19

papers

25

all docs

623734

4,292 14
citations h-index
25 25
docs citations times ranked

752698
20

g-index

8327

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Effects of copy number variations on brain structure and risk for psychiatric illness: Largea€scale
studies from the<scp>ENIGMA</scp>working groups on<scp>CNVs</scp>. Human Brain Mapping, 2022,
43, 300-328.

Genome-wide Association Study of Postoperative Cognitive Dysfunction in Older Surgical Patients.

Journal of Neurosurgical Anesthesiology, 2022, 34, 248-250. 12 3

Genetic factors influencing a neurobiological substrate for psychiatric disorders. Translational
Psychiatry, 2021, 11, 192.

1q21.1 distal copy number variants are associated with cerebral and cognitive alterations in humans.

Translational Psychiatry, 2021, 11, 182. 4.8 24

Dose response of the 16p11.2 distal copy number variant on intracranial volume and basal ganglia.
Molecular Psychiatry, 2020, 25, 584-602.

The Genetics of the Mood Disorder Spectrum: Genome-wide Association Analyses of More Than 185,000 13 137
Cases and 439,000 Controls. Biological Psychiatry, 2020, 88, 169-184. :

Association of Copy Number Variation of the 15q11.2 BP1-BP2 Region With Cortical and Subcortical
Morphology and Cognition. JAMA Psychiatry, 2020, 77, 420.

Genetic correlations and genome-wide associations of cortical structure in general population 12.8 61
samples of 22,824 adults. Nature Communications, 2020, 11, 4796. :

The genetic architecture of the human cerebral cortex. Science, 2020, 367, .

Whole-exome sequencing of 81 individuals from 27 multiply affected bipolar disorder families. 4s 23
Translational Psychiatry, 2020, 10, 57. ’

Genome-wide association study identifies 30 loci associated with bipolar disorder. Nature Genetics,
2019, 51, 793-803.

Genomic Relationships, Novel Loci, and Pleiotropic Mechanisms across Eight Psychiatric Disorders. 98.9 935
Cell, 2019, 179, 1469-1482.e11. )

Gene set enrichment analysis and expression pattern exploration implicate an involvement of
neurodevelopmental processes in bipolar disorder. Journal of Affective Disorders, 2018, 228, 20-25.

Exome sequencing in large, multiplex bipolar disorder families from Cuba. PLoS ONE, 2018, 13, e0205895. 2.5 13

Analysis of the Influence of microRNAs in Lithium Response in Bipolar Disorder. Frontiers in
Psychiatry, 2018, 9, 207.

Analysis of shared heritability in common disorders of the brain. Science, 2018, 360, . 12.6 1,085

Expression profiling and bioinformatic analyses suggest new target genes and pathways for human

hair follicle related microRNAs. BMC Dermatology, 2017, 17, 3.

Genetic Contribution to Alcohol Dependence: Investigation of a Heterogeneous German Sample of
Individuals with Alcohol Dependence, Chronic Alcoholic Pancreatitis, and Alcohol-Related Cirrhosis. 2.4 11
Genes, 2017, 8, 183.



CAOLINE S REINBOLD

# ARTICLE IF CITATIONS

Identification of shared risk loci and pathways for bipolar disorder and schizophrenia. PLoS ONE,

19 2017, 12, e0171595.




