SGeSGaWe 18.3 3

169 sunctionalGandGstructuralGstudiesGofGtheGvacciniaGvirusGvirulenceGfactorG–XGrevealGaGoclTYTlikeG
antiTapoptoticGproteinUGJournalfoffGeneralfVirologySG2007SGeeSGXcbcTXccc 4.9 138

168 βheGcrystalGstructureGofG—RsTfbSGaGlipidGbindingGproteinGfromGtheGαnRαGcoronavirusUGStructureSG2006SG
XaSGXXbdTcb 5.2 76

167 yysineGmethylationGasGaGroutineGrescueGstrategyGforGproteinGcrystallizationUGStructureSG2006SGXaSGXcXdTYY 5.2 407
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166 αtructureGandGbindingGkineticsGofGthreeGdifferentGhumanGpqXdTalphaTgalactosylceramideTspecificGβG
cellGreceptorsUGJournalfoffExperimentalfMedicineSG2006SGYWZSGcffTdXW 16.6 82

165 βheGstructureGofGanGR–niGpolymeraseGlinksGR–nGsilencingGandGtranscriptionUGPLoSfBiologySG2006SGaSGeaZa 9.7 70

164 prystalGstructureGandGbindingGpropertiesGofGtheGpqYGandGpqYaaGOYoaPTbindingGproteinSGpqaeUG
JournalfoffBiologicalfChemistrySG2006SGYeXSGYfZWfTYW 5.4 32

163 αpecificityGofGtheGκ XGtuGloopGofGsootTandTzouthGqiseaseGvirusGforGalphavGintegrinsUGJournalfoff
VirologySG2006SGeWSGfdfeTeXW 6.6 94

162 sitnessGcostGofGescapeGmutationsGinGpYaGtagGinGassociationGwithGcontrolGofGhumanGimmunodeficiencyG
virusGtypeGXUGJournalfoffVirologySG2006SGeWSGZcXdTYZ 6.6 388

161 αtructureGdeterminationGofGhumanGsemaphorinGaqGasGanGexampleGofGtheGuseGofGznqGinGnonToptimalG
casesUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG2006SGcYSGXWeTXb 5

160 α v–rgGαtructuralG roteomicsGv–GruropeGâ��GtheGbestGofGbothGworldsUGActafCrystallographicafSectionfD:f
BiologicalfCrystallographySG2006SGcYSGiiTi 6

159 nGmechanicalGexplanationGofGR–nGpseudoknotGfunctionGinGprogrammedGribosomalGframeshiftingUG
NatureSG2006SGaaXSGYaaTd 50.4 232

158 teneGsilencingGpathwayGR–nTdependentGR–nGpolymeraseGofG–eurosporaGcrassagGyeastGexpressionG
andGcrystallizationGofGselenomethionatedGÅqrTXGproteinUGJournalfoffStructuralfBiologySG2005SGXafSGXXXTb 3.4 22

157
αtructureGofGsootTandTmouthGdiseaseGvirusGserotypeGnXWGcXGaloneGandGcomplexedGwithG
oligosaccharideGreceptorgGreceptorGconservationGinGtheGfaceGofGantigenicGvariationUGJournalfoff
GeneralfVirologySG2005SGecSGXfWfTXfYW

4.9 79

156 qesignGofGaGdataGmodelGforGdevelopingGlaboratoryGinformationGmanagementGandGanalysisGsystemsG
forGproteinGproductionUGProteins:fStructuretfFunctionfandfBioinformaticsSG2005SGbeSGYdeTea 4.2 21

155 prystalGlatticeGasGbiologicalGphenotypeGforGinsectGvirusesUGProteinfScienceSG2005SGXaSGYdaXTZ 6.3 23

154 prystalGstructureGofGaGsolubleGpqYeTsabGcomplexUGNaturefImmunologySG2005SGcSGYdXTf 19.1 129

153 γtilityGofGrecombinantGintegrinGalphaGvGbetacGasGaGcaptureGreagentGinGimmunoassaysGforGtheG
diagnosisGofGfootTandTmouthGdiseaseUGJournalfoffVirologicalfMethodsSG2005SGXYdSGcfTdf 2.6 25

152 βheGstructureGandGfunctionGofGtheGouterGcoatGproteinGκ fGofGoannaGvirusUGStructureSG2005SGXZSGXdTYe 5.2 27

151 oenefitsGofGautomatedGcrystallizationGplateGtrackingSGimagingSGandGanalysisUGStructureSG2005SGXZSGXdbTeY 5.2 39

150 φhatGdoesGstructureGtellGusGaboutGvirusGevolutionlUGCurrentfOpinionfinfStructuralfBiologySG2005SGXbSGcbbTcZ8.1 314

149 toingGsoftGandGαnqGwithGmanganeseUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG
2005SGcXSGXWeTXX 5

(2005-2006)
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148
nGprocedureGforGsettingGupGhighTthroughputGnanolitreGcrystallizationGexperimentsUGprystallizationG
workflowGforGinitialGscreeningSGautomatedGstorageSGimagingGandGoptimizationUGActafCrystallographicaf
SectionfD:fBiologicalfCrystallographySG2005SGcXSGcbXTd

217

147
—vercomingGtheGfalseTminimaGproblemGinGdirectGmethodsgGstructureGdeterminationGofGtheGpackagingG
enzymeG aGfromGbacteriophageGphiXZUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG
2005SGcXSGXYZeTaa

4

146
βowardsGrationalizationGofGcrystallizationGscreeningGforGsmallTGtoGmediumTsizedGacademicG
laboratoriesgGtheG npβVwpαtRGstrategyUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG
2005SGcXSGXaYcTZX

191

145  reliminaryGcrystallographicGanalysisGofGtheGmajorGcapsidGproteinG YGofGtheGlipidTcontainingG
bacteriophageG zYUGActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationsSG2005SGcXSGdcYTb 9

144
uighTresolutionGstructureGofGtheGcatalyticGregionGofGzvpnyGOmoleculeGinteractingGwithGpasyPSGaG
multidomainGflavoenzymeTsignalingGmoleculeUGProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaSG2005SGXWYSGXceZcTaX

11.5 66

143 oackTprimingGmodeGofGphicGR–nTdependentGR–nGpolymeraseUGJournalfoffGeneralfVirologySG2005SGecSGbYXTbYc4.9 25

142 uepatitisGoGsmallGsurfaceGantigenGparticlesGareGoctahedralUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG2005SGXWYSGXadeZTe 11.5 79

141 zembraneGstructureGandGinteractionsGwithGproteinGandGq–nGinGbacteriophageG RqXUGNatureSG2004SG
aZYSGXYYTb 50.4 124

140 vnsightsGintoGassemblyGfromGstructuralGanalysisGofGbacteriophageG RqXUGNatureSG2004SGaZYSGceTda 50.4 223

139 βheGstructuralGbasisGforGR–nGspecificityGandGpaYRGinhibitionGofGanGR–nTdependentGR–nGpolymeraseUG
StructureSG2004SGXYSGZWdTXc 5.2 32

138 βheGnspfGreplicaseGproteinGofGαnRαTcoronavirusSGstructureGandGfunctionalGinsightsUGStructureSG2004SG
XYSGZaXTbZ 5.2 175

137 αtructureGofGtheGintegrinGbindingGfragmentGfromGfibrillinTXGgivesGnewGinsightsGintoGmicrofibrilG
organizationUGStructureSG2004SGXYSGdXdTYf 5.2 101

136  roductionSGcrystallizationGandGpreliminaryGXTrayGcrystallographicGstudiesGofGtheGbacteriophageGphiG
XYGpackagingGmotorUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG2004SGcWSGbeeTfW 12

135 qesignGofGnonTnucleosideGinhibitorsGofGuvκTXGreverseGtranscriptaseGwithGimprovedGdrugGresistanceG
propertiesUGYUGJournalfoffMedicinalfChemistrySG2004SGadSGbfYZTZc 8.3 58

134 ntomicGsnapshotsGofGanGR–nGpackagingGmotorGrevealGconformationalGchangesGlinkingGnβ G
hydrolysisGtoGR–nGtranslocationUGCellSG2004SGXXeSGdaZTbb 56.2 145

133 qesignGofGnonTnucleosideGinhibitorsGofGuvκTXGreverseGtranscriptaseGwithGimprovedGdrugGresistanceG
propertiesUGXUGJournalfoffMedicinalfChemistrySG2004SGadSGbfXYTYY 8.3 79

132 βhreeTdimensionalGstructuresGofGtranslatingGribosomesGbyGpryoTrzUGMolecularfCellSG2004SGXaSGbdTcc 17.6 95

131 uybridGvigorgGhybridGmethodsGinGviralGstructureGdeterminationUGAdvancesfinfProteinfChemistrySG2003SG
caSGZdTfX 6
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130 —rderGandGdisorderGinGcrystalsGofGhexamericG–β asesGfromGdsR–nGbacteriophagesUGActaf
CrystallographicafSectionfD:fBiologicalfCrystallographySG2003SGbfSGYZZdTaX 2

129 βheGligandTbindingGfaceGofGtheGsemaphorinsGrevealedGbyGtheGhighTresolutionGcrystalGstructureGofG
αrznaqUGNaturefStructuralfandfMolecularfBiologySG2003SGXWSGeaZTe 17.6 119

128 nGstructuralGbasisGforGimmunodominantGhumanGβGcellGreceptorGrecognitionUGNaturefImmunologySG
2003SGaSGcbdTcZ 19.1 258

127 ploningSGexpressionSGpurificationSGandGcrystallisationGofGuvκTYGreverseGtranscriptaseUGProteinf
ExpressionfandfPurificationSG2003SGYdSGXYTe 2 9

126 zodelGofGtheGequineGrhinitisGnGvirusGcapsidgGidentificationGofGaGmajorGneutralizingGimmunogenicGsiteUG
JournalfoffGeneralfVirologySG2003SGeaSGYZcbTYZdZ 4.9 11

125 prystalGstructureGofGαwineGvesicularGdiseaseGvirusGandGimplicationsGforGhostGadaptationUGJournalfoff
VirologySG2003SGddSGbadbTec 6.6 25

124 ntomicGresolutionGstructureGofGzoloneyGmurineGleukemiaGvirusGmatrixGproteinGandGitsGrelationshipGtoG
otherGretroviralGmatrixGproteinsUGStructureSG2002SGXWSGXcYdTZc 5.2 50

123 αtructuralGbasisGforGtheGrecognitionGofGhydroxyprolineGinGuvsTXGalphaGbyGpκuyUGNatureSG2002SGaXdSGfdbTe 50.4 550

122 nGfunctionalGandGstructuralGbasisGforGβpRGcrossTreactivityGinGmultipleGsclerosisUGNaturefImmunologySG
2002SGZSGfaWTZ 19.1 432

121 αtructureGofGequineGinfectiousGanemiaGvirusGmatrixGproteinUGJournalfoffVirologySG2002SGdcSGXedcTeZ 6.6 37

120
qeterminationGofGtheGstructureGofGaGdecayGacceleratingGfactorTbindingGclinicalGisolateGofGechovirusG
XXGallowsGmappingGofGmutantsGwithGalteredGreceptorGrequirementsGforGinfectionUGJournalfoffVirologySG
2002SGdcSGdcfaTdWa

6.6 44

119 rvolutionGofGviralGstructureUGTheoreticalfPopulationfBiologySG2002SGcXSGacXTdW 1.2 135

118 qiffractionGqualityGcrystalsGofG RqXSGaGccTzqaGdsq–nGvirusGwithGanGinternalGmembraneUGJournalfoff
StructuralfBiologySG2002SGXZfSGXWZTXY 3.4 34

117 βheGinteractionGpropertiesGofGcostimulatoryGmoleculesGrevisitedUGImmunitySG2002SGXdSGYWXTXW 32.3 477

116 prystallizationGandGfunctionalGanalysisGofGaGsolubleGdeglycosylatedGformGofGtheGhumanGcostimulatoryG
moleculeGodTXUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG2001SGbdSGcWbTe 14

115 βheGhumanGlowGaffinityGscgammaGreceptorsGvvaSGvvbSGandGvvvGbindGvgtGwithGfastGkineticsGandGdistinctG
thermodynamicGpropertiesUGJournalfoffBiologicalfChemistrySG2001SGYdcSGaaefeTfWa 5.4 113

114 nGmechanismGforGinitiatingGR–nTdependentGR–nGpolymerizationUGNatureSG2001SGaXWSGYZbTaW 50.4 432

113 zacromolecularGassembliesgGgreaterGthanGtheirGpartsUGCurrentfOpinionfinfStructuralfBiologySG2001SGXXSGXWdTXZ8.1 20

(2001-2003)
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112 YTnminoTcTarylsulfonylbenzonitrilesGasGnonTnucleosideGreverseGtranscriptaseGinhibitorsGofGuvκTXUG
JournalfoffMedicinalfChemistrySG2001SGaaSGXeccTeY 8.3 69

111 αtructuralGstudiesGonGtheGleukocyteGcoTstimulatoryGmoleculeSGodTXG2001SGcZTdY

110 zolecularGrecognitionGbyGvgTlikeGreceptorsSGxvRsGandGsc˛‡RsG2001SGabTba

109 βheGcrystalGstructureGandGdimerizationGofGaGcoTstimulatorGodTXUGSeibutsufButsuriSG2000SGaWSGαZW 0

108
prystallizationGandGpreliminaryGXTrayGcrystallographicGstudiesGonGtheGbacteriophageGphicG
R–nTdependentGR–nGpolymeraseUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG2000SG
bcSGXadZTb

18

107 αtructuralGbasisGforGtheGresilienceGofGefavirenzGOqz TYccPGtoGdrugGresistanceGmutationsGinGuvκTXG
reverseGtranscriptaseUGStructureSG2000SGeSGXWefTfa 5.2 231

106 –onstandardGpeptideGbindingGrevealedGbyGcrystalGstructuresGofGuynToQbXWXGcomplexedGwithGuvκG
immunodominantGepitopesUGJournalfoffImmunologySG2000SGXcbSGZYcWTd 5.3 61

105
plassicalGandGnonclassicalGclassGvGmajorGhistocompatibilityGcomplexGmoleculesGexhibitGsubtleG
conformationalGdifferencesGthatGaffectGbindingGtoGpqealphaalphaUGJournalfoffBiologicalfChemistrySG
2000SGYdbSGXbYZYTe

5.4 111

104 αignalingGlymphocyticGactivationGmoleculeGOpqwXbWPGisGhomophilicGbutGselfTassociatesGwithGveryGlowG
affinityUGJournalfoffBiologicalfChemistrySG2000SGYdbSGYeXWWTf 5.4 106

103 oindingGofGtheGsecondGgenerationGnonTnucleosideGinhibitorGαTXXbZGtoGuvκTXGreverseGtranscriptaseG
involvesGextensiveGmainGchainGhydrogenGbondingUGJournalfoffBiologicalfChemistrySG2000SGYdbSGXaZXcTYW 5.4 95

102 αtructureGandGdimerizationGofGaGsolubleGformGofGodTXUGImmunitySG2000SGXYSGbXTcW 32.3 197

101  henylethylthiazolylthioureaGO rββPGnonTnucleosideGinhibitorsGofGuvκTXGandGuvκTYGreverseG
transcriptasesUGαtructuralGandGbiochemicalGanalysesUGJournalfoffBiologicalfChemistrySG2000SGYdbSGbcZZTf 5.4 90

100 βheGstructuresGofGtheGneurotrophinGaGhomodimerGandGtheGbrainTderivedGneurotrophicG
factorVneurotrophinGaGheterodimerGrevealGaGcommonGβrkTbindingGsiteUGProteinfScienceSG1999SGeSGYbefTfd 6.3 61

99 ur βgGsromGanGinvestigationGofGlithiationGofGnucleosidesGtowardsGaGrationalGdesignGofG
nonTnucleosideGreverseGtranscriptaseGinhibitorsGofGuvκTXUGAdvancesfinfAntiviralfDrugfDesignSG1999SGfZTXaa 4

98
xillerGcellGimmunoglobulinGreceptorsGandGβGcellGreceptorsGbindGpeptideTmajorGhistocompatibilityG
complexGclassGvGwithGdistinctGthermodynamicGandGkineticGpropertiesUGJournalfoffBiologicalfChemistrySG
1999SGYdaSGYeZYfTZa

5.4 97

97 prystallizationGandGpreliminaryGXTrayGanalysisGofGhumanGrhinovirusGserotypeGYGOuRκYPUGActaf
CrystallographicafSectionfD:fBiologicalfCrystallographySG1999SGbbSGXabfTcX 4

96 pomplementingGcrystallographygGtheGroleGofGcryoTelectronGmicroscopyGinGstructuralGbiologyUGActaf
CrystallographicafSectionfD:fBiologicalfCrystallographySG1999SGbbSGXdaYTf 11

95 oluetongueGvirusgGtheGroleGofGsynchrotronGradiationUGJournalfoffSynchrotronfRadiationSG1999SGcSGecbTeda 2.4
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94 αtructureGofGtheGβRnvyTqRbGcomplexGrevealsGmechanismsGconferringGspecificityGinGapoptoticG
initiationUGNaturefStructuralfBiologySG1999SGcSGXWaeTbZ 214

93 βheGstructureGofGaGcypovirusGandGtheGfunctionalGorganizationGofGdsR–nGvirusesUGNaturefStructuralf
BiologySG1999SGcSGbcbTe 116

92 slexibilityGofGtheGmajorGantigenicGloopGofGfootTandTmouthGdiseaseGvirusGboundGtoGaGsabGfragmentGofG
aGneutralisingGantibodygGstructureGandGneutralisationUGVirologySG1999SGYbbSGYcWTe 3.6 49

91 rffectsGofG–TbutyldeoxynojirimycinGandGtheGyecZUYUeUXGmutantGphenotypeGonG–TglycanGprocessingGinG
phineseGhamsterGovaryGcellsgGapplicationGtoGglycoproteinGcrystallizationUGProteinfScienceSG1999SGeSGXcfcTdWX6.3 33

90 κirusGcrystallographyUGMolecularfBiotechnologySG1999SGXYSGXZTYZ 3 21

89 yipofectinGincreasesGtheGspecificGactivityGofGcypovirusGparticlesGforGculturedGinsectGcellsUGJournalfoff
VirologicalfMethodsSG1999SGdeSGXddTef 2.6 31

88 βheGcrystalGstructureGofGcoxsackievirusGnfgGnewGinsightsGintoGtheGuncoatingGmechanismsGofG
enterovirusesUGStructureSG1999SGdSGXbYdTZe 5.2 78

87 prystalGstructureGofGtheGhumanGpbeGkillerGcellGinhibitoryGreceptorGOxvRYqyZPGspecificGforG
uynTpwZTrelatedGzupGclassGvUGStructureSG1999SGdSGZfXTe 5.2 77

86 βheGhighlyGorderedGdoubleTstrandedGR–nGgenomeGofGbluetongueGvirusGrevealedGbyGcrystallographyUG
CellSG1999SGfdSGaeXTfW 56.2 162

85 qesignGofGzxpTaaYGOemivirinePGanaloguesGwithGimprovedGactivityGagainstGdrugTresistantGuvκG
mutantsUGJournalfoffMedicinalfChemistrySG1999SGaYSGabWWTb 8.3 124

84
prystallographicGanalysisGofGtheGbindingGmodesGofGthiazoloisoindolinoneGnonTnucleosideGinhibitorsG
toGuvκTXGreverseGtranscriptaseGandGcomparisonGwithGmodelingGstudiesUGJournalfoffMedicinalf
ChemistrySG1999SGaYSGZeabTbX

8.3 38

83 rvidenceGforGtheGroleGofGuisTXaYGofGproteinGXpGinGtheGacidTinducedGdisassemblyGofGfootTandTmouthG
diseaseGvirusGcapsidsUGJournalfoffGeneralfVirologySG1999SGeWGOG tGePSGXfXXTXfXe 4.9 94

82 yargeGunitGcellsGandGcellularGmechanicsUGNaturefStructuralfBiologySG1998SGbGαupplSGcZWTa 4

81 βheGatomicGstructureGofGtheGbluetongueGvirusGcoreUGNatureSG1998SGZfbSGadWTe 50.4 488

80 RecognitionGsurfacesGofGzupGclassGvUGImmunologicalfReviewsSG1998SGXcZSGXYXTe 11.3 20

79 pharacterizingGsequenceGvariationGinGtheGκ XGcapsidGproteinsGofGfootGandGmouthGdiseaseGvirusG
OserotypeGWPGwithGrespectGtoGvirionGstructureUGJournalfoffMolecularfEvolutionSG1998SGacSGacbTdb 3.1 19

78  roductionSGcrystallizationSGandGpreliminaryGXTrayGanalysisGofGtheGhumanGzupGclassGvbGmoleculeG
uynTrUGProteinfScienceSG1998SGdSGXYcaTc 6.3 29

77 prystallizationGandGpreliminaryGdiffractionGstudiesGofGtheGextracellularGregionGofGhumanGpbeGkillerG
cellGinhibitoryGreceptorGOxvRYPUGActafCrystallographicafSectionfD:fBiologicalfCrystallographySG1998SGbaSGaZZTb 1

(1998-1999)
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76 αtructuralGfeaturesGimposeGtightGpeptideGbindingGspecificityGinGtheGnonclassicalGzupGmoleculeG
uynTrUGMolecularfCellSG1998SGXSGbZXTaX 17.6 165

75 prystalGstructuresGofGuvκTXGreverseGtranscriptaseGinGcomplexGwithGcarboxanilideGderivativesUG
BiochemistrySG1998SGZdSGXaZfaTaWZ 3.2 93

74 qeterminationGofGtheGaffinityGandGkineticGconstantsGforGtheGinteractionGbetweenGtheGhumanGvirusG
echovirusGXXGandGitsGcellularGreceptorSGpqbbUGJournalfoffBiologicalfChemistrySG1998SGYdZSGZWaaZTd 5.4 64

73
ZNTnzidoTZNTdeoxythymidineGdrugGresistanceGmutationsGinGuvκTXGreverseGtranscriptaseGcanGinduceG
longGrangeGconformationalGchangesUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaSG1998SGfbSGfbXeTYZ

11.5 67

72
nGsimilarGpatternGofGinteractionGforGdifferentGantibodiesGwithGaGmajorGantigenicGsiteGofG
footTandTmouthGdiseaseGvirusgGimplicationsGforGintratypicGantigenicGvariationUGJournalfoffVirologySG
1998SGdYSGdZfTae

6.6 63

71 zodelsGwhichGexplainGtheGinhibitionGofGreverseGtranscriptaseGbyGuvκTXTspecificGOthioPcarboxanilideG
derivativesUGBiochemicalfandfBiophysicalfResearchfCommunicationsSG1997SGYZaSGabeTca 3.4 33

70 βheGcrystalGstructureGofGplasmaGgelsolingGimplicationsGforGactinGseveringSGcappingSGandGnucleationUG
CellSG1997SGfWSGccXTdW 56.2 246

69 prystalGstructureGofGtheGcomplexGbetweenGhumanGpqealphaOalphaPGandGuynTnYUGNatureSG1997SGZedSGcZWTa50.4 388

68 αtructuresGofGorbivirusGκ dgGimplicationsGforGtheGroleGofGthisGproteinGinGtheGviralGlifeGcycleUGStructureSG
1997SGbSGedXTeZ 5.2 30

67 nnGatomicGmodelGofGtheGouterGlayerGofGtheGbluetongueGvirusGcoreGderivedGfromGXTrayGcrystallographyG
andGelectronGcryomicroscopyUGStructureSG1997SGbSGeebTfZ 5.2 105

66 αpecificGinteractionsGbetweenGhumanGintegrinGalphaGvGbetaGZGandGchimericGhepatitisGoGvirusGcoreG
particlesGbearingGtheGreceptorTbindingGepitopeGofGfootTandTmouthGdiseaseGvirusUGVirologySG1997SGYZfSGXbWTd3.6 16

65 nntagonistGuvκTXGtagGpeptidesGinduceGstructuralGchangesGinGuynGoeUGJournalfoffExperimentalf
MedicineSG1996SGXeaSGYYdfTec 16.6 123

64  roductionGandGcrystallizationGofGzupGclassGvGoGalleleGsingleGpeptideGcomplexesUGFEBSfLettersSG1996SG
ZeZSGXXfTYZ 3.8 28

63
pomplexesGofGuvκTXGreverseGtranscriptaseGwithGinhibitorsGofGtheGur βGseriesGrevealGconformationalG
changesGrelevantGtoGtheGdesignGofGpotentGnonTnucleosideGinhibitorsUGJournalfoffMedicinalfChemistrySG
1996SGZfSGXbefTcWW

8.3 326

62 nnGalteredGpositionGofGtheGalphaGYGhelixGofGzupGclassGvGisGrevealedGbyGtheGcrystalGstructureGofG
uynToQZbWXUGImmunitySG1996SGaSGYWZTXZ 32.3 154

61 ooundGwaterGstructureGandGpolymorphicGaminoGacidsGactGtogetherGtoGallowGtheGbindingGofGdifferentG
peptidesGtoGzupGclassGvGuynTobZUGImmunitySG1996SGaSGYXbTYe 32.3 142

60  erturbationsGinGtheGsurfaceGstructureGofGnYYGvraqGfootTandTmouthGdiseaseGvirusGaccompanyingG
coupledGchangesGinGhostGcellGspecificityGandGantigenicityUGStructureSG1996SGaSGXZbTab 5.2 91

59 prystalsGofGtheGneurotrophinsUGProteinfScienceSG1996SGbSGfdZTd 6.3 1
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58 κirusGcrystallographyUGMethodsfinfMolecularfBiologySG1996SGbcSGZXfTcZ 1.4 2

57 βheGcrystalGstructureGofGbluetongueGvirusGκ dUGNatureSG1995SGZdZSGXcdTdW 50.4 142

56 prystalGstructureGofGαvκGmatrixGantigenGandGimplicationsGforGvirusGassemblyUGNatureSG1995SGZdeSGdaZTd 50.4 175

55 vmplicationsGforGviralGuncoatingGfromGtheGstructureGofGbovineGenterovirusUGNaturefStructuralfandf
MolecularfBiologySG1995SGYSGYYaTZX 17.6 61

54 zechanismGofGinhibitionGofGuvκTXGreverseGtranscriptaseGbyGnonTnucleosideGinhibitorsUGNaturef
StructuralfandfMolecularfBiologySG1995SGYSGZWZTe 17.6 381

53 yigandGbindingGbyGtheGimmunoglobulinGsuperfamilyGrecognitionGmoleculeGpqYGisG
glycosylationTindependentUGJournalfoffBiologicalfChemistrySG1995SGYdWSGZcfTdb 5.4 53

52 RecognitionGatGtheGcellGsurfacegGrecentGstructuralGinsightsUGCurrentfOpinionfinfStructuralfBiologySG
1995SGbSGdZbTaZ 8.1 13

51 αtructureGofGtheGbrainTderivedGneurotrophicGfactorVneurotrophinGZGheterodimerUGBiochemistrySG1995
SGZaSGaXZfTac 3.2 105

50 uighGresolutionGstructuresGofGuvκTXGRβGfromGfourGRβTinhibitorGcomplexesUGNaturefStructuralfandf
MolecularfBiologySG1995SGYSGYfZTZWY 17.6 477

49 αtructuralGcomparisonGofGtwoGstrainsGofGfootTandTmouthGdiseaseGvirusGsubtypeG—XGandGaGlaboratoryG
antigenicGvariantSGtcdUGStructureSG1995SGZSGbdXTeW 5.2 68

48 κiralGenvelopeGglycoproteinsGswingGintoGactionUGStructureSG1995SGZSGcabTe 5.2 4

47 βheGcrystalGstructureGofGtheGcatalyticGdomainGofGhumanGurokinaseTtypeGplasminogenGactivatorUG
StructureSG1995SGZSGceXTfX 5.2 142

46 βheGstructureGofGuvκTXGreverseGtranscriptaseGcomplexedGwithGfTchloroTβvo—gGlessonsGforGinhibitorG
designUGStructureSG1995SGZSGfXbTYc 5.2 189

45
zodelsGofGtheGthreeTdimensionalGstructuresGofGechidnaSGhorseSGandGpigeonGlysozymesgG
calciumTbindingGlysozymesGandGtheirGrelationshipGwithGalphaTlactalbuminsUGThefProteinfJournalSG1994
SGXZSGbcfTea

24

44 αtructuralGbasisGofGsuperantigenGactionGinferredGfromGcrystalGstructureGofGtoxicTshockGsyndromeG
toxinTXUGNatureSG1994SGZcdSGfaTd 50.4 161

43 βheG–TglycosidaseGmechanismGofGribosomeTinactivatingGproteinsGimpliedGbyGcrystalGstructuresGofG
alphaTmomorcharinUGStructureSG1994SGYSGdTXc 5.2 76

42 prystalGstructureGofGtheGextracellularGregionGofGtheGhumanGcellGadhesionGmoleculeGpqYGatGYUbGnG
resolutionUGStructureSG1994SGYSGdbbTcc 5.2 143

41 rxpressionGcloningGofGanGequineGβTlymphocyteGglycoproteinGpqYGcq–nUGαtructureTbasedGanalysisGofG
conservedGsequenceGelementsUGFEBSfJournalSG1994SGYXfSGfcfTdc 23

(1994-1996)
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40 prystallizationGandGpreliminaryGXTrayGinvestigationGofGrecombinantGsimianGimmunodeficiencyGvirusG
matrixGproteinUGJournalfoffMolecularfBiologySG1994SGYaXSGdaaTc 6.5 5

39  reliminaryGcrystallographicGanalysisGofGcoxsackievirusGnfUGJournalfoffMolecularfBiologySG1993SGYZWSGccdTf6.5 5

38  reliminaryGcrystallographicGanalysisGofGbovineGenterovirusUGJournalfoffMolecularfBiologySG1993SGYZXSGfZWTY6.5 10

37 prystallizationGandGXTrayGdiffractionGstudyGofGrecombinantGplateletTderivedGendothelialGcellGgrowthG
factorUGJournalfoffMolecularfBiologySG1993SGYZaSGedfTeW 6.5 7

36 φeissenbergGdataGcollectionGforGmacromolecularGcrystallographyUGCurrentfOpinionfinfStructuralf
BiologySG1993SGZSGdZdTdaW 8.1 13

35 rxpressionGofGsolubleGrecombinantGglycoproteinsGwithGpredefinedGglycosylationgGapplicationGtoGtheG
crystallizationGofGtheGβTcellGglycoproteinGpqYUGProteinfEngineeringtfDesignfandfSelectionSG1993SGcSGYYfTZY 1.9 49

34 αtructureGofGaGmajorGimmunogenicGsiteGonGfootTandTmouthGdiseaseGvirusUGNatureSG1993SGZcYSGbccTe 50.4 313

33 prystallizationGandGpreliminaryGXTrayGanalysisGofGthreeGserotypesGofGfootTandTmouthGdiseaseGvirusUG
JournalfoffMolecularfBiologySG1992SGYYeSGXYcZTe 6.5 18

32 prystalGstructureGatGYUeGnGresolutionGofGaGsolubleGformGofGtheGcellGadhesionGmoleculeGpqYUGNatureSG
1992SGZcWSGYZYTf 50.4 300

31 prystalGstructureGofGhumanGalphaTlactalbuminGatGXUdGnGresolutionUGJournalfoffMolecularfBiologySG1991
SGYYXSGbdXTeX 6.5 205

30 αtructuralGandGserologicalGevidenceGforGaGnovelGmechanismGofGantigenicGvariationGinGfootTandTmouthG
diseaseGvirusUGNatureSG1990SGZadSGbcfTdY 50.4 182

29 nGcriticalGevaluationGofGtheGpredictedGandGXTrayGstructuresGofGalphaTlactalbuminUGThefProteinfJournalSG
1990SGfSGbafTcZ 41

28 prystallizationGofGhumanGtumourGnecrosisGfactorUGJournalfoffCrystalfGrowthSG1990SGXWWSGXceTXdW 1.6 5

27 αtructureGofGsootTandTzouthGqiseaseGκirusG1990SGXcXTXdX 2

26 βheGstructureGofGfootTandTmouthGdiseaseGvirusgGimplicationsGforGitsGphysicalGandGbiologicalG
propertiesUGVeterinaryfMicrobiologySG1990SGYZSGYXTZa 3.3 17

25 βheGthreeTdimensionalGstructureGofGfootTandTmouthGdiseaseGvirusGatGYUfGnGresolutionUGNatureSG1989SG
ZZdSGdWfTXc 50.4 765

24 yookingTglassGlandUGNatureSG1989SGZZeSGXfcTXfc 50.4

23 γridineObNPdiphosphoOXPTalphaTqTglucoseUGnGbindingGstudyGtoGglycogenGphosphorylaseGbGinGtheG
crystalUGFEBSfJournalSG1988SGXdZSGbcfTde 17
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22  hosphateTrecognitionGsitesGinGcatalysisGandGcontrolGofGglycogenGphosphorylaseGbUGBiochemicalf
SocietyfTransactionsSG1987SGXbSGXWWXTb 5.1 2

21 prystallizationGandGpreliminaryGXTrayGdiffractionGanalysisGofGfootTandTmouthGdiseaseGvirusUGJournalfoff
MolecularfBiologySG1987SGXfcSGbfXTd 6.5 29

20 βimeTresolvedGstructuralGstudiesGonGcatalysisGinGtheGcrystalGwithGglycogenGphosphorylaseGbUG
BiochemicalfSocietyfTransactionsSG1986SGXaSGbZeTaX 5.1 19

19 αomeGproblemsGinGrelationGtoGtheGstructuresGofGinsulinGderivativesUGBiochemicalfSocietyfTransactionsSG
1983SGXXSGaXfTaYb 5.1 4

18 prystalGstructureGofGcatGmuscleGpyruvateGkinaseGatGaGresolutionGofGYUcGnUGJournalfoffMolecularfBiology
SG1979SGXZaSGXWfTaY 6.5 419

17 αtructureGofGpyruvateGkinaseGandGsimilaritiesGwithGotherGenzymesgGpossibleGimplicationsGforGproteinG
taxonomyGandGevolutionUGNatureSG1978SGYdXSGcYcTZW 50.4 72

16 αtructureGofGcatGmuscleGpyruvateGkinaseGatGWUYcGnmGresolutionUGBiochemicalfSocietyfTransactionsSG
1977SGbSGcbaTd 5.1 4

15 γniversalGdetectionGofGfootGandGmouthGdiseaseGvirusGbasedGonGtheGconservedGκ WGproteinUGWellcomef
OpenfResearchSZSGee 4.8 1

14 αtructuralGbasisGforGtheGneutralizationGofGαnRαTpoκTYGbyGanGantibodyGfromGaGconvalescentGpatient 2

13 porrelativeGcryoTstructuredGilluminationGfluorescenceGmicroscopyGandGsoftGXTrayGtomographyG
elucidatesGreovirusGintracellularGreleaseGpathway 2

12 pryoαvzgGsuperGresolutionGZqGstructuredGilluminationGcryogenicGfluorescenceGmicroscopyGforG
correlatedGultraTstructuralGimaging 1

11 –eutralizationGofGαnRαTpoκTYGbyGdestructionGofGtheGprefusionGαpike 4

10 rarlyGpeakGandGrapidGdeclineGofGαnRαTpoκTYGseroprevalenceGinGaGαwissGmetropolitanGregion 20

9 nssemblyGintermediatesGofGorthoreovirusGcapturedGinGtheGcell 1

8 qifferentialGoccupationalGrisksGtoGhealthcareGworkersGfromGαnRαTpoκTYgGnGprospectiveGobservationalGstudy 6

7 βheGαnRαTpoκTYGαpikeGharboursGaGlipidGbindingGpocketGwhichGmodulatesGstabilityGofGtheGprefusionGtrimer 3

6 βheGdurationSGdynamicsGandGdeterminantsGofGαnRαTpoκTYGantibodyGresponsesGinGindividualG
healthcareGworkers 10

5 nntibodiesGtoGαnRαTpoκTYGareGassociatedGwithGprotectionGagainstGreinfection 23

(-1987)
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4 κirionGαtructurebdTdX

3 nntibodyGevasionGbyGtheGorazilianG UXGstrainGofGαnRαTpoκTY 14

2 nnGobservationalGcohortGstudyGonGtheGincidenceGofGαnRαTpoκTYGinfectionGandGoUXUXUdGvariantG
infectionGinGhealthcareGworkersGbyGantibodyGandGvaccinationGstatus 16

1 surtherGantibodyGescapeGbyG—micronGonUaGandGonUbGfromGvaccineGandGonUXGserum 3
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