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k Paper IF Citations

208 UnsupervisedIpnalysisIofIulowIrytometryIsataIinIaIrlinicalISettingIrapturesIrellIsiversityIandI
pllowsIPopulationIsiscoveryXIFrontiersfinfImmunologyVI2021VI]aVIebbh][ 8.4 1

207
SettingItheIbasisIofIbestIpracticesIandIstandardsIforIcurationIandIannotationIofIlogicalImodelsIinI
biologyWhighlightsIofItheI[qr]aIa[]hIro oMoToZSysModIWorkshopXIBriefingsfinfBioinformaticsVI
2021VIaaVI]gcgW]gdh

13.4 9

206 qloodIvirosphereIinIfebrileITanzanianIchildrenXIEmergingfMicrobesfandfInfectionsVI2021VI][VIhgaWhhb 18.9 0

205 QuantificationIofItheIspreadIofISpRSWroVWaIvariantIqX]X]XfIinISwitzerlandXIEpidemicsVI2021VIbfVI][[cg[ 5.1 9

204 VirosaurusIpIReferenceItoItxploreIandIraptureIVirusIveneticIsiversityXIVirusesVI2020VI]aVI 6.2 5

203 xntegratedIproteogenomicIdeepIsequencingIandIanalyticsIaccuratelyIidentifyInonWcanonicalI
peptidesIinItumorIimmunopeptidomesXINaturefCommunicationsVI2020VI]]VI]ahb 17.4 78

202 wpMpPIasISPpRQ IrulesWpIportableIannotationIpipelineIforIgenomesIandIproteomesXIGigaScienceVI
2020VIhVI 7.6 4

201 ThreeWdimensionalIchromatinIinteractionsIremainIstableIuponIrpvZrTvIrepeatIexpansionXISciencef
AdvancesVI2020VIeVIeaazc[]a 14.3 8

200 rontributionIofIexomeIsequencingItoItheIidentificationIofIgenesIinvolvedIinItheIresponseItoI
clopidogrelIinIcardiovascularIpatientsXIJournalfoffThrombosisfandfHaemostasisVI2020VI]gVI]cadW]cbc 15.4 1

199 NewIgenomeIassemblyIofItheIbarnIowlIRSXIEcologyfandfEvolutionVI2020VI][VIaagcWaahg 2.8 1

198 uisetinIprotectsIagainstIcardiacIcellIdeathIthroughIreductionIofIROSIproductionIandIcaspasesI
activityXIScientificfReportsVI2020VI][VIaghe 4.9 23

197 SqM I evelIbiIanIextensibleIformatIforItheIexchangeIandIreuseIofIbiologicalImodelsXIMolecularf
SystemsfBiologyVI2020VI]eVIeh]][ 12.2 65

196 rharacterizationIandImutagenesisIofIrhineseIhamsterIovaryIcellsIendogenousIretrovirusesItoI
inactivateIviralIparticleIreleaseXIBiotechnologyfandfBioengineeringVI2020VI]]fVIceeWcgd 4.9 4

195 PamgenepnalyzeRiIopenIandIreproducibleIpipelineIforIkinaseIprofilingXIBioinformaticsVI2020VIbeVId]]fWd]]h7.2 2

194 xncorporatingIheterogeneousIsamplingIprobabilitiesIinIcontinuousIphylogeographicIinferenceIWI
ppplicationItoIwdN]IspreadIinItheIMekongIregionXIBioinformaticsVI2020VIbeVIa[hgWa][c 7.2 4

193
PredictingIcombinationsIofIimmunomodulatorsItoIenhanceIdendriticIcellWbasedIvaccinationIbasedI
onIaIhybridIexperimentalIandIcomputationalIplatformXIComputationalfandfStructuralfBiotechnologyf
JournalVI2020VI]gVIaa]fWaaaf

6.8

192 zeyIParametersIofITumorItpitopeIxmmunogenicityIRevealedIThroughIaIronsortiumIppproachI
xmproveINeoantigenIPredictionXICellVI2020VI]gbVIg]gWgbcXe]b 56.2 105
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191 tnzymeIannotationIinIUniProtzqIusingIRheaXIBioinformaticsVI2020VIbeVI]gheW]h[] 7.2 32

190 NavigatingIinIvitroIbioactivityIdataIbyIinvestigatingIavailableIresourcesIusingImodelIcompoundsXI
ScientificfDataVI2019VIeVIcd 8.2 1

189 TowardIunrestrictedIuseIofIpublicIgenomicIdataXIScienceVI2019VIbebVIbd[Wbda 33.3 25

188 veneIexpressionIacrossImammalianIorganIdevelopmentXINatureVI2019VIdf]VId[dWd[h 50.4 179

187 synaStxiIpIsynamicIRetentionITimeIsatabaseIforISteroidomicsXIMetabolitesVI2019VIhVI 5.6 11

186 ronsentIinsufficientIforIdataIreleaseWResponseXIScienceVI2019VIbecVIcce 33.3 4

185  aserIcaptureImicrodissectionIofIhumanIpancreaticIisletsIrevealsInovelIeQT sIassociatedIwithItypeI
aIdiabetesXIMolecularfMetabolismVI2019VIacVIhgW][f 8.8 14

184 pnIenhancedIworkflowIforIvariantIinterpretationIinIUniProtzqZSwissWProtIimprovesIconsistencyI
andIreuseIinIrlinVarXIDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationVI2019VIa[]hVI 5 5

183 rontrolIofIrognateISenseImRNpITranslationIbyIcisWNaturalIpntisenseIRNpsXIPlantfPhysiologyVI2019VI
]g[VIb[dWbaa 6.6 27

182 wtNpVIheterogeneousInetworkWbasedIdataIsetIforIplzheimerQsIdiseaseXIScientificfDataVI2019VIeVI]d] 8.2 9

181
SleepWwakeWdrivenIandIcircadianIcontributionsItoIdailyIrhythmsIinIgeneIexpressionIandIchromatinI
accessibilityIinItheImurineIcortexXIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaVI2019VI]]eVIadffbWadfgb

11.5 27

180 pImultiWomicsIdigitalIresearchIobjectIforItheIgeneticsIofIsleepIregulationXIScientificfDataVI2019VIeVIadg 8.2 4

179 sifferentialIregulationIofIRNpIpolymeraseIxxxIgenesIduringIliverIregenerationXINucleicfAcidsf
ResearchVI2019VIcfVI]fgeW]fhe 20.1 7

178 UniProtiIaIworldwideIhubIofIproteinIknowledgeXINucleicfAcidsfResearchVI2019VIcfVIsd[eWsd]d 20.1 3656

177 venomeWwideIidentificationIofImicroRNpsIregulatingItheIhumanIprionIproteinXIBrainfPathologyVI
2019VIahVIabaWacc 6 10

176 UpdatesIinIRheaiISPpRQ ingIbiochemicalIreactionIdataXINucleicfAcidsfResearchVI2019VIcfVIsdheWse[[ 20.1 32

175 secipheringItheIsynamicITranscriptionalIandIPostWtranscriptionalINetworksIofIMacrophagesIinItheI
wealthyIweartIandIafterIMyocardialIxnjuryXICellfReportsVI2018VIabVIeaaWebe 10.6 33

174 PersonalizedIcancerIvaccineIeffectivelyImobilizesIantitumorITIcellIimmunityIinIovarianIcancerXI
SciencefTranslationalfMedicineVI2018VI][VI 17.5 205

(2018-2020)
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173 venerationIofIMolecularIModelsIandIPathwaysI2018VIafcWagd

172 zxpp]][hIVariantsIpreIpssociatedIwithIaISevereIsisorderIofIqrainIsevelopmentIandI
prthrogryposisXIAmericanfJournalfoffHumanfGeneticsVI2018VI][aVI]]eW]ba 11 32

171 SensitiveIandIfrequentIidentificationIofIhighIavidityIneoWepitope´ specificIrsgITIcellsIinI
immunotherapyWnaiveIovarianIcancerXINaturefCommunicationsVI2018VIhVI][ha 17.4 82

170 ScalingIupIdataIcurationIusingIdeepIlearningiIpnIapplicationItoIliteratureItriageIinIgenomicI
variationIresourcesXIPLoSfComputationalfBiologyVI2018VI]cVIe][[ebh[ 5 21

169 pIsystemsIgeneticsIresourceIandIanalysisIofIsleepIregulationIinItheImouseXIPLoSfBiologyVI2018VI]eVIea[[dfd[9.7 26

168
xmprovingItheIqualityIandIworkflowIofIbacterialIgenomeIsequencingIandIanalysisiIpavingItheIwayI
forIaISwitzerlandWwideImolecularIepidemiologicalIsurveillanceIplatformXISwissfMedicalfWeeklyVI2018
VI]cgVIw]cehb

3.1 9

167
SystemsIbiologyIofItheIxMxsxpIbiobankIfromIorganIdonorsIandIpancreatectomisedIpatientsIdefinesI
aInovelItranscriptomicIsignatureIofIisletsIfromIindividualsIwithItypeIaIdiabetesXIDiabetologiaVI2018VI
e]VIec]Wedf

10.3 84

166 txpertIcurationIforIbuildingInetworkWbasedIdynamicalImodelsiIaIcaseIstudyIonIatheroscleroticI
plaqueIformationXIDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationVI2018VIa[]gVI 5 6

165 vearingIupItoIhandleItheImosaicInatureIofIlifeIinItheIquestIforIorthologsXIBioinformaticsVI2018VIbcVIbabWbah7.2 25

164 tstimatingItheIrontributionIofIProteasomalISplicedIPeptidesItoItheIw pWxI igandomeXIMolecularf
andfCellularfProteomicsVI2018VI]fVIabcfWabdf 7.6 62

163 rellWfreeIsNpItestingIofIanIextendedIrangeIofIchromosomalIanomaliesiIclinicalIexperienceIwithI
eVbggIconsecutiveIcasesXIGeneticsfinfMedicineVI2017VI]hVI]ehW]fd 8.1 54

162 txpansionIofItheIveneIOntologyIknowledgebaseIandIresourcesXINucleicfAcidsfResearchVI2017VIcdVIsbb]Wsbbg20.1 1258

161 srugIsesignIWorkshopiIpIWebWqasedItducationalIToolIToIxntroduceIromputerWpidedIsrugIsesignI
toItheIveneralIPublicXIJournalfoffChemicalfEducationVI2017VIhcVIbbdWbcc 2.4 30

160 PlasmaIsihydroceramidesIpreIsiabetesISusceptibilityIqiomarkerIrandidatesIinIMiceIandIwumansXI
CellfReportsVI2017VI]gVIaaehWaafh 10.6 108

159
tnhancedImetaboliteIannotationIviaIdynamicIretentionItimeIpredictioniISteroidogenesisI
alterationsIasIaIcaseIstudyXIJournalfoffChromatographyfB:fAnalyticalfTechnologiesfinfthefBiomedicalf
andfLifefSciencesVI2017VI][f]VI]]W]g

3.2 20

158 MsViziIpIvraphicalISoftwareIToolIforIxnWsepthIManualIValidationIandIQuantitationIofI
PostWtranslationalIModificationsXIJournalfoffProteomefResearchVI2017VI]eVIb[haWb][] 5.6 7

157 xnterProIinIa[]fWbeyondIproteinIfamilyIandIdomainIannotationsXINucleicfAcidsfResearchVI2017VIcdVIs]h[Ws]hh20.1 970

156 MolecularIphenotypingIofImultipleImouseIstrainsIunderImetabolicIchallengeIuncoversIaIroleIforIinI
glucoseWinducedIinsulinIsecretionXIMolecularfMetabolismVI2017VIeVIbc[Wbd] 8.8 30
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155 TxtWaIexpressingImonocytesIinIhumanIcancersXIOncoImmunologyVI2017VIeVIe]b[bdgd 7.2 27

154 SourcesataiIaIsemanticIplatformIforIcuratingIandIsearchingIfiguresXINaturefMethodsVI2017VI]cVI][a]W][aa21.6 19

153 TheIinsIandIoutsIofIeukaryoticIvirusesiIznowledgeIbaseIandIontologyIofIaIviralIinfectionXIPLoSfONEVI
2017VI]aVIe[]f]fce 3.7 4

152 pIrlbZrdk]WmediatedIregulationIofIukhaIsynchronizesIexpressionIinItheIbuddingIyeastIcellIcycleXI
NpjfSystemsfBiologyfandfApplicationsVI2017VIbVIf 5 20

151 NeutrophilsIandISnailIOrchestrateItheItstablishmentIofIaIProWtumorIMicroenvironmentIinI ungI
rancerXICellfReportsVI2017VIa]VIb]h[Wba[c 10.6 96

150  owInumberIofIfixedIsomaticImutationsIinIaIlongWlivedIoakItreeXINaturefPlantsVI2017VIbVIhaeWhah 11.5 74

149  ocalIauxinIproductionIunderliesIaIspatiallyIrestrictedIneighborWdetectionIresponseIinXIProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVI2017VI]]cVIfcccWfcch 11.5 43

148 MpRWMediatedItransgeneIintegrationIintoIpermissiveIchromatinIandIincreasedIexpressionIbyI
recombinationIpathwayIengineeringXIBiotechnologyfandfBioengineeringVI2017VI]]cVIbgcWbhe 4.9 13

147 qacterialIVirusIOntologyjIroordinatingIacrossIsatabasesXIVirusesVI2017VIhVI 6.2 2

146 UpdatesIinIRheaIWIanIexpertIcuratedIresourceIofIbiochemicalIreactionsXINucleicfAcidsfResearchVI2017
VIcdVIsc]dWsc]g 20.1 46

145 WestIsyndromeIcausedIbyIhomozygousIvariantIinItheIevolutionaryIconservedIgeneIencodingItheI
mitochondrialIelongationIfactorIvUu]XIEuropeanfJournalfoffHumanfGeneticsVI2016VIacVI][[]Wg 5.3 9

144 rladeWlevelISpatialIModellingIofIwPpxIwdN]IsynamicsIinItheIMekongIRegionIRevealsINewIPatternsI
andIpssociationsIwithIpgroWtcologicalIuactorsXIScientificfReportsVI2016VIeVIb[b]e 4.9 5

143 xdentificationIofIaIRpx]WassociatedIdiseaseInetworkIthroughIintegrationIofIexomeIsequencingVI
transcriptomicsVIandIbsIgenomicsXIGenomefMedicineVI2016VIgVI][d 14.4 16

142 pnalysisIofItheIdynamicIcoWexpressionInetworkIofIheartIregenerationIinItheIzebrafishXIScientificf
ReportsVI2016VIeVIaegaa 4.9 23

141 NewImolecularIinsightsIintoImodulationIofIplateletIreactivityIinIaspirinWtreatedIpatientsIusingIaI
networkWbasedIapproachXIHumanfGeneticsVI2016VI]bdVIc[bWc]c 6.3 14

140 SocialInetworksIhelpItoIinferIcausalityIinItheItumorImicroenvironmentXIBMCfResearchfNotesVI2016VI
hVI]eg 2.3 1

139 romparativeItranscriptomeIprofilingIofItheIinjuredIzebrafishIandImouseIheartsIidentifiesI
miRNpWdependentIrepairIpathwaysXICardiovascularfResearchVI2016VI]][VIfbWgc 9.9 27

138 UniProtzqZSwissWProtVItheIManuallyIpnnotatedISectionIofItheIUniProtIznowledgeqaseiIwowItoIUseI
theItntryIViewXIMethodsfinfMolecularfBiologyVI2016VI]bfcVIabWdc 1.4 386

(2016-2017)
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137 TxtWaWexpressingImonocytesIareIlymphangiogenicIandIassociateIspecificallyIwithIlymphaticsIofI
humanIbreastIcancerXIOncoImmunologyVI2016VIdVIe][fbgga 7.2 28

136 PressingIneedsIofIbiomedicalItextIminingIinIbiocurationIandIbeyondiIopportunitiesIandIchallengesXI
Database:fthefJournalfoffBiologicalfDatabasesfandfCurationVI2016VIa[]eVI 5 20

135 vlobalImappingIofIhighlyIpathogenicIavianIinfluenzaIwdN]IandIwdNxIcladeIaXbXcXcIvirusesIwithI
spatialIcrossWvalidationXIELifeVI2016VIdVI 8.9 30

134 qooleanIregulatoryInetworkIreconstructionIusingIliteratureIbasedIknowledgeIwithIaIgeneticI
algorithmIoptimizationImethodXIBMCfBioinformaticsVI2016VI]fVIc][ 3.6 21

133 xmprovingIwxVIproteomeIannotationiInewIfeaturesIofIqiopfricaIwxVIProteomicsIResourceXI
Database:fthefJournalfoffBiologicalfDatabasesfandfCurationVI2016VIa[]eVI 5 7

132 NeighborIsetectionIxnducesIOrganWSpecificITranscriptomesVIRevealingIPatternsIUnderlyingI
wypocotylWSpecificIvrowthXIPlantfCellVI2016VIagVIagghWah[c 11.6 76

131 xdentifyingIbiologicalImechanismsIforIfavorableIcancerIprognosisIusingInonWhypothesisWdrivenI
iterativeIsurvivalIanalysisXINpjfSystemsfBiologyfandfApplicationsVI2016VIaVI]e[bf 5 3

130 StandardizedIbenchmarkingIinItheIquestIforIorthologsXINaturefMethodsVI2016VI]bVIcadWb[ 21.6 133

129 TheIxnterProIproteinIfamiliesIdatabaseiItheIclassificationIresourceIafterI]dIyearsXINucleicfAcidsf
ResearchVI2015VIcbVIsa]bWa] 20.1 954

128 pngiogenicIactivityIofIbreastIcancerIpatientsQImonocytesIrevertedIbyIcombinedIuseIofIsystemsI
modelingIandIexperimentalIapproachesXIPLoSfComputationalfBiologyVI2015VI]]VIe][[c[d[ 5 13

127 wpMpPIinIa[]diIupdatesItoItheIproteinIfamilyIclassificationIandIannotationIsystemXINucleicfAcidsf
ResearchVI2015VIcbVIs][ecWf[ 20.1 93

126 TheISwiss ipidsIknowledgebaseIforIlipidIbiologyXIBioinformaticsVI2015VIb]VIage[We 7.2 66

125 TowardIaIrationalIdesignIofIcombinationItherapyIinIcancerXIOncoImmunologyVI2015VIcVIe][ceefc 7.2 1

124 QuestIforIOrthologsItntailsIQuestIforITreeIofI ifeiIxnISearchIofItheIveneIStreamXIGenomefBiologyf
andfEvolutionVI2015VIfVI]hggWhh 3.9 19

123 venomeWwideIprofilingIofItheIcardiacItranscriptomeIafterImyocardialIinfarctionIidentifiesInovelI
heartWspecificIlongInonWcodingIRNpsXIEuropeanfHeartfJournalVI2015VIbeVIbdbWega 9.5 199

122 MutationsIinI ONP]VIaImitochondrialImatrixIproteaseVIcauseIrOspSIsyndromeXIAmericanfJournalfoff
MedicalfGeneticssfPartfAVI2015VI]efVI]d[]Wh 2.5 45

121 pnItxtendedVIqooleanIModelIofItheISeptationIxnitiationINetworkIinISXPombeIProvidesIxnsightsIintoI
xtsIRegulationXIPLoSfONEVI2015VI][VIe[]bca]c 3.7 7

120 MorphovraphXiIpIplatformIforIquantifyingImorphogenesisIinIcsXIELifeVI2015VIcVI[dgec 8.9 245

Ioannis Xenarios

6



119 TRp iItandemIrepeatIannotationIlibraryXIBioinformaticsVI2015VIb]VIb[d]Wb 7.2 7

118 UpdatesIinIRheaWWaImanuallyIcuratedIresourceIofIbiochemicalIreactionsXINucleicfAcidsfResearchVI
2015VIcbVIscdhWec 20.1 37

117 rooperativeIdevelopmentIofIlogicalImodellingIstandardsIandItoolsIwithIro oMoToXIBioinformaticsVI
2015VIb]VI]]dcWh 7.2 61

116 pnalysisIofISXIpombeISxNIproteinIassociationItoItheISPqIrevealsItwoIgeneticallyIseparableIstatesIofI
theISxNXIJournalfoffCellfScienceVI2015VI]agVIfc]Wdc 5.3 8

115 xntegrativeIknowledgeImanagementItoIenhanceIpharmaceuticalIRPsXINaturefReviewsfDrugf
DiscoveryVI2014VI]bVIabhWc[ 64.1 9

114 ProteomeXchangeIprovidesIgloballyIcoordinatedIproteomicsIdataIsubmissionIandIdisseminationXI
NaturefBiotechnologyVI2014VIbaVIaabWe 44.5 2053

113 SoilIfungalIcommunitiesIofIgrasslandsIareIenvironmentallyIstructuredIatIaIregionalIscaleIinItheI
plpsXIMolecularfEcologyVI2014VIabVIcafcWh[ 5.7 85

112 pctivitiesIatItheIUniversalIProteinIResourceIRUniProtSXINucleicfAcidsfResearchVI2014VIcaVIs]h]Wg 20.1 1007

111 sifferentiallyIphasedIleafIgrowthIandImovementsIinIprabidopsisIdependIonIcoordinatedIcircadianI
andIlightIregulationXIPlantfCellVI2014VIaeVIbh]]Wa] 11.6 62

110 TypeIxIinterferonsIprotectITIcellsIagainstINzIcellIattackImediatedIbyItheIactivatingIreceptorINrR]XI
ImmunityVI2014VIc[VIhe]Wfb 32.3 159

109 TranscriptionalIresponseItoIcardiacIinjuryIinItheIzebrafishiIsystematicIidentificationIofIgenesIwithI
highlyIconcordantIactivityIacrossIinIvivoImodelsXIBMCfGenomicsVI2014VI]dVIgda 4.5 9

108 pnalysisIofIstopWgainIandIframeshiftIvariantsIinIhumanIinnateIimmunityIgenesXIPLoSfComputationalf
BiologyVI2014VI][VIe][[bfdf 5 21

107 uifteenIyearsISxqISwissIxnstituteIofIqioinformaticsiIlifeIscienceIdatabasesVItoolsIandIsupportXINucleicf
AcidsfResearchVI2014VIcaVIWcbeWc] 20.1 12

106 uunctionalIandItvolutionaryIpnalysisIofItheIrpSPpRxpNISTRxPIMtMqRpNtIsOMpxNIPROTtxNI
uamilyXIPlantfPhysiologyVI2014VI]edVI]f[hW]faa 6.6 56

105 veneticIvariationsIandIdiseasesIinIUniProtzqZSwissWProtiItheIinsIandIoutsIofIexpertImanualI
curationXIHumanfMutationVI2014VIbdVIhafWbd 4.7 40

104 Tqr]sfImutationsIareIassociatedIwithIintellectualIdisabilityVImacrocraniaVIpatellarIdislocationVIandI
celiacIdiseaseXIHumanfMutationVI2014VIbdVIccfWd] 4.7 38

103
TheImzTabIdataIexchangeIformatiIcommunicatingImassWspectrometryWbasedIproteomicsIandI
metabolomicsIexperimentalIresultsItoIaIwiderIaudienceXIMolecularfandfCellularfProteomicsVI2014VI
]bVIafedWfd

7.6 96

102 txtensiveIremodelingIofIsrIfunctionIbyIrapidImaturationWinducedItranscriptionalIsilencingXINucleicf
AcidsfResearchVI2014VIcaVIhec]Wdd 20.1 3

(2014-2015)

7



101
TheItMPRtSWiIgeneticImoduleiIaInovelItoolIlinkingIepidemiologicalIoutbreakIinformationIandI
geneticIcharacteristicsIofIinfluenzaIvirusesXIDatabase:fthefJournalfoffBiologicalfDatabasesfandf
CurationVI2014VIa[]cVIbau[[g

5 23

100 ReconciliationIofImetabolitesIandIbiochemicalIreactionsIforImetabolicInetworksXIBriefingsfinf
BioinformaticsVI2014VI]dVI]abWbd 13.4 49

99 pnIintegratedIontologyIresourceItoIexploreIandIstudyIhostWvirusIrelationshipsXIPLoSfONEVI2014VIhVIe][g[fd3.7 12

98 putomatedIquantitativeIhistologyIrevealsIvascularImorphodynamicsIduringIprabidopsisIhypocotylI
secondaryIgrowthXIELifeVI2014VIbVIe[]def 8.9 30

97 pIasZbsIimageIanalysisIsystemItoItrackIfluorescentlyIlabeledIstructuresIinIrodWshapedIcellsiI
applicationItoImeasureIspindleIpoleIasymmetryIduringImitosisXICellfDivisionVI2013VIgVIe 2.8 12

96 ppplicationIofItextWminingIforIupdatingIproteinIpostWtranslationalImodificationIannotationIinI
UniProtzqXIBMCfBioinformaticsVI2013VI]cVI][c 3.6 13

95 SqM IqualitativeImodelsiIaImodelIrepresentationIformatIandIinfrastructureItoIfosterIinteractionsI
betweenIqualitativeImodellingIformalismsIandItoolsXIBMCfSystemsfBiologyVI2013VIfVI]bd 3.5 100

94 UnravelingImodulatorsIofIplateletIreactivityIinIcardiovascularIpatientsIusingIomicsIstrategiesiI
TowardsIaInetworkIbiologyIparadigmXITranslationalfProteomicsVI2013VI]VIadWbf 3

93 satabaseIresourcesIforItheItuberculosisIcommunityXITuberculosisVI2013VIhbVI]aWf 2.6 23

92 pIrobustIsecondWgenerationIgenomeWwideItestIforIfetalIaneuploidyIbasedIonIshotgunIsequencingI
cellWfreeIsNpIinImaternalIbloodXIPrenatalfDiagnosisVI2013VIbbVIf[fW][ 3.2 42

91
MicroarrayIanalysisIofIisolatedIhumanIisletItranscriptomeIinItypeIaIdiabetesIandItheIroleIofItheI
ubiquitinWproteasomeIsystemIinIpancreaticIbetaIcellIdysfunctionXIMolecularfandfCellularf
EndocrinologyVI2013VIbefVI]W][

4.4 57

90 pfsearchVbiIaIcodeIaccelerationIandIheuristicItoIsearchIPROSxTtIprofilesXIBioinformaticsVI2013VIahVI]a]dWf7.2 10

89 PlantIspeciesIdistributionsIalongIenvironmentalIgradientsiIdoIbelowgroundIinteractionsIwithIfungiI
matternXIFrontiersfinfPlantfScienceVI2013VIcVId[[ 6.2 29

88 tfficientIcomputationIofIminimalIperturbationIsetsIinIgeneIregulatoryInetworksXIFrontiersfinf
PhysiologyVI2013VIcVIbe] 4.6 7

87 QualitativeImodelingIidentifiesIx W]]IasIaInovelIregulatorIinImaintainingIselfWrenewalIinIhumanI
pluripotentIstemIcellsXIFrontiersfinfPhysiologyVI2013VIcVIb[b 4.6 14

86 sensityWbasedIhierarchicalIclusteringIofIpyroWsequencesIonIaIlargeIscaleWWtheIcaseIofIfungalIxTS]XI
BioinformaticsVI2013VIahVI]aegWfc 7.2 14

85 wardWwiredIheterogeneityIinIbloodIstemIcellsIrevealedIusingIaIdynamicIregulatoryInetworkImodelXI
BioinformaticsVI2013VIahVIig[Wg 7.2 53

84 wpMpPIinIa[]bVInewIdevelopmentsIinItheIproteinIfamilyIclassificationIandIannotationIsystemXI
NucleicfAcidsfResearchVI2013VIc]VIsdgcWh 20.1 52

Ioannis Xenarios

8



83 TxtWaIandIVtvuRIkinaseIactivitiesIdriveIimmunosuppressiveIfunctionIofITxtWaWexpressingImonocytesI
inIhumanIbreastItumorsXIClinicalfCancerfResearchVI2013VI]hVIbcbhWch 12.9 28

82 tvolutionIofItheIferricIreductaseIdomainIRuRsSIsuperfamilyiImodularityVIfunctionalIdiversificationVI
andIsignatureImotifsXIPLoSfONEVI2013VIgVIedg]ae 3.7 48

81 ViralZoneiIrecentIupdatesItoItheIvirusIknowledgeIresourceXINucleicfAcidsfResearchVI2013VIc]VIsdfhWgb 20.1 36

80 NewIandIcontinuingIdevelopmentsIatIPROSxTtXINucleicfAcidsfResearchVI2013VIc]VIsbccWf 20.1 833

79 veneIOntologyIannotationsIandIresourcesXINucleicfAcidsfResearchVI2013VIc]VIsdb[Wd 20.1 397

78 TheIUniProtzqZSwissWProtIToxWProtIprogramiIpIcentralIhubIofIintegratedIvenomIproteinIdataXI
ToxiconVI2012VIe[VIdd]Wf 2.8 128
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