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o Paper IF Citations

403 wnternationalHnetworkHofHcancerHgenomeHprojectsVHNatureTH2010THbdbTHggaUf 50.4 1613

402 zossHofHacetylationHatHzysYdHandHtrimethylationHatHzysZXHofHhistoneHvbHisHaHcommonHhallmarkHofH
humanHcancerVHNaturelGeneticsTH2005THaeTHagYUbXX 36.3 1492

401 βholeUgenomeHsequencingHidentifiesHrecurrentHmutationsHinHchronicHlymphocyticHleukaemiaVHNature
TH2011THbecTHYXYUc 50.4 1206

400 oHnewHimmunostainHalgorithmHclassifiesHdiffuseHlargeHpUcellHlymphomaHintoHmolecularHsubtypesHwithH
highHaccuracyVHClinicallCancerlResearchTH2009THYcTHcbgbUcXZ 12.9 507

399
TumoursHofHhistiocytesHandHaccessoryHdendriticHcellshHanHimmunohistochemicalHapproachHtoH
classificationHfromHtheHwnternationalHzymphomaHótudyHuroupHbasedHonHdYHcasesVHHistopathologyTH
2002THbYTHYUZg

7.3 488

398
’κqWpqzZHproteinHcoexpressionHcontributesHtoHtheHinferiorHsurvivalHofHactivatedHpUcellHsubtypeHofH
diffuseHlargeHpUcellHlymphomaHandHdemonstratesHhighUriskHgeneHexpressionHsignatureshHaHreportH
fromHTheHwnternationalHrzpqzHíituximabUqv PHqonsortiumHProgramVHBloodTH2013THYZYTHbXZYUaYiH
quizHbZcX

2.2 473

397 íecurrentHmutationsHinHepigeneticHregulatorsTHív oHandHtκ—HkinaseHinHperipheralHTHcellH
lymphomasVHNaturelGeneticsTH2014THbdTHYddUeX 36.3 413

396
wntravascularHlymphomahHclinicalHpresentationTHnaturalHhistoryTHmanagementHandHprognosticHfactorsH
inHaHseriesHofHafHcasesTHwithHspecialHemphasisHonHtheHOcutaneousHvariantOVHBritishlJournallofl
HaematologyTH2004THYZeTHYeaUfa

4.5 413

395 uenomicHandHgeneHexpressionHprofilingHdefinesHindolentHformsHofHmantleHcellHlymphomaVHCancerl
ResearchTH2010THeXTHYbXfUYf 10.1 373

394  utcomeHinHvodgkinOsHlymphomaHcanHbeHpredictedHfromHtheHpresenceHofHaccompanyingHcytotoxicH
andHregulatoryHTHcellsVHClinicallCancerlResearchTH2005THYYTHYbdeUea 12.9 360

393 qellHcycleHderegulationHinHpUcellHlymphomasVHBloodTH2003THYXYTHYZZXUac 2.2 288

392 qonvergentHmutationsHandHkinaseHfusionsHleadHtoHoncogenicHóToTaHactivationHinHanaplasticHlargeH
cellHlymphomaVHCancerlCellTH2015THZeTHcYdUaZ 24.3 283

391 ’antleHcellHlymphomahHpresentingHfeaturesTHresponseHtoHtherapyTHandHprognosticHfactorsVHCancerTH
1998THfZTHcdeUec 6.4 254

390
qomprehensiveHgeneHexpressionHprofilingHandHimmunohistochemicalHstudiesHsupportHapplicationHofH
immunophenotypicHalgorithmHforHmolecularHsubtypeHclassificationHinHdiffuseHlargeHpUcellHlymphomahH
aHreportHfromHtheHwnternationalHrzpqzHíituximabUqv PHqonsortiumHProgramHótudyVHLeukemiaTH
2012THZdTHZYXaUYa

10.7 251

389 oHhighUthroughputHstudyHinHmelanomaHidentifiesHepithelialUmesenchymalHtransitionHasHaHmajorH
determinantHofHmetastasisVHCancerlResearchTH2007THdeTHabcXUdX 10.1 246

388 TheHstressUregulatedHproteinHpfHmediatesHcannabinoidUinducedHapoptosisHofHtumorHcellsVHCancerlCell
TH2006THgTHaXYUYZ 24.3 245

387
’utationalHprofileHandHprognosticHsignificanceHofHTPcaHinHdiffuseHlargeHpUcellHlymphomaHpatientsH
treatedHwithHíUqv PhHreportHfromHanHwnternationalHrzpqzHíituximabUqv PHqonsortiumHProgramH
ótudyVHBloodTH2012THYZXTHagfdUgd

2.2 223

Miguel A. Piris

2



386 vodgkinHandHíeedUóternbergHcellsHharborHalterationsHinHtheHmajorHtumorHsuppressorHpathwaysHandH
cellUcycleHcheckpointshHanalysesHusingHtissueHmicroarraysVHBloodTH2003THYXYTHdfYUg 2.2 208

385 ProgressionHinHcutaneousHmalignantHmelanomaHisHassociatedHwithHdistinctHexpressionHprofileshHaH
tissueHmicroarrayUbasedHstudyVHAmericanlJournalloflPathologyTH2004THYdbTHYgaUZXa 5.8 207

384 óplenicHmarginalHzoneHlymphomaHproposalsHforHaHrevisionHofHdiagnosticTHstagingHandHtherapeuticH
criteriaVHLeukemiaTH2008THZZTHbfeUgc 10.7 205

383 TheHdynamicHr—oHmethylomesHofHdoubleUstrandedHr—oHvirusesHassociatedHwithHhumanHcancerVH
GenomelResearchTH2009THYgTHbafUcY 9.7 201

382 PrimaryHcutaneousHqrbSHsmallWmediumUsizedHpleomorphicHTUcellHlymphomaHexpressesHfollicularH
TUcellHmarkersVHAmericanlJournalloflSurgicallPathologyTH2009THaaTHfYUgX 6.7 186

381 ’antleUcellHlymphomaHgenotypesHidentifiedHwithHquvHtoHpoqHmicroarraysHdefineHaHleukemicH
subgroupHofHdiseaseHandHpredictHpatientHoutcomeVHBloodTH2005THYXcTHbbbcUcb 2.2 165

380
qraXHexpressionHdefinesHaHnovelHsubgroupHofHdiffuseHlargeHpUcellHlymphomaHwithHfavorableH
prognosisHandHdistinctHgeneHexpressionHsignaturehHaHreportHfromHtheHwnternationalHrzpqzH
íituximabUqv PHqonsortiumHProgramHótudyVHBloodTH2013THYZYTHZeYcUZb

2.2 157

379 pcaHandHbclUZHexpressionHinHhighUgradeHpUcellHlymphomashHcorrelationHwithHsurvivalHtimeVHBritishl
JournalloflCancerTH1994THdgTHaaeUbY 8.7 157

378 TwoHmainHgeneticHpathwaysHleadHtoHtheHtransformationHofHchronicHlymphocyticHleukemiaHtoHíichterH
syndromeVHBloodTH2013THYZZTHZdeaUfZ 2.2 154

377 PzquYHmutationsHinHcutaneousHTUcellHlymphomasVHBloodTH2014THYZaTHZXabUba 2.2 150

376 óplenicHmarginalHzoneHlymphomahHclinicalHcharacteristicsHandHprognosticHfactorsHinHaHseriesHofHdXH
patientsVHBloodTH2002THYXXTHYdbfUYdcb 2.2 147

375 TargetedHactivationHofHinnateHimmunityHforHtherapeuticHinductionHofHautophagyHandHapoptosisHinH
melanomaHcellsVHCancerlCellTH2009THYdTHYXaUYb 24.3 146

374 uenomeUwideHr—oHprofilingHofHmarginalHzoneHlymphomasHidentifiesHsubtypeUspecificHlesionsHwithH
anHimpactHonHtheHclinicalHoutcomeVHBloodTH2011THYYeTHYcgcUdXb 2.2 145

373 qytogeneticHaberrationsHandHtheirHprognosticHvalueHinHaHseriesHofHaaXHsplenicHmarginalHzoneHpUcellH
lymphomashHaHmulticenterHstudyHofHtheHóplenicHpUqellHzymphomaHuroupVHBloodTH2010THYYdTHYbegUff 2.2 145

372
spαUpositiveHdiffuseHlargeHpUcellHlymphomaHofHtheHelderlyHisHanHaggressiveHpostUgerminalHcenterH
pUcellHneoplasmHcharacterizedHbyHprominentHnuclearHfactorUkpHactivationVHModernlPathologyTH2012TH
ZcTHgdfUfZ

9.8 140

371 ótructuralHprofilesHofHTPcaHgeneHmutationsHpredictHclinicalHoutcomeHinHdiffuseHlargeHpUcellH
lymphomahHanHinternationalHcollaborativeHstudyVHBloodTH2008THYYZTHaXffUgf 2.2 138

370 onalysisHofHtheHwgαPvQHsomaticHmutationsHinHsplenicHmarginalHzoneHlymphomaHdefinesHaHgroupHofH
unmutatedHcasesHwithHfrequentHeqHdeletionHandHadverseHclinicalHcourseVHBloodTH2002THggTHYZggUaXb 2.2 138

369 eqaYUaZHallelicHlossHisHaHfrequentHfindingHinHsplenicHmarginalHzoneHlymphomaVHAmericanlJournallofl
PathologyTH1999THYcbTHYcfaUg 5.8 128

(1999-2003)
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368
PatientsHwithHdiffuseHlargeHpUcellHlymphomaHofHgerminalHcenterHoriginHwithHpqzZHtranslocationsH
haveHpoorHoutcomeTHirrespectiveHofH’κqHstatushHaHreportHfromHanHwnternationalHrzpqzH
rituximabUqv PHqonsortiumHProgramHótudyVHHaematologicaTH2013THgfTHZccUda

6.6 125

367 sxpressionHofHtwoHmarkersHofHgerminalHcenterHTHcellsHPóoPHandHPrUYQHinHangioimmunoblasticHTUcellH
lymphomaVHHaematologicaTH2007THgZTHYXcgUdd 6.6 125

366 óplenicHmarginalHzoneHlymphomahHproposalHofHnewHdiagnosticHandHprognosticHmarkersHidentifiedH
afterHtissueHandHcr—oHmicroarrayHanalysisVHBloodTH2005THYXdTHYfaYUf 2.2 123

365 TheHmolecularHsignatureHofHmantleHcellHlymphomaHrevealsHmultipleHsignalsHfavoringHcellHsurvivalVH
CancerlResearchTH2003THdaTHfZZdUaZ 10.1 120

364 ’ycosisHfungoidesHshowsHconcurrentHderegulationHofHmultipleHgenesHinvolvedHinHtheHT—tHsignalingH
pathwayhHanHexpressionHprofileHstudyVHBloodTH2003THYXZTHYXbZUcX 2.2 118

363 t γPaTHaHselectiveHmarkerHforHaHsubsetHofHadultHTUcellHleukaemiaWlymphomaVHLeukemiaTH2005THYgTHZZbeUca10.7 118

362 sxpressionHofHtheH—tUkappapHtargetsHpqzZHandHpwíqcWóurvivinHcharacterizesHsmallHpUcellHandH
aggressiveHpUcellHlymphomasTHrespectivelyVHJournalloflPathologyTH2005THZXdTHYZaUab 9.4 117

361 TargetingHtheHTHcellHreceptorH˛†UchainHconstantHregionHforHimmunotherapyHofHTHcellHmalignanciesVH
NaturelMedicineTH2017THZaTHYbYdUYbZa 50.5 112

360 ProgressionHtoHlargeHpUcellHlymphomaHinHsplenicHmarginalHzoneHlymphomahHaHdescriptionHofHaHseriesH
ofHYZHcasesVHAmericanlJournalloflSurgicallPathologyTH2001THZcTHYZdfUed 6.7 111

359 sxomeHsequencingHrevealsHnovelHandHrecurrentHmutationsHwithHclinicalHimpactHinHblasticH
plasmacytoidHdendriticHcellHneoplasmVHLeukemiaTH2014THZfTHfZaUg 10.7 110

358 TumorHmicroenvironmentHandHmitoticHcheckpointHareHkeyHfactorsHinHtheHoutcomeHofHclassicHvodgkinH
lymphomaVHBloodTH2006THYXfTHddZUf 2.2 110

357
wnactivationHofHtheHlaminHoWqHgeneHbyHqpuHislandHpromoterHhypermethylationHinHhematologicH
malignanciesTHandHitsHassociationHwithHpoorHsurvivalHinHnodalHdiffuseHlargeHpUcellHlymphomaVHJournall
oflClinicallOncologyTH2005THZaTHagbXUe

2.2 110

356 ’olecularHheterogeneityHinH’qzHdefinedHbyHtheHuseHofHspecificHαvHgenesHandHtheHfrequencyHofH
somaticHmutationsVHBloodTH2003THYXYTHbXbZUd 2.2 109

355 wnhibitionHofHpolyPorPUriboseQHpolymeraseHmodulatesHtumorUrelatedHgeneHexpressionTHincludingH
hypoxiaUinducibleHfactorUYHactivationTHduringHskinHcarcinogenesisVHCancerlResearchTH2006THddTHcebbUcd 10.1 108

354
oggressiveHlargeHpUcellHlymphomaHwithHplasmaHcellHdifferentiationhHimmunohistochemicalH
characterizationHofHplasmablasticHlymphomaHandHdiffuseHlargeHpUcellHlymphomaHwithHpartialH
plasmablasticHphenotypeVHHaematologicaTH2010THgcTHYabZUg

6.6 106

353 zossHofHpYdWw—yboHproteinHexpressionHinHnonUvodgkinOsHlymphomasHisHaHfrequentHfindingHassociatedH
withHtumorHprogressionVHAmericanlJournalloflPathologyTH1998THYcaTHffeUge 5.8 103

352 PeripheralHTUcellHlymphomaHwithHfollicularHTUcellHmarkersVHAmericanlJournalloflSurgicallPathologyTH
2008THaZTHYefeUgg 6.7 102

351 TqíU˛‡HexpressionHinHprimaryHcutaneousHTUcellHlymphomasVHAmericanlJournalloflSurgicallPathologyTH
2013THaeTHaecUfb 6.7 100
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350 PrUYTHaHfollicularHTUcellHmarkerHusefulHforHrecognizingHnodularHlymphocyteUpredominantHvodgkinH
lymphomaVHAmericanlJournalloflSurgicallPathologyTH2008THaZTHYZcZUe 6.7 100

349 íearrangementsHofH’κqHgeneHfacilitateHriskHstratificationHinHdiffuseHlargeHpUcellHlymphomaHpatientsH
treatedHwithHrituximabUqv PVHModernlPathologyTH2014THZeTHgcfUeY 9.8 99

348 onomalousHvighHpZeWywPYHsxpressionHinHaHóubsetHofHoggressiveHpUqellHzymphomasHwsHossociatedH
βithHqyclinHraH verexpressionVHpZeWywPYâ��qyclinHraHqolocalizationHinHTumorHqellsVHBloodTH1999THgbTHedcUeeZ2.2 98

347  verHaXMHofHpatientsHwithHsplenicHmarginalHzoneHlymphomaHexpressHtheHsameHimmunoglobulinH
heavyHvariableHgenehHontogeneticHimplicationsVHLeukemiaTH2012THZdTHYdafUbd 10.7 97

346 PrevalenceHandHclinicalHimplicationsHofHepsteinUbarrHvirusHinfectionHinHdeHnovoHdiffuseHlargeHpUcellH
lymphomaHinHβesternHcountriesVHClinicallCancerlResearchTH2014THZXTHZaafUbg 12.9 96

345 qancerHinductionHbyHrestrictionHofHoncogeneHexpressionHtoHtheHstemHcellHcompartmentVHEMBOl
JournalTH2009THZfTHfUZX 13 96

344 miíUaaUmediatedHdownregulationHofHpcaHcontrolsHhematopoieticHstemHcellHselfUrenewalVHCelllCycleTH
2010THgTHaZeeUfc 4.7 92

343 spαUassociatedHcutaneousH—yWTUcellHlymphomahHreviewHofHaHseriesHofHYbHcasesHfromHperuHinHchildrenH
andHyoungHadultsVHAmericanlJournalloflSurgicallPathologyTH2010THabTHYeeaUfZ 6.7 91

342 —odalHmarginalHzoneHlymphomahHaHheterogeneousHtumorhHaHcomprehensiveHanalysisHofHaHseriesHofHZeH
casesVHAmericanlJournalloflSurgicallPathologyTH2003THZeTHedZUeY 6.7 91

341 wdentificationHofHgenesHinvolvedHinHresistanceHtoHinterferonUalphaHinHcutaneousHTUcellHlymphomaVH
AmericanlJournalloflPathologyTH2002THYdYTHYfZcUae 5.8 91

340 βholeUexomeHsequencingHinHsplenicHmarginalHzoneHlymphomaHrevealsHmutationsHinHgenesHinvolvedH
inHmarginalHzoneHdifferentiationVHLeukemiaTH2014THZfTHYaabUbX 10.7 90

339 PcaHproteinHexpressionHinHlymphomasHandHreactiveHlymphoidHtissueVHJournalloflPathologyTH1992THYddTHZacUbY9.4 90

338 wdentificationHofHgenesHinvolvedHinHimatinibHresistanceHinHq’zhHaHgeneUexpressionHprofilingHapproachVH
LeukemiaTH2006THZXTHYXbeUcb 10.7 86

337 TheHinducibleHTUcellHcoUstimulatorHmoleculeHisHexpressedHonHsubsetsHofHTHcellsHandHisHaHnewHmarkerHofH
lymphomasHofHTHfollicularHhelperHcellUderivationVHHaematologicaTH2010THgcTHbaZUg 6.6 84

336 αorinostatHinterferesHwithHtheHsignalingHtransductionHpathwayHofHTUcellHreceptorHandHsynergizesH
withHphosphoinositideUaHkinaseHinhibitorsHinHcutaneousHTUcellHlymphomaVHHaematologicaTH2010THgcTHdYaUZY6.6 83

335 vydroaUlikeHcutaneousHTUcellHlymphomahHaHclinicopathologicHandHmolecularHgeneticHstudyHofHYdH
pediatricHcasesHfromHPeruVHAppliedlImmunohistochemistrylandlMolecularlMorphologyTH2002THYXTHeUYb 1.9 83

334 zargeHpUcellHlymphomaHwithHvodgkinOsHfeaturesVHHistopathologyTH2005THbeTHYXYUYX 7.3 81

333 svolvingHconceptsHinHtheHpathogenesisHofHhairyUcellHleukaemiaVHNaturelReviewslCancerTH2006THdTHbaeUbf 31.3 79

(2006-2008)
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332 pYdPw—ybaQHgeneHalterationsHareHfrequentHinHlesionsHofHmycosisHfungoidesVHAmericanlJournallofl
PathologyTH2000THYcdTHYcdcUeZ 5.8 77

331 Pír’YWpzw’PYHisHcommonlyHinactivatedHinHanaplasticHlargeHTUcellHlymphomaVHBloodTH2013THYZZTHZdfaUga 2.2 75

330 αariabilityHinHtheHexpressionHofHpolycombHproteinsHinHdifferentHnormalHandHtumoralHtissuesVHoHpilotH
studyHusingHtissueHmicroarraysVHModernlPathologyTH2006THYgTHdfbUgb 9.8 75

329 —ovelHgenomicHimbalancesHinHpUcellHsplenicHmarginalHzoneHlymphomasHrevealedHbyHcomparativeH
genomicHhybridizationHandHcytogeneticsVHAmericanlJournalloflPathologyTH2001THYcfTHYfbaUcX 5.8 74

328 —odalHmarginalHzoneHlymphomahHgeneHexpressionHandHmií—oHprofilingHidentifyHdiagnosticHmarkersH
andHpotentialHtherapeuticHtargetsVHBloodTH2012THYYgTHegUeZY 2.2 73

327 mií—oHexpressionHinHdiffuseHlargeHpUcellHlymphomaHtreatedHwithHchemoimmunotherapyVHBloodTH
2011THYYfTHYXabUbX 2.2 73

326 puildingHanHoutcomeHpredictorHmodelHforHdiffuseHlargeHpUcellHlymphomaVHAmericanlJournallofl
PathologyTH2004THYdbTHdYaUZZ 5.8 72

325 obnormalitiesHonHYqHandHeqHareHassociatedHwithHpoorHoutcomeHinHsporadicHpurkittOsHlymphomaVHoH
cytogeneticHandHcomparativeHgenomicHhybridizationHstudyVHLeukemiaTH2003THYeTHZXYdUZb 10.7 70

324 TheHpresenceHofHóToTYUpositiveHtumorUassociatedHmacrophagesHandHtheirHrelationHtoHoutcomeHinH
patientsHwithHfollicularHlymphomaVHHaematologicaTH2006THgYTHYdXcUYZ 6.6 70

323 ’icroí—oHsignaturesHinHpUcellHlymphomasVHBloodlCancerlJournalTH2012THZTHece 7 68

322
qomparativeHgenomeHprofilingHacrossHsubtypesHofHlowUgradeHpUcellHlymphomaHidentifiesH
typeUspecificHandHcommonHaberrationsHthatHtargetHgenesHwithHaHroleHinHpUcellHneoplasiaVH
HaematologicaTH2008THgaTHdeXUg

6.6 68

321 UpdateHonHextranodalHlymphomasVHqonclusionsHofHtheHβorkshopHheldHbyHtheHsovPHandHtheHóvHinH
ThessalonikiTHureeceVHHistopathologyTH2006THbfTHbfYUcXb 7.3 68

320 PrognosticHimpactHofHconcurrentH’κqHandHpqzdHrearrangementsHandHexpressionHinHdeHnovoHdiffuseH
largeHpUcellHlymphomaVHOncotargetTH2016THeTHZbXYUYd 3.3 68

319
octivatingHmutationsHandHtranslocationsHinHtheHguanineHexchangeHfactorHαoαYHinHperipheralHTUcellH
lymphomasVHProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaTH2017TH
YYbTHedbUedg

11.5 67

318 qutaneousHfollicularHpUcellHlymphomahHdescriptionHofHaHseriesHofHYfHcasesVHAmericanlJournallofl
SurgicallPathologyTH2001THZcTHfecUfa 6.7 67

317 wdentificationHofHaHnewHsubclassHofHozyUnegativeHozqzHexpressingHaberrantHlevelsHofHsíppbH
transcriptsVHBloodTH2016THYZeTHZZYUaZ 2.2 65

316 Pír’YWpzw’PUYHexpressionHinHmultipleHpHandHTUcellHlymphomaVHHaematologicaTH2006THgYTHbdeUeb 6.6 65

315 ’antleHcellHlymphomahHtranscriptionalHregulationHbyHmicroí—osVHLeukemiaTH2010THZbTHYaacUbZ 10.7 64
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314  verallHsurvivalHinHaggressiveHpUcellHlymphomasHisHdependentHonHtheHaccumulationHofHalterationsHinH
pcaTHpYdTHandHpZeVHAmericanlJournalloflPathologyTH2001THYcgTHZXcUYa 5.8 64

313 Pw’ZHinhibitionHasHaHrationalHtherapeuticHapproachHinHpUcellHlymphomaVHBloodTH2011THYYfTHccYeUZe 2.2 63

312 ucetYHPcenterinQTHaHhighlyHrestrictedHmarkerHforHaHsubsetHofHgerminalHcenterUderivedHlymphomasVH
BloodTH2008THYYYTHacYUf 2.2 63

311
íiskHstratificationHforHóplenicH’arginalHZoneHzymphomaHbasedHonHhaemoglobinHconcentrationTH
plateletHcountTHhighHlactateHdehydrogenaseHlevelHandHextrahilarHlymphadenopathyhHdevelopmentH
andHvalidationHonHcgaHcasesVHBritishlJournalloflHaematologyTH2012THYcgTHYdbUeY

4.5 62

310 ’κrffHPzZdcPQHsomaticHmutationHinHmarginalHzoneHpUcellHlymphomaVHAmericanlJournalloflSurgicall
PathologyTH2015THagTHdbbUcY 6.7 60

309 TheHroleHofHmií—osHinHtheHpathogenesisHandHdiagnosisHofHpUcellHlymphomasVHBloodTH2012THYZXTHYefZUgX 2.2 60

308 zymphocyteUrichHclassicalHvodgkinOsHlymphomahHdistinctiveHtumorHandHmicroenvironmentHmarkersVH
ModernlPathologyTH2009THZZTHYXXdUYc 9.8 60

307 óplenicHdiffuseHredHpulpHsmallHpUcellHlymphomahHrevisionHofHaHseriesHofHcasesHrevealsHcharacteristicH
clinicoUpathologicalHfeaturesVHHaematologicaTH2010THgcTHYYZZUg 6.6 59

306 zymphomaHmicroenvironmenthHculpritHorHinnocentmVHLeukemiaTH2008THZZTHbgUcf 10.7 58

305 onalysisHofHoctamerUbindingHtranscriptionHfactorsH ctZHandH ctYHandHtheirHcoactivatorHp pVYW ptVYH
inHlymphomasVHModernlPathologyTH2002THYcTHZYYUZX 9.8 58

304 wntrafollicularHneoplasiaWinHsituHfollicularHlymphomahHreviewHofHaHseriesHofHYaHcasesVHHistopathologyTH
2010THcdTHdcfUdZ 7.3 57

303
oHmarginalHzoneHpatternHmayHbeHfoundHinHdifferentHvarietiesHofHnonUvodgkinOsHlymphomahHtheH
morphologyHandHimmunohistologyHofHsplenicHinvolvementHbyHpUcellHlymphomasHsimulatingHsplenicH
marginalHzoneHlymphomaVHHistopathologyTH1998THaaTHZaXUg

7.3 57

302 qombinatorialHeffectsHofHmicroí—osHtoHsuppressHtheH’ycHoncogenicHpathwayVHBloodTH2011THYYeTHdZccUdd 2.2 56

301 uenomeHwideHr—oUprofilingHofHvwαUrelatedHpUcellHlymphomasVHBritishlJournalloflHaematologyTH2010TH
YbfTHZbcUcc 4.5 56

300 wdentificationHofH’—roHasHaHnewHmarkerHforHnodalHmarginalHzoneHlymphomaVHLeukemiaTH2009THZaTHYfbeUce10.7 56

299 obnormalHPcuHproteinHexpressionHinHvodgkinOsHlymphomaVHíelationHwithHsZtdHandH—tkappapH
transcriptionHfactorsVHJournalloflPathologyTH2004THZXbTHcZfUae 9.4 56

298 óharedH ncogenicHPathwaysHwmplicatedHinHpothHαirusUPositiveHandHUαUwnducedH’erkelHqellH
qarcinomasVHJournalloflInvestigativelDermatologyTH2017THYaeTHYgeUZXd 4.3 55

297 óilencingHofHtheHpYfw—ybcHgeneHbyHpromoterHhypermethylationHinHíeedUóternbergHcellsHinHvodgkinH
lymphomasVHBloodTH2004THYXaTHZacYUe 2.2 55

(2004-2001)
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296 qlinicalHandHbiologicalHsignificanceHofHdeHnovoHqrcSHdiffuseHlargeHpUcellHlymphomaHinHβesternH
countriesVHOncotargetTH2015THdTHcdYcUaa 3.3 54

295
rysregulatedHqγqíbHexpressionHpromotesHlymphomaHcellHsurvivalHandHindependentlyHpredictsH
diseaseHprogressionHinHgerminalHcenterHpUcellUlikeHdiffuseHlargeHpUcellHlymphomaVHOncotargetTH2015TH
dTHccgeUdYb

3.3 53

294 wnfluenceHofHbiologicHmarkersHonHtheHoutcomeHofHvodgkinOsHlymphomahHaHstudyHbyHtheHópanishH
vodgkinOsHzymphomaHótudyHuroupVHJournalloflClinicallOncologyTH2004THZZTHYddbUea 2.2 53

293
wmmuneHProfilingHandHéuantitativeHonalysisHrecipherHtheHqlinicalHíoleHofHwmmuneUqheckpointH
sxpressionHinHtheHTumorHwmmuneH’icroenvironmentHofHrzpqzVHCancerlImmunologylResearchTH2019TH
eTHdbbUdce

12.5 52

292 qlinicalHimplicationsHofHphosphorylatedHóToTaHexpressionHinHreH—ovoHdiffuseHlargeHpUcellHlymphomaVH
ClinicallCancerlResearchTH2014THZXTHcYYaUZa 12.9 52

291 trequentHinvolvementHofHchromosomesHYTHaTHeHandHfHinHsplenicHmarginalHzoneHpUcellHlymphomaVH
BritishlJournalloflHaematologyTH1997THgfTHbbdUg 4.5 52

290 óplenicHsmallHpUcellHlymphomaHwithHpredominantHredHpulpHinvolvementhHaHdiffuseHvariantHofHsplenicH
marginalHzoneHlymphomamVHHistopathologyTH2002THbXTHZZUaX 7.3 52

289
ongioimmunoblasticHTUcellHlymphomaHwithHhyperplasticHgerminalHcentreshHaHneoplasiaHwithHoriginHinH
theHouterHzoneHofHtheHgerminalHcentremHqlinicopathologicalHandHimmunohistochemicalHstudyHofHYXH
casesHwithHfollicularHTUcellHmarkersVHModernlPathologyTH2009THZZTHecaUdY

9.8 51

288 PolycombHproteinsHinHhematologicHmalignanciesVHBloodTH2010THYYdTHcbdcUec 2.2 51

287 wmmunohistochemicalHmarkersHforHtumorHassociatedHmacrophagesHandHsurvivalHinHadvancedHclassicalH
vodgkinOsHlymphomaVHHaematologicaTH2012THgeTHYXfXUb 6.6 50

286 miíUZYeHisHanHoncogeneHthatHenhancesHtheHgerminalHcenterHreactionVHBloodTH2014THYZbTHZZgUag 2.2 49

285 TranscriptionalHsignatureHofHscteinascidinHebaHPκondelisTHTrabectedinQHinHhumanHsarcomaHcellsH
explantedHfromHchemoUnaiveHpatientsVHMolecularlCancerlTherapeuticsTH2005THbTHfYbUZa 6.1 49

284 wncreasingHgenomicHandHepigenomicHcomplexityHinHtheHclonalHevolutionHfromHinHsituHtoHmanifestH
tPYbiYfQUpositiveHfollicularHlymphomaVHLeukemiaTH2014THZfTHYYXaUYZ 10.7 48

283 TUcellWhistiocyteUrichHlargeHpUcellHlymphomaHisHaHdisseminatedHaggressiveHneoplasmhHdifferentialH
diagnosisHfromHvodgkinOsHlymphomaVHHistopathologyTH2002THbYTHZYdUZg 7.3 48

282 ’olecularHheterogeneityHinHchronicHlymphocyticHleukemiaHisHdependentHonHpqíHsignalinghHclinicalH
correlationVHLeukemiaTH2007THZYTHYgfbUgY 10.7 47

281 oberrantHpcldHproteinHexpressionHinHmantleHcellHlymphomaVHAmericanlJournalloflSurgicallPathologyTH
2004THZfTHYXcYUd 6.7 47

280 pYbPoítQHnuclearHoverexpressionHinHaggressiveHpUcellHlymphomasHisHaHsensorHofHmalfunctionHofHtheH
commonHtumorHsuppressorHpathwaysVHBloodTH2002THggTHYbYYUf 2.2 47

279 —wyHcontrolsHclassicalHandHalternativeH—tU˛”pHactivationHandHisHnecessaryHforHtheHsurvivalHofHhumanH
TUcellHlymphomaHcellsVHClinicallCancerlResearchTH2013THYgTHZaYgUaX 12.9 46
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278 íetinoblastomaHPíbQHgeneHproductHexpressionHinHlymphomasVHqorrelationHwithHyideHgrowthHfractionVH
JournalloflPathologyTH1993THYdgTHbXcUYZ 9.4 46

277 TheHív oHuYeαHgeneHmutationHoccursHfrequentlyHinHperipheralHTUcellHlymphomaHandHisHassociatedH
withHaHcharacteristicHmolecularHsignatureVHBloodTH2014THYZaTHZfgaUb 2.2 45

276 PlasmablasticHlymphomaHphenotypeHisHdeterminedHbyHgeneticHalterationsHinH’κqHandHPír’YVH
ModernlPathologyTH2017THaXTHfcUgb 9.8 45

275 óingleHnucleotideHpolymorphismUarraysHprovideHnewHinsightsHinHtheHpathogenesisHofHpostUtransplantH
diffuseHlargeHpUcellHlymphomaVHBritishlJournalloflHaematologyTH2010THYbgTHcdgUee 4.5 45

274 uenomicHlesionsHassociatedHwithHaHdifferentHclinicalHoutcomeHinHdiffuseHlargeHpUqellHlymphomaH
treatedHwithHíUqv PUZYVHBritishlJournalloflHaematologyTH2010THYcYTHZZYUaY 4.5 45

273 —odalHandHsplenicHmarginalHzoneHpHcellHlymphomasVHHematologicallOncologyTH2005THZaTHYXfUYf 1.3 45

272 pYdPw—ybaQHisHselectivelyHsilencedHinHtheHtumoralHprogressionHofHmycosisHfungoidesVHLaboratoryl
InvestigationTH2002THfZTHYZaUaZ 5.9 44

271 pUcellHlymphomaHmutationshHimprovingHdiagnosticsHandHenablingHtargetedHtherapiesVHHaematologicaTH
2014THggTHZZZUaY 6.6 43

270
oHcyclinUrYHinteractionHwithHpoγHunderliesHitsHoncogenicHroleHandHpotentialHasHaHtherapeuticHtargetH
inHmantleHcellHlymphomaVHProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaTH2011THYXfTHYZbdYUd

11.5 43

269
oHshortHmutationalHhotHspotHinHtheHfirstHintronHofHpqzUdHisHassociatedHwithHincreasedHpqzUdH
expressionHandHwithHlongerHoverallHsurvivalHinHlargeHpUcellHlymphomasVHAmericanlJournallofl
PathologyTH2002THYdXTHYaeYUfX

5.8 43

268
zongUtermHfollowUupHofHdoseUadjustedHsP qvHplusHrituximabHProUsP qvUíQHinHuntreatedHpatientsH
withHpoorHprognosisHlargeHpUcellHlymphomaVHoHphaseHwwHstudyHconductedHbyHtheHópanishHPsTvs’oH
uroupVHBritishlJournalloflHaematologyTH2015THYdgTHYffUgf

4.5 42

267 TheHspsteinHparrUencodedHpoíTUdUapHmicroí—oHaffectsHregulationHofHcellHgrowthHandHimmunoH
responseHinHpurkittHlymphomaVHInfectiouslAgentslandlCancerTH2014THgTHYZ 3.5 42

266 qrystalUstoringHhistiocytosisHandHimmunocytomaHassociatedHwithHmultifocalHfibrosclerosisVH
HistopathologyTH1998THaaTHbcgUdb 7.3 42

265 qompositeHvodgkinHlymphomaHandHmantleHcellHlymphomahHtwoHclonallyHunrelatedHtumorsVHAmericanl
JournalloflSurgicallPathologyTH2003THZeTHYceeUfX 6.7 42

264 VHAppliedlImmunohistochemistrylslMolecularlMorphologyTH2002THYXTHeUYb 42

263
PrimaryHtesticularHdiffuseHlargeHpUcellHlymphomaHdisplaysHdistinctHclinicalHandHbiologicalHfeaturesHforH
treatmentHfailureHinHrituximabHerahHaHreportHfromHtheHwnternationalHPTzHqonsortiumVHLeukemiaTH2016TH
aXTHadYUeZ

10.7 41

262
’r’ZHphenotypicHandHgenotypicHprofilingTHrespectiveHtoHTPcaHgeneticHstatusTHinHdiffuseHlargeHpUcellH
lymphomaHpatientsHtreatedHwithHrituximabUqv PHimmunochemotherapyhHaHreportHfromHtheH
wnternationalHrzpqzHíituximabUqv PHqonsortiumHProgramVHBloodTH2013THYZZTHZdaXUbX

2.2 41

261 zargeHpUcellHlymphomasHwithHplasmablasticHdifferentiationhHaHbiologicalHandHtherapeuticHchallengeVH
LeukemialandlLymphomaTH2012THcaTHYfcUgb 1.9 41

(2012-1993)
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260 óplenicHmarginalHzoneHlymphomaHwithHincreasedHnumberHofHblastshHanHaggressiveHvariantmVHHumanl
PathologyTH1999THaXTHYYcaUdX 3.7 41

259
retectionHofHtheHbclUYHrearrangementHatHtheHmajorHtranslocationHclusterHinHfrozenHandH
paraffinUembeddedHtissuesHofHmantleHcellHlymphomasHbyHpolymeraseHchainHreactionVHAmericanl
JournalloflClinicallPathologyTH1996THYXcTHcaZUe

1.9 41

258 zymphHnodeHinvolvementHbyHsplenicHmarginalHzoneHlymphomahHmorphologicalHandH
immunohistochemicalHfeaturesVHAmericanlJournalloflSurgicallPathologyTH1997THZYTHeeZUfX 6.7 41

257 ossessmentHofHqraeHpUcellHantigenHandHcellHofHoriginHsignificantlyHimprovesHriskHpredictionHinHdiffuseH
largeHpUcellHlymphomaVHBloodTH2016THYZfTHaXfaUaYXX 2.2 41

256
qlinicalHfeaturesTHtumorHbiologyTHandHprognosisHassociatedHwithH’κqHrearrangementHandH’ycH
overexpressionHinHdiffuseHlargeHpUcellHlymphomaHpatientsHtreatedHwithHrituximabUqv PVHModernl
PathologyTH2015THZfTHYcccUea

9.8 40

255 r—oHmethylationHprofilingHidentifiesHtwoHsplenicHmarginalHzoneHlymphomaHsubgroupsHwithH
differentHclinicalHandHgeneticHfeaturesVHBloodTH2015THYZcTHYgZZUaY 2.2 40

254 PersistentHandHgeneralizedHlymphadenopathyhHaHlesionHofHfollicularHdendriticHcellsmHonH
immunohistologicHandHultrastructuralHstudyVHAmericanlJournalloflClinicallPathologyTH1987THfeTHeYdUZb 1.9 40

253
óPwpTHaHnovelHimmunohistochemicalHmarkerHforHhumanHblasticHplasmacytoidHdendriticHcellH
neoplasmshHcharacterizationHofHitsHexpressionHinHmajorHhematolymphoidHneoplasmsVHBloodTH2013TH
YZYTHdbaUe

2.2 39

252 oHmolecularHriskHscoreHbasedHonHbHfunctionalHpathwaysHforHadvancedHclassicalHvodgkinHlymphomaVH
BloodTH2010THYYdTHeYZUe 2.2 39

251 ’icroí—oHlossesHinHtheHfrequentlyHdeletedHregionHofHeqHinHó’ZzVHLeukemiaTH2007THZYTHZcbeUg 10.7 39

250 qlinicalHandHpiologicHóignificanceHofH’κqHueneticH’utationsHinHreH—ovoHriffuseHzargeHpUcellH
zymphomaVHClinicallCancerlResearchTH2016THZZTHacgaUdXc 12.9 39

249 zossHofHPír’YWpzw’PUYHfunctionHcontributesHtoHpoorHprognosisHofHactivatedHpUcellUlikeHdiffuseH
largeHpUcellHlymphomaVHLeukemiaTH2017THaYTHdZcUdad 10.7 38

248 TqzYoHexpressionHdelineatesHbiologicalHandHclinicalHvariabilityHinHpUcellHlymphomaVHModernlPathology
TH2009THZZTHZXdUYc 9.8 38

247 ’utatedHxoyHkinasesHandHderegulatedHóToTHactivityHareHpotentialHtherapeuticHtargetsHinHcutaneousH
TUcellHlymphomaVHHaematologicaTH2015THYXXTHebcXUa 6.6 38

246 óplenicHmarginalHzoneHlymphomahHclinicalHcharacteristicsHandHprognosticHfactorsHinHaHseriesHofHdXH
patientsVHBloodTH2002THYXXTHYdbfUcb 2.2 38

245 spsteinUparrHvirusHmicroí—osHrepressHpqzdHexpressionHinHdiffuseHlargeHpUcellHlymphomaVHLeukemiaTH
2012THZdTHYfXUa 10.7 37

244 pZeywPYHisHabnormallyHexpressedHinHriffuseHzargeHpUcellHzymphomasHandHisHassociatedHwithHanH
adverseHclinicalHoutcomeVHBritishlJournalloflCancerTH1999THfXTHYbZeUab 8.7 37

243 αalueHofHPqíHdetectionHofHTqíHgammaHgeneHrearrangementHinHtheHdiagnosisHofHcutaneousH
lymphocyticHinfiltratesVHDiagnosticlMolecularlPathologyTH1994THaTHZecUfZ 37

Miguel A. Piris
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242 —ewHmutationsHinHchronicHlymphocyticHleukemiaHidentifiedHbyHtargetHenrichmentHandHdeepH
sequencingVHPLoSlONETH2012THeTHeafYcf 3.7 37

241 TrueHhistiocyticHlymphomaHofHtheHstomachHassociatedHwithHlowUgradeHpUcellHmucosaUassociatedH
lymphoidHtissueHP’ozTQUtypeHlymphomaVHAmericanlJournalloflSurgicallPathologyTH1996THZXTHYbXdUYY 6.7 37

240 reregulatedHexpressionHofHtheHpolycombUgroupHproteinHóUZYZHtargetHgenesHcharacterizesHmantleH
cellHlymphomaVHAmericanlJournalloflPathologyTH2010THYeeTHgaXUbZ 5.8 36

239 PrimaryHcutaneousHanaplasticHlargeHcellHlymphomasHwithHdpZcVaHrearrangementHexhibitHparticularH
histologicalHfeaturesVHHistopathologyTH2015THddTHfbdUcc 7.3 35

238
óingleHnucleotideHvariationHinHtheHTPcaHaOHuntranslatedHregionHinHdiffuseHlargeHpUcellHlymphomaH
treatedHwithHrituximabUqv PhHaHreportHfromHtheHwnternationalHrzpqzHíituximabUqv PHqonsortiumH
ProgramVHBloodTH2013THYZYTHbcZgUbX

2.2 35

237 óplenicHfollicularHlymphomahHclinicopathologicHcharacteristicsHofHaHseriesHofHaZHcasesVHAmericanl
JournalloflSurgicallPathologyTH2009THaaTHeaXUf 6.7 35

236 zargeHpUcellHlymphomaHpresentingHinHtheHspleenhHidentificationHofHdifferentHclinicopathologicH
conditionsVHAmericanlJournalloflSurgicallPathologyTH2003THZeTHfgcUgXZ 6.7 35

235 αariabilityHinHtheHdegreeHofHexpressionHofHphosphorylatedHwkappapalphaHinHchronicHlymphocyticH
leukemiaHcasesHwithHnodalHinvolvementVHClinicallCancerlResearchTH2004THYXTHdegdUfXd 12.9 35

234 oyTHvyperactivationHandHtheHPotentialHofHoyTUTargetedHTherapyHinHriffuseHzargeHpUqellHzymphomaVH
AmericanlJournalloflPathologyTH2017THYfeTHYeXXUYeYd 5.8 34

233 veterozygosityHforHíoquinsanHleadsHtoHangioimmunoblasticHTUcellHlymphomaUlikeHtumorsHinHmiceVH
BloodTH2012THYZXTHfYZUZY 2.2 34

232 vighUthroughputHsequencingHanalysisHofHtheHchromosomeHeqaZHdeletionHrevealsHwítcHasHaHpotentialH
tumourHsuppressorHinHsplenicHmarginalUzoneHlymphomaVHBritishlJournalloflHaematologyTH2012THYcfTHeYZUZd4.5 34

231 uenomicHprofilingHofHíichterOsHsyndromehHrecurrentHlesionsHandHdifferencesHwithHdeHnovoHdiffuseH
largeHpUcellHlymphomasVHHematologicallOncologyTH2010THZfTHdZUe 1.3 34

230 PhenotypicHexpressionHofHhistocompatibilityHantigensHinHhumanHprimaryHtumoursHandHmetastasesVH
ClinicallandlExperimentallMetastasisTH1989THeTHZYaUZd 4.7 34

229 reregulationHofHsTóYHandHtzwYHcontributesHtoHtheHpathogenesisHofHdiffuseHlargeHpUcellHlymphomaVH
BloodTH2013THYZZTHZZaaUbY 2.2 33

228 oHTaq’anHlowUdensityHarrayHtoHpredictHoutcomeHinHadvancedHvodgkinOsHlymphomaHusingH
paraffinUembeddedHsamplesVHClinicallCancerlResearchTH2009THYcTHYadeUec 12.9 33

227 zightUchainUrestrictedHgerminalHcentresHinHreactiveHlymphadenitishHreportHofHeightHcasesVH
HistopathologyTH2008THcZTHbadUbb 7.3 33

226 trequencyHofHpqzZHandHpqzdHtranslocationsHinHfollicularHlymphomahHrelationHwithHhistologicalHandH
clinicalHfeaturesVHLeukemialandlLymphomaTH2008THbgTHgcUYXY 1.9 33

225 PrimaryHcutaneousHlargeHpUcellHlymphomahHtheHrelationHbetweenHmorphologyTHclinicalHpresentationTH
immunohistochemicalHmarkersTHandHsurvivalVHAmericanlJournalloflSurgicallPathologyTH2001THZcTHaXeUYc 6.7 33

(2001-2012)
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224 ’r’ZHexpressionHinHlymphoidHcellsHandHreactiveHandHneoplasticHlymphoidHtissueVHqomparativeHstudyH
withHpcaHexpressionVHJournalloflPathologyTH1995THYeeTHZeUab 9.4 33

223 ’onocytoidHpHqellsVHAmericanlJournalloflSurgicallPathologyTH1994THYfTHYYaYUYYag 6.7 33

222 oHnovelHpatientUderivedHtumorgraftHmodelHwithHTíotYUozyHanaplasticHlargeUcellHlymphomaH
translocationVHLeukemiaTH2015THZgTHYagXUbXY 10.7 32

221 ’icroí—oHsignaturesHandHtreatmentHresponseHinHpatientsHwithHadvancedHclassicalHvodgkinH
lymphomaVHBritishlJournalloflHaematologyTH2013THYdZTHaadUbe 4.5 32

220 óimplificationHofHriskHstratificationHforHsplenicHmarginalHzoneHlymphomahHaHpointUbasedHscoreHforH
practicalHuseVHLeukemialandlLymphomaTH2014THccTHgZgUaY 1.9 32

219 sZtYHexpressionHisHderegulatedHandHplaysHanHoncogenicHroleHinHsporadicHpurkittOsHlymphomaVHCancerl
ResearchTH2009THdgTHbXcZUf 10.1 32

218 TheHprevalenceHofHwuHtranslocationsHandHeqaZHdeletionsHinHsplenicHmarginalHzoneHlymphomaVH
LeukemiaTH2008THZZTHYZdfUeZ 10.7 32

217 sxtremeHsensitivityHtoHκondelisHPTrabectedinTHsTUebaQHinHlowHpassagedHsarcomaHcellHlinesHcorrelatesH
withHmutatedHpcaVHJournalloflCellularlBiochemistryTH2007THYXXTHaagUbf 4.7 32

216 pqzdHrepressesH—tkappapHactivityHinHdiffuseHlargeHpUcellHlymphomasVHJournalloflPathologyTH2008TH
ZYbTHbgfUcXe 9.4 32

215 PrognosticHimpactHofHcUíelHnuclearHexpressionHandHíszHamplificationHandHcrosstalkHbetweenHcUíelH
andHtheHpcaHpathwayHinHdiffuseHlargeHpUcellHlymphomaVHOncotargetTH2015THdTHZaYceUfX 3.3 32

214 óplenicHdiffuseHredHpulpHsmallHpUcellHlymphomaHdisplaysHincreasedHexpressionHofHcyclinHraHandH
recurrentHqq—raHmutationsVHBloodTH2017THYZgTHYXbZUYXbc 2.2 31

213 óplenicHmarginalHzoneHlymphomahHcomprehensiveHanalysisHofHgeneHexpressionHandHmií—oHprofilingVH
ModernlPathologyTH2013THZdTHffgUgXY 9.8 31

212  verexpressionHofHhumanHr—oHpolymeraseHmuHPPolHmuQHinHaHpurkittOsHlymphomaHcellHlineHaffectsHtheH
somaticHhypermutationHrateVHNucleiclAcidslResearchTH2004THaZTHcfdYUea 20.1 31

211 qlinicalHóignificanceHofHPTs—HreletionTH’utationTHandHzossHofHPTs—HsxpressionHinHreH—ovoHriffuseH
zargeHpUqellHzymphomaVHNeoplasiaTH2018THZXTHcebUcga 6.4 30

210 ’ouseHcr—oHmicroarrayHanalysisHuncoversHólugHtargetsHinHmouseHembryonicHfibroblastsVHGenomicsTH
2006THfeTHYYaUf 4.3 30

209 spsteinUparrHvirusUlatentHmembraneHproteinHYHexpressionHhasHaHfavorableHinfluenceHinHtheHoutcomeH
ofHpatientsHwithHvodgkinOsHriseaseHtreatedHwithHchemotherapyVHLeukemialandlLymphomaTH2000THagTHcdaUeZ1.9 30

208  therHcancersHinHpatientsHwithHgastricH’ozTHlymphomaVHLeukemialandlLymphomaTH1999THaaTHYdYUf 1.9 30

207 TheHdetectionHofHpUcellHmonoclonalHpopulationsHbyHpolymeraseHchainHreactionhHaccuracyHofHapproachH
andHapplicationHinHgastricHendoscopicHbiopsyHspecimensVHHumanlPathologyTH1993THZbTHYYfbUf 3.7 30
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206 orrayHcomparativeHgenomicHhybridizationHidentifiesHgeneticHregionsHassociatedHwithHoutcomeHinH
aggressiveHdiffuseHlargeHpUcellHlymphomasVHCancerTH2009THYYcTHaeZfUae 6.4 29

205 ogeHcutoffHforHspsteinUparrHvirusUpositiveHdiffuseHlargeHpUcellHlymphomaUUisHitHnecessarymVH
OncotargetTH2015THdTHYagaaUbc 3.3 29

204 íecurrentHpresenceHofHtheHPzquYHóabctHmutationHinHnodalHperipheralHTUcellHlymphomasVH
HaematologicaTH2015THYXXTHeZcUe 6.6 28

203
PrevalenceHandHclinicalHimplicationsHofHcyclinHrYHexpressionHinHdiffuseHlargeHpUcellHlymphomaH
PrzpqzQHtreatedHwithHimmunochemotherapyhHaHreportHfromHtheHwnternationalHrzpqzH
íituximabUqv PHqonsortiumHProgramVHCancerTH2014THYZXTHYfYfUZg

6.4 28

202 ProliferationHcentersHinHchronicHlymphocyticHleukemiahHtheHnicheHwhereH—tUkappapHactivationHtakesH
placeVHLeukemiaTH2010THZbTHfeZUd 10.7 28

201 uastricHpUcellHmucosaHassociatedHlymphoidHtissueHlymphomahHaHclinicopathologicalHstudyHinHcdH
patientsVHGutTH1992THaaTHYaXeUYY 19.2 28

200 —uclearHbclYXHexpressionHcharacterizesHaHgroupHofHocularHadnexaH’ozTHlymphomasHwithHshorterH
failureUfreeHsurvivalVHModernlPathologyTH2006THYgTHYXccUde 9.8 27

199 —t˛”pHexpressionHisHaHfeatureHofHbothHactivatedHpUcellUlikeHandHgerminalHcenterHpUcellUlikeHsubtypesH
ofHdiffuseHlargeHpUcellHlymphomaVHModernlPathologyTH2014THZeTHYaaYUe 9.8 26

198
UniqueHphenotypicHprofileHofHmonocytoidHpHcellshHdifferencesHinHcomparisonHwithHtheHphenotypicH
profileHobservedHinHmarginalHzoneHpHcellsHandHsoUcalledHmonocytoidHpHcellHlymphomaVHAmericanl
JournalloflPathologyTH2001THYcfTHYadaUg

5.8 26

197 vodgkinHlymphomahHaHreviewHofHpathologicalHfeaturesHandHrecentHadvancesHinHpathogenesisVH
PathologyTH2020THcZTHYcbUYdc 1.6 26

196 TheHópectrumHofHspαUPositiveH’ucocutaneousHUlcerhHoHótudyHofHgHqasesVHAmericanlJournallofl
SurgicallPathologyTH2019THbaTHZXYUZYX 6.7 25

195 óimultaneousHinhibitionHofHpanUphosphatidylinositolUaUkinasesHandH’syHasHaHpotentialHtherapeuticH
strategyHinHperipheralHTUcellHlymphomasVHHaematologicaTH2013THgfTHceUdb 6.6 25

194
qraXHsxpressionHbyHpHandHTHqellshHoHtrequentHtindingHinHongioimmunoblasticHTUqellHzymphomaHandH
PeripheralHTUqellHzymphomaU—otH therwiseHópecifiedVHAmericanlJournalloflSurgicallPathologyTH2016TH
bXTHaefUfc

6.7 25

193 wncidentalHandHwsolatedHtollicularHzymphomaHwnHóituHandH’antleHqellHzymphomaHwnHóituHzackHqlinicalH
óignificanceVHAmericanlJournalloflSurgicallPathologyTH2016THbXTHgbaUg 6.7 25

192 oggressiveHpUcellHlymphomashHaHreviewHbasedHonHtheHworkshopHofHtheHγwH’eetingHofHtheHsuropeanH
ossociationHforHvaematopathologyVHHistopathologyTH2005THbdTHZbYUcc 7.3 24

191 qraXUpositiveHprimaryHcutaneousHlymphoproliferativeHdisordershHmolecularHalterationsHandH
targetedHtherapiesVHHaematologicaTH2019THYXbTHZZdUZac 6.6 24

190 óplenicHmarginalHzoneHlymphomaVHBestlPracticelandlResearchlinlClinicallHaematologyTH2017THaXTHcdUdb 4.2 23

189 rownUregulationHofHspecificHmií—osHenhancesHtheHexpressionHofHtheHgeneHómoothenedHandH
contributesHtoHTUcellHlymphoblasticHlymphomaHdevelopmentVHCarcinogenesisTH2013THabTHgXZUf 4.6 23

(2013-2009)
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188 riffuseHlargeHpUcellHlymphomaHwithHconcordantHboneHmarrowHinvolvementHhasHpeculiarHgenomicH
profileHandHpoorHclinicalHoutcomeVHHematologicallOncologyTH2011THZgTHafUbY 1.3 23

187 sxpressionHpatternHofHγpPYPóQHinHhumanHpUcellHlymphomasVHHaematologicaTH2009THgbTHbYgUZZ 6.6 23

186 qutaneousHpresentationHofHfollicularHlymphomasVHModernlPathologyTH2001THYbTHgYaUg 9.8 23

185
 verlapHatHtheHmolecularHandHimmunohistochemicalHlevelsHbetweenHangioimmunoblasticHTUcellH
lymphomaHandHaHsubgroupHofHperipheralHTUcellHlymphomasHwithoutHspecificHmorphologicalHfeaturesVH
OncotargetTH2018THgTHYdYZbUYdYaa

3.3 23

184 qontributionHofHxoyZHmutationsHtoHTUcellHlymphoblasticHlymphomaHdevelopmentVHLeukemiaTH2016TH
aXTHgbUYXa 10.7 22

183 qoncordantHboneHmarrowHinvolvementHofHdiffuseHlargeHpUcellHlymphomaHrepresentsHaHdistinctH
clinicalHandHbiologicalHentityHinHtheHeraHofHimmunotherapyVHLeukemiaTH2018THaZTHacaUada 10.7 22

182 qótYíHProteinHsxpressionHinHíeactiveHzymphoidHTissuesHandHzymphomahHwtsHíelevanceHinHqlassicalH
vodgkinHzymphomaVHPLoSlONETH2015THYXTHeXYZcZXa 3.7 22

181 spsteinUparrHvirusUpositiveHsystemicH—yWTUcellHlymphomasHinHchildrenhHreportHofHsixHcasesVH
HistopathologyTH2011THcgTHYYfaUga 7.3 21

180
yóvαUHandHspαUassociatedHgerminotropicHlymphoproliferativeHdisorderhHaHrareHlymphoproliferativeH
diseaseHofHvwαHpatientHwithHplasmablasticHmorphologyTHindolentHcourseHandHfavourableHresponseHtoH
therapyVHLeukemialandlLymphomaTH2007THbfTHYbbbUe

1.9 21

179 pcaHexpressionHinHnonUvodgkinOsHlymphomashHaHmarkerHofHpcaHinactivationmVHLeukemialandl
LymphomaTH1995THYeTHacUbZ 1.9 21

178 ’r’ZHandHpZYβotYWqwPYTHwildUtypeHpcaUinducedHproteinsTHareHregularlyHexpressedHbyH
óternbergUíeedHcellsHinHvodgkinOsHdiseaseVHJournalloflPathologyTH1996THYfXTHcfUdb 9.4 21

177
PrUYWPrUzYHexpressionHandHinteractionHbyHautomatedHquantitativeHimmunofluorescentHanalysisH
showHadverseHprognosticHimpactHinHpatientsHwithHdiffuseHlargeHpUcellHlymphomaHhavingHTUcellH
infiltrationhHaHstudyHfromHtheHwnternationalHrzpqzHqonsortiumHProgramVHModernlPathologyTH2019TH
aZTHebYUecb

9.8 20

176 ’olecularHcharacterizationHofHtheHregionHeqZZVYHinHsplenicHmarginalHzoneHlymphomasVHPLoSlONETH
2011THdTHeZbgag 3.7 20

175 TheHpreUpUcellHreceptorHassociatedHproteinHαprepaHisHaHusefulHdiagnosticHmarkerHforHidentifyingH
cU’κqHtranslocatedHlymphomasVHHaematologicaTH2010THgcTHZXcdUdZ 6.6 20

174 vodgkinOsHlymphomaHcellsHexpressHalternativelyHsplicedHformsHofHvr’ZHwithHmultipleHeffectsHonHcellH
cycleHcontrolVHOncogeneTH2006THZcTHZcdcUeb 9.2 20

173 íeloH—tU˛”pHsubunitHactivationHasHaHtherapeuticHtargetHinHdiffuseHlargeHpUcellHlymphomaVHAgingTH2016TH
fTHaaZYUaabX 5.6 20

172 qlinicalHandHdiagnosticHrelevanceHofHUandHUmutationsHinHsplenicHmarginalHzoneHlymphomaVH
HaematologicaTH2017THYXZTHeaYXUeaYZ 6.6 19

171
vepatitisHqHvirusUrelatedHlymphoproliferativeHdisordersHencompassHaHbroaderHclinicalHandH
morphologicalHspectrumHthanHpreviouslyHrecognizedhHaHclinicopathologicalHstudyVHModernlPathologyTH
2014THZeTHZfYUga

9.8 19

Miguel A. Piris
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170 —tU˛”pHdirectlyHmediatesHepigeneticHderegulationHofHcommonHmicroí—osHinHspsteinUparrH
virusUmediatedHtransformationHofHpUcellsHandHinHlymphomasVHNucleiclAcidslResearchTH2014THbZTHYYXZcUag 20.1 19

169 TranscriptionalHresponseHofHTHcellsHtoHwt—UalphahHchangesHinducedHinHwt—UalphaUsensitiveHandH
resistantHcutaneousHTHcellHlymphomaVHJournalloflInterferonlandlCytokinelResearchTH2004THZbTHYfcUgc 3.5 19

168 ótratifyingHdiffuseHlargeHpUcellHlymphomaHpatientsHtreatedHwithHchemoimmunotherapyhH
uqpWnonUuqpHbyHimmunohistochemistryHisHstillHaHrobustHandHfeasibleHmarkerVHOncotargetTH2016THeTHYfXadUbg3.3 19

167 qU’κqHisHrelatedHtoHuoToaHexpressionHandHassociatedHwithHpoorHprognosisHinHnodalHperipheralHTUcellH
lymphomasVHHaematologicaTH2016THYXYTHeaadUf 6.6 19

166 PrognosticHandHbiologicalHsignificanceHofHsurvivinHexpressionHinHpatientsHwithHdiffuseHlargeHpUcellH
lymphomaHtreatedHwithHrituximabUqv PHtherapyVHModernlPathologyTH2015THZfTHYZgeUaYb 9.8 18

165
odvancedUstageHmycosisHfungoideshHroleHofHtheHsignalHtransducerHandHactivatorHofHtranscriptionHaTH
nuclearHfactorU˛”pHandHnuclearHfactorHofHactivatedHTHcellsHpathwaysVHBritishlJournalloflDermatologyTH
2020THYfZTHYbeUYcc

4 17

164 qlinicalHandHmolecularHcharacterizationHofHdiffuseHlargeHpUcellHlymphomasHwithHYaqYbVaHdeletionVH
AnnalsloflOncologyTH2012THZaTHeZgUeac 10.3 17

163 óplenicH’arginalHZoneHzymphomaVHAdvanceslinlAnatomiclPathologyTH1997THbTHYgYUZXY 5.1 17

162
pdaHexpressionHconfersHsignificantlyHbetterHsurvivalHoutcomesHinHhighUriskHdiffuseHlargeHpUcellH
lymphomaHandHdemonstratesHpcaUlikeHandHpcaUindependentHtumorHsuppressorHfunctionVHAgingTH
2016THfTHabcUdc

5.6 17

161
vighHpZeHproteinHlevelsHinHchronicHlymphocyticHleukemiaHareHassociatedHtoHlowH’ycHandHókpZH
expressionTHconferHresistanceHtoHapoptosisHandHantagonizeH’ycHeffectsHonHcellHcycleVHOncotargetTH
2014THcTHbdgbUeXf

3.3 17

160 Pw’HkinasesHasHpotentialHtherapeuticHtargetsHinHaHsubsetHofHperipheralHTHcellHlymphomaHcasesVHPLoSl
ONETH2014THgTHeYYZYbf 3.7 16

159 zossHofHTqíUbetaHtYHandWorHsZíw—HexpressionHisHassociatedHwithHunfavorableHprognosisHinHnodalH
peripheralHTUcellHlymphomasVHBloodlCancerlJournalTH2013THaTHeYYY 7 16

158 zentiviralHPvwαQUbasedHí—oHinterferenceHscreenHinHhumanHpUcellHreceptorHregulatoryHnetworksH
revealsH’qzYUinducedHoncogenicHpathwaysVHBloodTH2008THYYYTHYddcUed 2.2 16

157
revelopmentHofHaHrealUtimeHreverseHtranscriptionHpolymeraseHchainHreactionHassayHforHcUmycH
expressionHthatHallowsHtheHidentificationHofHaHsubsetHofHcUmycSHdiffuseHlargeHpUcellHlymphomaVH
LaboratorylInvestigationTH2003THfaTHYbaUcZ

5.9 16

156
—ucleolarHpYbPoítQHoverexpressionHinHíeedUóternbergHcellsHinHvodgkinOsHlymphomahHabsenceHofH
pYbPoítQWvdmZHcomplexesHisHassociatedHwithHexpressionHofHalternativelyHsplicedHvdmZHtranscriptsVH
AmericanlJournalloflPathologyTH2002THYdXTHcdgUef

5.8 16

155 onalysisHofHtheHmutationalHlandscapeHofHclassicHvodgkinHlymphomaHidentifiesHdiseaseHheterogeneityH
andHpotentialHtherapeuticHtargetsVHOncotargetTH2017THfTHYYYafdUYYYagc 3.3 16

154 UnravelingHtransformationHofHfollicularHlymphomaHtoHdiffuseHlargeHpUcellHlymphomaVHPLoSlONETH
2019THYbTHeXZYZfYa 3.7 15

153
svaluationHofH—tU˛”pHsubunitHexpressionHandHsignalingHpathwayHactivationHdemonstratesHthatHpcZH
expressionHconfersHbetterHoutcomeHinHgerminalHcenterHpUcellUlikeHdiffuseHlargeHpUcellHlymphomaHinH
associationHwithHqraXHandHpqzZHfunctionsVHModernlPathologyTH2015THZfTHYZXZUYa

9.8 15

(2015-2014)

15



152 íichterHtransformationHdrivenHbyHspsteinUparrHvirusHreactivationHduringHtherapyUrelatedH
immunosuppressionHinHchronicHlymphocyticHleukaemiaVHJournalloflPathologyTH2018THZbcTHdYUea 9.4 15

151 onHwmmunogeneticHóignatureHofH ngoingHontigenHwnteractionsHinHóplenicH’arginalHZoneHzymphomaH
sxpressingHwuvαYUZRXbHíeceptorsVHClinicallCancerlResearchTH2016THZZTHZXaZUbX 12.9 15

150 TollUlikeHreceptorHstimulationHinHsplenicHmarginalHzoneHlymphomaHcanHmodulateHcellHsignalingTH
activationHandHproliferationVHHaematologicaTH2015THYXXTHYbdXUf 6.6 15

149 ’icroí—osHasHprognosticHmarkersHinHindolentHprimaryHcutaneousHpUcellHlymphomaVHModernl
PathologyTH2013THZdTHYeYUfY 9.8 15

148 wmmunogeneticsHfeaturesHandHgenomicHlesionsHinHsplenicHmarginalHzoneHlymphomaVHBritishlJournall
oflHaematologyTH2010THYcYTHbacUg 4.5 15

147
PsoralenHplusHultravioletHoHSWUHinterferonUalphaHtreatmentHresistanceHinHmycosisHfungoideshHtheHroleH
ofHtumourHmicroenvironmentTHnuclearHtranscriptionHfactorUkappapHandHTUcellHreceptorHpathwaysVH
BritishlJournalloflDermatologyTH2009THYdXTHgZUYXZ

4 15

146 sZtbHplaysHaHkeyHroleHinHpurkittHlymphomaHtumorigenesisVHLeukemiaTH2012THZdTHZZeeUfc 10.7 15

145 TranscriptomalHprofilingHofHtheHcellularHresponseHtoHr—oHdamageHmediatedHbyHólugHPónaiZQVHBritishl
JournalloflCancerTH2008THgfTHbfXUf 8.7 15

144 odditionHofHrituximabHtoHchemotherapyHovercomesHtheHnegativeHprognosticHimpactHofHcyclinHsH
expressionHinHdiffuseHlargeHpUcellHlymphomaVHJournalloflClinicallPathologyTH2013THddTHgcdUdY 3.9 14

143 riseaseUbiasedHandHsharedHcharacteristicsHofHtheHimmunoglobulinHgeneHrepertoiresHinHmarginalHzoneH
pHcellHlymphoproliferationsVHJournalloflPathologyTH2019THZbeTHbYdUbZY 9.4 14

142 spsteinUparrHvirusUassociatedHdiffuseHlargeHpUcellHlymphomahHdiagnosisTHdifficultiesHandHtherapeuticH
optionsVHExpertlReviewloflAnticancerlTherapyTH2016THYdTHbYYUZY 3.5 13

141 ’arginalHzoneHlymphomaVHSeminarslinlDiagnosticlPathologyTH2011THZfTHYacUbc 4.3 13

140
ótageHwαHandHageHoverHbcHyearsHareHtheHonlyHprognosticHfactorsHofHtheHwnternationalHPrognosticHócoreH
forHtheHoutcomeHofHadvancedHvodgkinHlymphomaHinHtheHópanishHvodgkinHzymphomaHótudyHuroupH
seriesVHLeukemialandlLymphomaTH2012THcaTHfYZUg

1.9 13

139 svaluationHofHtheHinternationalHindexHinHtheHprognosisHofHhighHgradeHgastricHmaltHlymphomaVH
LeukemialandlLymphomaTH1996THZbTHYcgUda 1.9 13

138 wmmunoglobulinHsomaticHhypermutationHhasHclinicalHimpactHinHrzpqzHandHpotentialHimplicationsHforH
immuneHcheckpointHblockadeHandHneoantigenUbasedHimmunotherapiesH2019THeTHZeZ 12

137 γP YHexpressionHworsensHtheHprognosisHofHunfavorableHrzpqzHthatHcanHbeHeffectivelyHtargetedHbyH
selinexorHinHtheHabsenceHofHmutantHpcaVHJournalloflHematologylandlOncologyTH2020THYaTHYbf 22.4 12

136 qastlemanHriseaseHandHíosaiUrorfmanHriseaseVHSeminarslinlDiagnosticlPathologyTH2018THacTHbbUca 4.3 12

135 qhronicHlymphocyticHleukemiaHcellsHinHlymphHnodesHshowHfrequentH— TqvYHactivationVH
HaematologicaTH2015THYXXTHeZXXUa 6.6 12
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134 toóHsystemHderegulationHinHTUcellHlymphoblasticHlymphomaVHCelllDeathlandlDiseaseTH2014THcTHeYYYX 9.8 12

133 PrimaryHmediastinalHpUcellHlymphomahHtreatmentHandHtherapeuticHtargetsVHLeukemialandlLymphomaTH
2008THbgTHYXcXUdY 1.9 12

132 onHogYαHó—PHinHtheHperforinHgeneHisHfrequentlyHfoundHinH—yWTUcellHlymphomasVHPLoSlONETH2014THgTHegYcZY3.7 12

131 PrognosticHfactorsTHtherapeuticHapproachesTHandHdistinctHimmunobiologicHfeaturesHinHpatientsHwithH
primaryHmediastinalHlargeHpUcellHlymphomaHonHlongUtermHfollowUupVHBloodlCancerlJournalTH2020THYXTHbg 7 11

130 ’utationalHprofileHofHprimaryHbreastHdiffuseHlargeHpUcellHlymphomaVHOncotargetTH2017THfTHYXZfffUYXZfge3.3 11

129 andHactivityHofHaHnewHsmallUmoleculeHinhibitorHofHvroqdHinHmantleHcellHlymphomaVHHaematologicaTH
2018THYXaTHecaeUecbX 6.6 11

128 wntegratedHprofilingHofHdiffuseHlargeHpUcellHlymphomaHwithHeqHgainVHBritishlJournalloflHaematologyTH
2011THYcaTHbggUcXa 4.5 11

127 óomaticHhypermutationHsignatureHinHpUcellHlowUgradeHlymphomasVHHaematologicaTH2008THgaTHYYfdUgb 6.6 11

126 βholeUexomeHsequencingHrevealsHacquisitionHofHmutationsHleadingHtoHtheHonsetHofHdonorHcellH
leukemiaHafterHhematopoieticHtransplantationhHaHmodelHofHleukemogenesisVHLeukemiaTH2018THaZTHYfZZUYfZd10.7 10

125 ’utationsHinHtheHxoyWóToTHpathwayHgenesHandHactivationHofHtheHpathwayTHaHrelevantHfindingHinH
nodalHPeripheralHTUcellHlymphomaVHBritishlJournalloflHaematologyTH2018THYfaTHbgeUcXY 4.5 10

124 ’olecularHalterationsHinHacuteHmyeloidHleukemiaHandHtheirHclinicalHandHtherapeuticalHimplicationsVH
MedicinalClˆ›nicaTH2018THYcYTHadZUade 1 10

123 zackHandWorHaberrantHlocalizationHofHmajorHhistocompatibilityHclassHwwHP’vqwwQHproteinHinH
plasmablasticHlymphomaVHHaematologicaTH2012THgeTHYdYbUd 6.6 10

122 sxpansionHofHPrYUpositiveHTHqellsHinH—odalH’arginalHZoneHzymphomahHoHPotentialHriagnosticHPitfallVH
AmericanlJournalloflSurgicallPathologyTH2020THbbTHdceUddb 6.7 10

121 UrearrangedHanaplasticHlymphomasHareHcharacterizedHbyHspecificHmorphologicalHfeaturesHandHaHlackH
ofHcytotoxicHandHxoyWóToTHsurrogateHmarkersVHHaematologicaTH2019THYXbTHeYcfUeYdZ 6.6 10

120 vepatitisHqHvirusHpositiveHdiffuseHlargeHpUcellHlymphomasHhaveHdistinctHmolecularHfeaturesHandHlackH
pqzZHtranslocationsVHBritishlJournalloflCancerTH2017THYYeTHYdfcUYdff 8.7 9

119 vzoUpartiallyHmatchedHcellularHtherapyHPstemUcellHmicrotransplantationQHforHacuteHmyeloidH
leukaemiahHdescriptionHofHfourHcasesVHBritishlJournalloflHaematologyTH2014THYdcTHcfXUY 4.5 9

118 odultHpityriasisHlichenoidesUlikeHmycosisHfungoideshHaHclinicalHvariantHofHmycosisHfungoidesVH
InternationallJournalloflDermatologyTH2014THcaTHYaaYUf 1.7 9

117
vroqHinhibitorsHinduceHcellHcycleHarrestTHactivateHtheHapoptoticHextrinsicHpathwayHandHsynergizeH
withHaHnovelHPw’HinhibitorHinHvodgkinHlymphomaUderivedHcellHlinesVHBritishlJournalloflHaematologyTH
2011THYcZTHacZUd

4.5 9

(2011-2014)
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116 sarlyHphaseHofHspsteinUparrHvirusHPspαQUpositiveHdiffuseHlargeHpHcellHlymphomaHofHtheHelderlyH
mimickingHspαUpositiveHreactiveHfollicularHhyperplasiaVHHistopathologyTH2011THcgTHceYUc 7.3 9

115 tunctionalHsignaturesHidentifiedHinHpUcellHnonUvodgkinHlymphomaHprofilesVHLeukemialandlLymphomaTH
2009THcXTHYdggUeXf 1.9 9

114 yaposiOsHsarcomaHinHaHpatientHwithHtemporalHarteritisHtreatedHwithHcorticosteroidVHJournalloflthel
AmericanlAcademyloflDermatologyTH1991THZbTHYXZeUf 4.5 9

113
oggressiveHpUcellHzymphomaHwithH’κqWTPcaHrualHolterationsHrisplaysHristinctH
qlinicopathobiologicalHteaturesHandHíesponseHtoH—ovelHTargetedHogentsVHMolecularlCancerl
ResearchTH2021THYgTHZbgUZdX

6.6 9

112 ópontaneouslyHíupturedHópleenHóamplesHinHPatientsHβithHwnfectiousH’ononucleosishHonalysisHofH
vistologyHandHzymphoidHóubpopulationsVHAmericanlJournalloflClinicallPathologyTH2018THYcXTHaYXUaYe 1.9 8

111 wgαPvQHandHbcldHsomaticHmutationHanalysisHrevealsHtheHheterogeneityHofHcutaneousHpUcellHlymphomaTH
andHindicatesHtheHpresenceHofHundisclosedHlocalHantigensVHModernlPathologyTH2004THYeTHdZaUaX 9.8 8

110 UltrastructureHofHZdHcasesHofHyiUYHlymphomashHmorphoimmunologicHcorrelationVHUltrastructurall
PathologyTH1990THYbTHafYUge 1.3 8

109 oppliedHdiagnosticsHinHliverHcancerVHsfficientHcombinationsHofHsorafenibHwithHtargetedHinhibitorsH
blockingHoyTWmT íVHOncotargetTH2018THgTHaXfdgUaXffZ 3.3 8

108 preastHimplantUassociatedHspsteinUparrHvirusUpositiveHlargeHpUcellHlymphomashHaHreportHofHthreeH
casesVHHaematologicaTH2020THYXcTHebYZUebYb 6.6 7

107 ’ycosisHfungoidesHprogressionHcouldHbeHregulatedHbyHmicroí—osVHPLoSlONETH2018THYaTHeXYgfbee 3.7 7

106 qolorectalHadenomasHcontainHmultipleHsomaticHmutationsHthatHdoHnotHcoincideHwithHsynchronousH
adenocarcinomaHspecimensVHPLoSlONETH2015THYXTHeXYYggbd 3.7 7

105 tollicularHTUcellHlymphomahHdescriptionHofHaHcaseHwithHcharacteristicHfindingsHsuggestingHitHisHaH
differentHconditionHfromHowTzVHHistopathologyTH2009THcbTHgXZUb 7.3 7

104 wdentificationHofHbiologicalHmarkersHofHsensitivityHtoHhighUclinicalUriskUadaptedHtherapyHforHpatientsH
withHdiffuseHlargeHpUcellHlymphomaVHLeukemialandlLymphomaTH2009THcXTHceYUfY 1.9 7

103 ThymomaHandHprogressiveHTUcellHlymphocytosisVHAnnalsloflOncologyTH2007THYfTHdXaUb 10.3 7

102 PrimaryHcutaneousHfollicularHhelperHTUcellHlymphomaVHJournalloflCutaneouslPathologyTH2016THbaTHYdbUeX 1.7 7

101 zargeHqellsHβithHqraXHsxpressionHandHvodgkinUlikeHteaturesHinHPrimaryHqutaneousH’arginalHZoneH
pUqellHzymphomahHoHótudyHofHYaHqasesVHAmericanlJournalloflSurgicallPathologyTH2019THbaTHYYgYUYZXZ 6.7 7

100
uenomicHanalysesHofHmicrodissectedHvodgkinHandHíeedUóternbergHcellshHmutationsHinHepigeneticH
regulatorsHandHpcaHareHfrequentHinHrefractoryHclassicHvodgkinHlymphomaVHBloodlCancerlJournalTH
2019THgTHab

7 6

99
ongioimmunoblasticHTUcellHlymphomaHwithHaHclonalHplasmaHcellHproliferationHthatHunderwentH
immunoglobulinHisotypeHswitchHinHtheHskinTHcoincidingHwithHcutaneousHdiseaseHprogressionVHJournall
oflCutaneouslPathologyTH2016THbaTHYZXaUYZYX

1.7 6

Miguel A. Piris

18



98 ProposalHandHvalidationHofHaHmethodHtoHclassifyHgeneticHsubtypesHofHdiffuseHlargeHpHcellHlymphomaVH
ScientificlReportsTH2021THYYTHYffd 4.9 6

97 ’utualHregulationHbetweenHpqzdHandHaHspecificHsetHofHmií—osHcontrolsHTHphenotypeHinHperipheralH
TUcellHlymphomaVHBritishlJournalloflHaematologyTH2018THYfZTHcfeUcgX 4.5 5

96 pqzeoHproteinHexpressionHinHnormalHandHmalignantHlymphoidHtissuesVHBritishlJournalloflHaematology
TH2013THYdXTHYXdUg 4.5 5

95 wmprovedHdemonstrationHofHimmunohistochemicalHprognosticHmarkersHforHsurvivalHinHfollicularH
lymphomaHcellsVHModernlPathologyTH2011THZbTHdgfUeXe 9.8 5

94 ueneticHandHPhenotypicHottributesHofHóplenicH’arginalHZoneHzymphomaVHBloodTH2021TH 2.2 5

93 oHrefinedHcellUofUoriginHclassifierHwithHtargetedH—uóHandHartificialHintelligenceHshowsHrobustH
predictiveHvalueHinHrzpqzVHBloodlAdvancesTH2020THbTHaagYUabXb 7.8 5

92 PeripheralHTUcellHlymphomahH’olecularHprofilingHrecognizesHsubclassesHandHidentifiesHprognosticH
markersVHBloodlAdvancesTH2021TH 7.8 5

91 qlonalHdynamicsHmonitoringHduringHclinicalHevolutionHinHchronicHlymphocyticHleukaemiaVHScientificl
ReportsTH2019THgTHgec 4.9 4

90 qutaneousHTUcellHlymphomahHtwoHfacesHofHtheHsameHcoinVHJournalloflInvestigativelDermatologyTH2010TH
YaXTHabfUcY 4.3 4

89
ProofHofHqonceptHforHTipifarnibHinHíelapsedHorHíefractoryHongioimmunoblasticHTUqellHzymphomaH
PowTzQHandHqγqzYZSHPeripheralHTUqellHzymphomaHPPTqzQhHPreliminaryHíesultsHfromHanH penUzabelTH
PhaseHZHótudyVHBloodTH2019THYabTHbdfUbdf

2.2 4

88 UpdateHonHperipheralHTUcellHlymphomasHwithHTUhelperHphenotypehH´ oreHthereHtooHmanyHsubtypesmVH
SeminarslinlDiagnosticlPathologyTH2020THaeTHZbUaY 4.3 4

87 TheHpresenceHofH’erkelHcellHcarcinomaHpolyomavirusHisHassociatedHwithHaHdistinctHphenotypeHinH
neoplasticH’erkelHcellHcarcinomaHcellsHandHtheirHtissueHmicroenvironmentVHPLoSlONETH2020THYcTHeXZaZcYe3.7 4

86
TwoHdistinctHmolecularHsubtypesHofHchronicHlymphocyticHleukemiaHgiveHnewHinsightsHonHtheH
pathogenesisHofHtheHdiseaseHandHidentifyHnovelHtherapeuticHtargetsVHLeukemialandlLymphomaTH2016TH
ceTHYabUbZ

1.9 3

85 spsteinUparrHvirusUassociatedHlargeHpUcellHlymphomaHtransformationHinHmarginalHzoneHpUcellH
lymphomahHaHseriesHofHfourHcasesVHHistopathologyTH2020THeeTHYYZUYZZ 7.3 3

84 vighUmobilityHgroupHboxHPT γQHantibodyHaHusefulHtoolHforHtheHidentificationHofHpHandHTHcellH
subpopulationsVHPLoSlONETH2020THYcTHeXZZgeba 3.7 3

83 wdentificationHofHtipifarnibHsensitivityHbiomarkersHinHTUcellHacuteHlymphoblasticHleukemiaHandHTUcellH
lymphomaVHScientificlReportsTH2020THYXTHdeZY 4.9 3

82 wVHPathologicalHandHclinicalHdiversityHinHdiffuseHlargeHpUcellHlymphomaVHHematologicallOncologyTH2013TH
aYHóupplHYTHZaUc 1.3 3

81 qrHaXUpositiveHtransformedHfollicularHlymphomahHtwoHcaseHreportsHandHliteratureHreviewVH
HistopathologyTH2015THdeTHgYfUZZ 7.3 3

(2015-2021)
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80 zocalizedHlymphomatoidHpapulosisVHInternationallJournalloflDermatologyTH2015THcbTHegfUYXX 1.7 3

79 spαUpositiveHnonUvodgkinOsHlymphomaHdevelopingHafterHphenytoinHtherapyVHBritishlJournallofl
HaematologyTH1996THgcTHaedUg 4.5 3

78 ’olecularHbasisHofHtargetedHtherapyHinHTW—yUcellHlymphomaWleukemiahHoHcomprehensiveHgenomicH
andHimmunohistochemicalHanalysisHofHaHpanelHofHaaHcellHlinesVHPLoSlONETH2017THYZTHeXYeecZb 3.7 3

77 wndividualizedHstrategiesHtoHtargetHspecificHmechanismsHofHdiseaseHinHmalignantHmelanomaHpatientsH
displayingHuniqueHmutationalHsignaturesVHOncotargetTH2015THdTHZcbcZUdc 3.3 3

76 ’ycosisHtungoidesHandHóˆ'zaryHóyndromehHonHwntegrativeHíeviewHofHtheHPathophysiologyTH’olecularH
rriversTHandHTargetedHTherapyVHCancersTH2021THYaTH 6.6 3

75
’ycosisHtungoidesHossociatedHβithHzesionsHinHtheHópectrumHofHPrimaryHqutaneousHqraXSH
zymphoproliferativeHrisordershHTheHóameHProcessHorHaHqoexistingHzymphomasmVHAmericanlJournallofl
DermatopathologyTH2019THbYTHfbdUfcX

0.9 3

74 pU’oPyYHexpressionHassociatedHwithHpoorHprognosisHinHangioimmunoblasticHTUcellHlymphomaH
patientsVHBritishlJournalloflHaematologyTH2017THYedTHddYUddb 4.5 2

73 qonvergentH’utationsHandHyinaseHtusionsHzeadHtoH ncogenicHóToTaHoctivationHinHonaplasticHzargeH
qellHzymphomaVHCancerlCellTH2015THZeTHebb 24.3 2

72 ’olecularHueneticsHinHtheHriagnosisHandHpiologyHofHzymphoidH—eoplasmsVHAmericanlJournallofl
ClinicallPathologyTH2019THYcZTHZeeUaXY 1.9 2

71 íiskHadaptedHhighUdoseHandHdoseUdenseHtherapiesHmodulateHtheHimpactHofHbiologicalHclassificationH
inHdiffuseHlargeHpUcellHlymphomaHprognosisVHHaematologicaTH2014THggTHeYafUbY 6.6 2

70 qhildhoodHfloridHfollicularHhyperplasiaHwithHimmunoglobulinHlightUchainHrestrictionHinHtheH
gastrointestinalHtractVHHistopathologyTH2014THdcTHfXcUYa 7.3 2

69 ’icroí—osHasHprognosticHmarkersHinHindolentHprimaryHcutaneousHpUcellHlymphomaVHModernl
PathologyTH2013THZdTHdYe 9.8 2

68 PersistentHpolyclonalHpUcellHlymphocytosisHwithHsplenomegalyhHhistologicHdescriptionHofHZHcasesVH
AmericanlJournalloflSurgicallPathologyTH2013THaeTHYXfcUgX 6.7 2

67 vairyHcellHleukemiaTHblasticHtypehHdescriptionHofHspleenHmorphologyHandHimmunophenotypeHofHaH
distinctiveHcaseVHLeukemialandlLymphomaTH2011THcZTHYcfgUgZ 1.9 2

66
PosibleHimplicaciˆ‡nHdeHlasHalteracionesHmolecularesHdeHlaHvˆ›aHdeHT—tHenHlaHtumorigˆ'nesisHdeHlaH
micosisHfungoideVHrescripciˆ‡nHdeHunHposibleHchipHdeHdiagnˆ‡sticoHmolecularHenHmicosisHfungoideVH
ActaslDermo-sifiliogrˆ¡ficasTH2004THgcTHfdUgd

0.5 2

65 zennertOsHlymphomaHwithHgiantHmultivesicularHlysosomalHbodiesHopticallyHvisibleVHUltrastructurall
PathologyTH1992THYdTHZfaUgX 1.3 2

64 ’olecularHóubtypesHofHóplenicH’arginalHZoneHzymphomaHPó’ZzQHoreHossociatedHwithHristinctH
PathogenicH’echanismsHandH utcomesHUHwnterimHonalysisHofHtheHwszóubdHótudyVHBloodTH2018THYaZTHgZZUgZZ2.2 2

63
 verHaXMHofHPatientsHwithHóplenicH’arginalHZoneHzymphomaHsxpressHristinctiveHontigenHíeceptorsH
UtilizingHaHóingleHwmmunoglogulinHαariableHuenehHwmplicationsHforHtheH riginHandHóelectionHofHtheH
—eoplasticHqellsVHBloodTH2010THYYdTHdabUdab

2.2 2
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62
TheHtPYbiYfQPqaZiqZYQHqharacterizesHaHóubsetHofHPatientsHwithHriffuseHzargeUpHqellHzymphomaHofH
uerminalHqenterH riginHwithHPoorH utcomehHíeportHtromHtheHwnternationalHrzpqzHíituximabUqv PH
qonsortiumHProgramHótudyVHBloodTH2011THYYfTHgbgUgbg

2.2 2

61 octivatingH’utationsHwnHtynHyinaseHwnHPeripheralHTUqellHzymphomasVHBloodTH2013THYZZTHfYYUfYY 2.2 2

60 UniqueHαersusHqommonhHriseaseUpiasedHwmmunoglobulinHueneHíepertoiresHolongHwithHPublicH
ontigenHíeceptorHótereotypesHinH’arginalHZoneHpUqellHzymphoproliferationsVHBloodTH2015THYZdTHYbegUYbeg2.2 2

59 onomalousHvighHpZeWywPYHsxpressionHinHaHóubsetHofHoggressiveHpUqellHzymphomasHwsHossociatedH
βithHqyclinHraH verexpressionVHpZeWywPYâ��qyclinHraHqolocalizationHinHTumorHqellsVHBloodTH1999THgbTHedcUeeZ2.2 2

58 ueneticHqharacterizationHandHqlinicalHteaturesHofH—egativeHuastricH’ucosaUossociatedHzymphoidH
TissueHzymphomaVHCancersTH2021THYaTH 6.6 2

57 otypicalHvistiocyticHzesionHPrecedingHaHPeripheralHTUqellHzymphomaHwnvolvingHtheHókinHsxhibitingH
theHóameH’olecularHolterationsVHAmericanlJournalloflDermatopathologyTH2019THbYTHYbfUYcb 0.9 2

56 qlinicalHandHpathologicalHcharacteristicsHofHperipheralHTUcellHlymphomasHinHaHópanishHpopulationhHaH
retrospectiveHstudyVHBritishlJournalloflHaematologyTH2021THYgZTHfZUgg 4.5 2

55 uenomicHcomplexityHisHassociatedHwithHepigeneticHregulatorHmutationsHandHpoorHprognosisHinH
diffuseHlargeHpUcellHlymphomaVHOncoImmunologyTH2021THYXTHYgZfadc 7.2 2

54 pUcellHlymphoblasticHlymphomaHpresentingHasHsolitaryHtemporalHmassHwithHamplificationHofH
o’zYWíU—γYhHcaseHreportVHHematologicallOncologyTH2017THacTHafXUafb 1.3 1

53 qutaneousHspαUassociatedHlymphomamVHBloodTH2013THYZZTHaXgc 2.2 1

52 reterminingHclinicalHcourseHofHdiffuseHlargeHpUcellHlymphomaHusingHtargetedHtranscriptomeHandH
machineHlearningHalgorithmsVVHBloodlCancerlJournalTH2022THYZTHZc 7 1

51 ’κqHandHpqzZHmí—oHsxpressionHosHreterminedHpyH—uóHPredictsHóurvivalHinHrzpqzHinHuqpHbutH—otH
inHopqHóubgroupVHBloodTH2019THYabTHcXgZUcXgZ 2.2 1

50 ueneHsxpressionHandHProteomicHProfilingHPredictHTherapeuticHíesponseHtoHopTUeaeHinHvumanHandH
’ouseH’odelsHofH’antleHqellHzymphomaVHBloodTH2008THYYZTHdXfUdXf 2.2 1

49 ótratificationHopproachHforHóplenicH’arginalHZoneHzymphomaHpasedHonHvemoglobinTHPlateletH
qountTHvighHzrvHandHsxtrahilarHzymphadenopathyhHTheHvPzzWopqHóystemVHBloodTH2011THYYfTHYcfaUYcfa 2.2 1

48 reterminingHqlinicalHqourseHofHriffuseHzargeHpUqellHzymphomaHUsingHTargetedHTranscriptomeHandH
’achineHzearningHolgorithmsVHBloodTH2021THYafTHZagcUZagc 2.2 1

47 roubleHhitHpHcellHprecursorHleukemiaWlymphomaHinHaHpatientHwithHaHpriorHdiagnosisHofHfollicularH
lymphomahHaHdiagnosticHandHtherapeuticHdilemmaVHAnnalsloflHematologyTH2020THggTHagYUaga 3 1

46 odvancesHinHtheHdiagnosisHandHtreatmentHofHvodgkinHlymphomaHandHsystemicHanaplasticHlargeHcellH
lymphomaVHCancerlTreatmentlCommunicationsTH2015THbTHóYUóYY 0

45 vairyHcellHleukemiaHvariantVHJournalloflHematopathologyTH2011THbTHYaUYd 0.4 0
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44 zymphoplasmacyticHlymphomaHassociatedHwithHdiffuseHlargeHpUcellHlymphomahHProgressionHorH
divergentHevolutionmVHPLoSlONETH2020THYcTHeXZbYdab 3.7 0

43 ThreeHmonocyticHneoplasmsHinHaHsingleHpatientVHLeukemialandlLymphomaTH2020THdYTHZcZaUZcZd 1.9 0

42 qharacterizationHofHóubclonalHqhangesHolongHProgressionHinH’ultipleH’yelomaVVHBloodTH2012THYZXTHZgZbUZgZb2.2 0

41 wnflammatoryHqellsHinHotypicalHsruptionHofHzymphocyteHíecoveryHqarryHtheHóameH’utationsHasH
—eoplasticH’yeloidHqellsVHAmericanlJournalloflDermatopathologyTH2020THbZTHadXUada 0.9 0

40 riffuseHzargeHpUqellHzymphomahHíecognitionHofH’arkersHforHTargetedHTherapyVHHematoTH2021THZTHZfYUaXb0.2 0

39
óubcutaneousHpanniculitisUlikeHTUcellHlymphomaTHlupusHerythematosusHprofundusTHandHoverlappingH
caseshHmolecularHcharacterizationHthroughHtheHstudyHofHZXfHgenesVHLeukemialandlLymphomaTH2021TH
dZTHZYaXUZYbX

1.9 0

38 roubleHhitHpHcellHprecursorHleukemiaWlymphomaHinHaHpatientHwithHaHpriorHdiagnosisHofHfollicularH
lymphomahHaHdiagnosticHandHtherapeuticHdilemmaVHAnnalsloflHematologyTH2019THgfTHZfaeUZfag 3

37 ’icroí—oHinHpUqellH—onUvodgkinOsHzymphomahHriagnosticH’arkersHandHTherapeuticHTargetsH2013THbXaUbYf

36 TheHuseHofHmolecularHprofilingHforHdiagnosisHandHresearchHinHnonUvodgkinOsHlymphomaVHHematologyl
ReportsTH2011THaTHeZ 0.9

35 tollicularHzymphomahHresignHofHaHProteinUpasedHóurvivalHPredictorHUsingHTissueU’icroarraysHPT’oQVVH
BloodTH2004THYXbTHZZddUZZdd 2.2

34 ’antleHqellHzymphomaHuenotypesHwdentifiedHwithHquvHtoHpoqH’icroarraysHrefineHqlinicalH
óubgroupsHofHriseaseHandHótronglyHPredictHPatientH utcomeVVHBloodTH2004THYXbTHdgcUdgc 2.2

33 qytogeneticHandHtwóvHótudyHofHgZHPatientsHwithHóplenicH’arginalHZoneHpUqellHzymphomaHPó’ZpqzQVVH
BloodTH2004THYXbTHdggUdgg 2.2

32 qlinicalHandHpiologicalHíelevanceHofH—tU˛”pHoctivationHinHpUqzzVVHBloodTH2004THYXbTHZegZUZegZ 2.2

31 wdentificationHofHóurrogateHPrognosticH’arkersHandHuenesHwmplicatedHinHwmmunoglobulinHueneH
PwgαvQHóomaticHvypermutationHinHómallHpUqellHzymphomasVVHBloodTH2005THYXdTHYXXbUYXXb 2.2

30 t γPaHsxpressionHinHpHandHTHqellHzymphomasVVHBloodTH2005THYXdTHbcXaUbcXa 2.2

29 TranscriptomeHqlassificationHofHpUqellH—onUvodgkinsHzymphomaVVHBloodTH2006THYXfTHfYgUfYg 2.2

28 óplenicH’arginalHZoneHzymphomaHóhowsHaHristinctHPatternHofHr—oHqopyH—umberHoberrationsHThatH
qorrelatesHwithHTumorHqharacteristicsHandHPredictsHriseaseH utcomeVVHBloodTH2006THYXfTHZbZZUZbZZ 2.2

27 TheHsxpressionHofHTHqellHíeceptorHóignalingHuenesHwsHossociatedHwithHPoorHíesponseHtoHwt—U˛–H
andWorHPUαoHinH’ycosisHtungoidesVVHBloodTH2006THYXfTHZXcaUZXca 2.2
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26 TheHpqzdH ncogeneHrrivesHanHspigenomicHProgramHzinkingHótemHqellsHtoHtheHPathogenesisHofH
vumanHriffuseHzargeHpHqellHzymphomaHinH’iceVVHBloodTH2007THYYXTHaaeZUaaeZ 2.2

25 ’ycosisHtungoidehHwmmunochemistryHonalysisHofHzymphoidHandH’icroenvironmentHqellsHbyH
’acrotissueHorrayVVHBloodTH2007THYYXTHbbXXUbbXX 2.2

24 PeripheralHTUqellHzymphomasHinHópainhHProfilingHqlinicalTHPhenotypicHandHueneticHqharacteristicsHinH
ópanishHPopulationVHBloodTH2018THYaZTHZgafUZgaf 2.2

23 wdentificationHofHTipifarnibHóensitivityHpiomarkersHinHTUqellHTumorHqellHzinesVHBloodTH2018THYaZTHZfcYUZfcY2.2

22 sfficacyHofHaH—ewHómallU’oleculeHwnhibitorHofHvistoneHreacetylaseHdHPvroqdQHinHPreclinicalH’odelsH
ofHpUqellHzymphomaHandHocuteH’yeloidHzeukemiaVHBloodTH2018THYaZTHcafaUcafa 2.2

21 TumourHóuppressorHuenesHinHvodgkinâ��sHriseaseH1995THZXgUZZZ

20
—tU˛”pHóubunitHcUíelHqooperatesHwithH’ycHandH’utatedHpcaHtoHqonferHóignificantlyHβorseHóurvivalH
inHPatientsHwithHriffuseHzargeHpUqellHzymphomahHoHíeportHfromHtheHwnternationalHrzpqzH
íituximabUqv PHqonsortiumHProgramVHBloodTH2014THYZbTHYdZXUYdZX

2.2

19 onalysisHofHtheHuenomicHveterogeneityHinHvodgkinHzymphomaHUsingH—extHuenerationHóequencingVH
BloodTH2015THYZdTHYefUYef 2.2

18 orrayUquvHwdentifiesHíegionsTHwncludingHtheHt γPYHzocusTHossociatedHwithHrifferentHqlinicalH
 utcomeHinHriffuseHzargeHpUqellHzymphomasHPrzpqzQHTreatedHwithHíUqv PVHBloodTH2008THYYZTHbefUbef 2.2

17 wntegrativeHonalysisHofH’icroí—oHandHueneHsxpressionHProfilingHqontributesHtoHUnderstandH’antleH
qellHzymphomaHPathogenesisVVHBloodTH2009THYYbTHZgadUZgad 2.2

16 ’olecularHveterogeneityHasHaHpasisHforHíationalHTherapeuticsHinHqhronicHzymphocyticHzeukemiaVVH
BloodTH2009THYYbTHZabfUZabf 2.2

15 —wyHwsHwnvolvedHwnHtheHoctivationHofHtheHqlassicalHandHolternativeH—tU˛”pHPathwaysHwnHriffuseHzargeHpH
qellHzymphomaVHBloodTH2010THYYdTHaXggUaXgg 2.2

14 oH—ovelHProUóurvivalHtunctionHofHqyclinUrYHUnderliesHwtsH ncogenicHíoleHandHPotentialHasHaH
TherapeuticHTargetHwnH’antleHqellHzymphomaVHBloodTH2010THYYdTHedgUedg 2.2

13 TargetingHtheHopoptoticHPathwayHbyHTβUaeTHaH—ovelHpclUZHtamilyHómallH’oleculeHwnhibitorTHwnHqzzH
PrimaryHóamplesVHBloodTH2010THYYdTHZbeXUZbeX 2.2

12 ’irnaHsγPísóów —Hówu—oTUísóHasHPí u— óTwqH’arkersHw—Horαo—qsrHqlassicalHv ruyw—H
zκ’Pv ’oVHBloodTH2010THYYdTHbYceUbYce 2.2

11 Pw’HyinasesHwnhibitionTHaHíationalHótrategyHinHPeripheralHTUqellHzymphomasTVHBloodTH2011THYYfTHabgbUabgb2.2

10 TheH—tU˛”pUwnducingHyinaseHP—wyQHwsHwnvolvedHinHpothHqlassicalHandHolternativeH—tU˛”pHoctivationHandH
wsH—ecessaryHforHtheHóurvivalHofHTHqellHzymphomaHqellsTVHBloodTH2011THYYfTHaddcUaddc 2.2

9
ristinctiveHPatternsHofHwntraclonalHriversificationHwnHwuvαYUZRXbHwmmunoglobulinHíeceptorsHofH
PatientsHwithHóplenicH’arginalHZoneHzymphomahHoHofH ngoingHwnteractionsHwithHontigenmVHBloodTH
2011THYYfTHZdafUZdaf

2.2
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8 PwayHwnhibitionHosHaHPotentialHTherapeuticHótrategyHinHPeripheralHTUqellHzymphomasTVHBloodTH2011TH
YYfTHabgaUabga 2.2

7 qlonalHóelectionHinHtheH ntogenyHandHsvolutionHofHóplenicH’arginalHZoneHzymphomaHqonfirmingH
theHsxistenceHofHristinctH’olecularHóubtypesVHBloodTH2012THYZXTHYccdUYccd 2.2

6 ’utationalHótatusHofHóplenicH’arginalHZoneHzymphomaHíevealedHbyHβholeHsxomeHóequencingVVH
BloodTH2012THYZXTHZdgfUZdgf 2.2

5 ’utationsHinHPzquYHwsHaHtrequentHsventHinHqutaneousHTUqellHzymphomasVHBloodTH2012THYZXTHaXXUaXX 2.2

4
’κqH’utationHProfilingHwnHeXfHreH—ovoHriffuseHzargeHpUqellHzymphomaHremonstratesHThatHueneticH
obnormalitiesHwnHTheHqodingHóequenceHandHUntranslatedHíegionsHvaveHrifferentHPrognosticHandH
qlinicalHóignificancehHoHíeportHtromHTheHwnternationalHrzpqzHíituximabUqv PHqonsortiumH
ProgramVHBloodTH2013THYZZTHadaUada

2.2

3 onHanalysisHofHgeneticHtargetsHforHguidingHclinicalHmanagementHofHfollicularHlymphomaVHExpertl
ReviewloflHematologyTH2020THYaTHYadYUYaeZ 2.8

2 —odalHmarginalHzoneHmutationalHsignatureVHBloodTH2016THYZfTHYaYcUd 2.2

1 óearchHforHtheHcauseHofHanaemiaHandHneutropeniaHinHaHpatientHwithHwellUcontrolledHsystemicHlupusH
erythematosusVVHInternationallJournalloflLaboratorylHematologyTH2022TH 2.5
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