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46 ModularQassemblyQofQtheQprincipalQmicrotubuleQnucleatorQ˛‡hTuRCiiQNaturepCommunicationsgQ2022gQ
lngQorn 17.4 4

45 BacterialQribosomeQcollisionQsensingQbyQaQMutSQDNγQrepairQγTPaseQparalogueiiQNaturegQ2022gQ 50.4 2

44 RibosomehassociatedQqualityhcontrolQmechanismsQfromQbacteriaQtoQhumansiiQMolecularpCellgQ2022gQ
smgQloplhloqq 17.6 1

43 DeepQlearningQimprovesQmacromoleculeQidentificationQinQnDQcellularQcryohelectronQtomogramsiQ
NaturepMethodsgQ2021gQlsgQlnsqhlnto 21.6 9

42 TheQgammahtubulinQringQcomplexuQDecipheringQtheQmolecularQorganizationQandQassemblyQ
mechanismQofQaQmajorQvertebrateQmicrotubuleQnucleatoriQBioEssaysgQ2021gQongQemlkkllo 4.1 1

41 TheQstructureQofQtheQ˛‡hTuRCuQaQmphyearsholdQmolecularQpuzzleiQCurrentpOpinionpinpStructuralpBiologygQ
2021gQqqgQlphml 8.1 6

40 MimicryQofQCanonicalQTranslationQElongationQUnderliesQγlanineQTailQSynthesisQinQRQCiQMolecularpCellgQ
2021gQslgQlkohlloieq 17.6 14

39 MicrotubuleQnucleationuQTheQwaltzQbetweenQ˛‡htubulinQringQcomplex´ andQassociatedQproteinsiQCurrentp
OpinionpinpCellpBiologygQ2021gQqsgQlmohlnl 9 17

38 ReconstitutionQofQtheQrecombinantQhumanQ˛‡htubulinQringQcomplexiQOpenpBiologygQ2021gQllgQmkknmp 7 7

37 HowQtoQbuildQaQribosomeQfromQRNγQfragmentsQinQChlamydomonasQmitochondriaiQNaturep
CommunicationsgQ2021gQlmgQrlrq 17.4 5

36 InsightsQintoQtheQassemblyQandQactivationQofQtheQmicrotubuleQnucleatorQ˛‡hTuRCiQNaturegQ2020gQprsgQoqrhorl50.4 54

35 MetγPhlikeQEbplQoccupiesQtheQhumanQribosomalQtunnelQexitQandQrecruitsQflexibleQrRNγQexpansionQ
segmentsiQNaturepCommunicationsgQ2020gQllgQrrq 17.4 17

34 TRγMlQproteinQmayQsupportQERQproteinQimportQbyQmodulatingQtheQphospholipidQbilayerQnearQtheQ
lateralQgateQofQtheQSecqlhchanneliQChannelsgQ2020gQlogQmshoo 3 6

33 EinblickeQinQdieQEntstehungQvonQMikrotubuliiQBioSpektrumgQ2020gQmqgQlophlor 0.1

32 TemplatehfreeQdetectionQandQclassificationQofQmembranehboundQcomplexesQinQcryohelectronQ
tomogramsiQNaturepMethodsgQ2020gQlrgQmkthmlq 21.6 25

31 TheQcryohEMQstructureQofQaQ˛‡hTuSCQelucidatesQarchitectureQandQregulationQofQminimalQmicrotubuleQ
nucleationQsystemsiQNaturepCommunicationsgQ2020gQllgQprkp 17.4 4

30 StructuralQimpactQofQKqnQubiquitinQonQyeastQtranslocatingQribosomesQunderQoxidativeQstressiQ
ProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericagQ2020gQllrgQmmlprhmmlqq11.5 7
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29 BiogenicQregionsQofQcyanobacterialQthylakoidsQformQcontactQsitesQwithQtheQplasmaQmembraneiQ
NaturepPlantsgQ2019gQpgQonqhooq 11.5 66

28 γQcryohFIBQlifthoutQtechniqueQenablesQmolecularhresolutionQcryohETQwithinQnativeQCaenorhabditisQ
elegansQtissueiQNaturepMethodsgQ2019gQlqgQrprhrqm 21.6 90

27 FunctionsQandQMechanismsQofQtheQHumanQRibosomehTransloconQComplexiQSub-CellularpBiochemistrygQ
2019gQtngQsnhlol 5.5 9

26 StructuralQbasisQforQcouplingQproteinQtransportQandQNhglycosylationQatQtheQmammalianQendoplasmicQ
reticulumiQSciencegQ2018gQnqkgQmlphmlt 33.3 114

25 mTORClQControlsQPhaseQSeparationQandQtheQBiophysicalQPropertiesQofQtheQCytoplasmQbyQTuningQ
CrowdingiQCellgQ2018gQlrogQnnshnotiemk 56.2 169

24 StructuralQBiologyQinQSituQUsingQCryohElectronQSubtomogramQγnalysisQ2018gQmnrhmpt 3

23 PlasmaQcellQdeficiencyQinQhumanQsubjectsQwithQheterozygousQmutationsQinQSecqlQtransloconQalphaQlQ
subunitQcSECqlγldiQJournalpofpAllergypandpClinicalpImmunologygQ2018gQlolgQlomrhlons 11.5 35

22
CryohFIBQLamellaQMillinguQγQComprehensiveQTechniqueQtoQPrepareQSamplesQofQBothQPlungehQandQ
HighhpressureQFrozenhhydratedQSpecimensQforQinQsituQStudiesiiQMicroscopypandpMicroanalysisgQ2018gQ
mogQsmkhsml

0.5 0

21 UnravellingQmolecularQcomplexityQinQstructuralQcellQbiologyiQCurrentpOpinionpinpStructuralpBiologygQ
2018gQpmgQlllhlls 8.1 36

20 ProteomicsQrevealsQsignalQpeptideQfeaturesQdeterminingQtheQclientQspecificityQinQhumanQ
TRγPhdependentQERQproteinQimportiQNaturepCommunicationsgQ2018gQtgQnrqp 17.4 37

19 SubtomogramQanalysisQusingQtheQVoltaQphaseQplateiQJournalpofpStructuralpBiologygQ2017gQltrgQtohlkl 3.4 53

18 DissectingQtheQmolecularQorganizationQofQtheQtransloconhassociatedQproteinQcomplexiQNaturep
CommunicationsgQ2017gQsgQloplq 17.4 82

17 TowardsQHighQResolutionQinQCryohElectronQTomographyQSubtomogramQγnalysisiQMicroscopypandp
MicroanalysisgQ2017gQmngQslmhsln 0.5 1

16 StructureQofQtheQHumanQMitochondrialQRibosomeQStudiedQInQSituQbyQCryoelectronQTomographyiQ
StructuregQ2017gQmpgQlprohlpsliem 5.2 51

15 γnQUpdateQonQSecqlQChannelQFunctionsgQMechanismsgQandQRelatedQDiseasesiQFrontierspinpPhysiologygQ
2017gQsgQssr 4.6 70

14 VisualizingQtheQmolecularQsociologyQatQtheQHeLaQcellQnuclearQperipheryiQSciencegQ2016gQnplgQtqthrm 33.3 344

13 SecqluQγQstaticQframeworkQforQmembranehproteinQinsertioniQChannelsgQ2016gQlkgQlqrht 3 2

12 OrganizationQofQtheQnativeQribosomehtransloconQcomplexQatQtheQmammalianQendoplasmicQreticulumQ
membraneiQBiochimicapEtpBiophysicapActap-pGeneralpSubjectsgQ2016gQlsqkgQmlmmht 4 33
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11 StructureQofQtheQnativeQSecqlQproteinhconductingQchanneliQNaturepCommunicationsgQ2015gQqgQsokn 17.4 125

10 ProteinQtransportQintoQtheQhumanQendoplasmicQreticulumiQJournalpofpMolecularpBiologygQ2015gQomrgQllpthrp6.5 55

9 ProteintranslationQundQProzessierungQinQphysiologischerQUmgebungQabgebildetiQBioSpektrumgQ2015gQ
mlgQnsphnsr 0.1

8 OrganizationQofQtheQmitochondrialQtranslationQmachineryQstudiedQinQsituQbyQcryoelectronQ
tomographyiQNaturepCommunicationsgQ2015gQqgQqklt 17.4 85

7 StructureQofQtheQmammalianQoligosaccharylhtransferaseQcomplexQinQtheQnativeQERQproteinQ
transloconiQNaturepCommunicationsgQ2014gQpgQnkrm 17.4 104

6 γutofocusedQnDQclassificationQofQcryoelectronQsubtomogramsiQStructuregQ2014gQmmgQlpmshnr 5.2 33

5 γutomatedQdetectionQofQpolysomesQinQcryoelectronQtomographyQ2014gQ 1

4 FastQandQaccurateQreferencehfreeQalignmentQofQsubtomogramsiQJournalpofpStructuralpBiologygQ2013gQ
lsmgQmnphop 3.4 56

3 PyTomuQaQpythonhbasedQtoolboxQforQlocalizationQofQmacromoleculesQinQcryohelectronQtomogramsQandQ
subtomogramQanalysisiQJournalpofpStructuralpBiologygQ2012gQlrsgQlrrhss 3.4 149

2 StructureQandQnDQarrangementQofQendoplasmicQreticulumQmembranehassociatedQribosomesiQ
StructuregQ2012gQmkgQlpkshls 5.2 69

1 DetectionQandQidentificationQofQmacromolecularQcomplexesQinQcryohelectronQtomogramsQusingQ
supportQvectorQmachinesQ2012gQ 6
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