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134 αetabolicLprofilingXLmetabolomicLandLmetabonomicLproceduresLforLβαRLspectroscopyLofLurineXL
plasmaXLserumLandLtissueLextracts]LNatureiProtocolsXL2007XLdXLdhkd[ibe 18.8 1536

133 zumanLmetabolicLphenotypeLdiversityLandLitsLassociationLwithLdietLandLbloodLpressure]LNatureXL
2008XLfgeXLekh[fbb 50.4 847

132 uontemporaryLissuesLinLtoxicologyLtheLroleLofLmetabonomicsLinLtoxicologyLandLitsLevaluationLbyLtheL
uOαwTLproject]LToxicologyiandiAppliediPharmacologyXL2003XLcjiXLcei[fh 4.6 342

131 ProposedLminimumLreportingLstandardsLforLdataLanalysisLinLmetabolomics]LMetabolomicsXL2007XLeXLdec[dfc4.7 317

130 zigh[resolutionLmagic[angle[spinningLβαRLspectroscopyLforLmetabolicLprofilingLofLintactLtissues]L
NatureiProtocolsXL2010XLgXLcbck[ed 18.8 309

129 RecursiveLsegment[wiseLpeakLalignmentLofLbiologicalLTcUhLβαRLspectraLforLimprovedLmetabolicL
biomarkerLrecovery]LAnalyticaliChemistryXL2009XLjcXLgh[hh 7.8 258

128 TheLuonsortiumLforLαetabonomicLToxicologyLTuOαwTUlLaimsXLactivitiesLandLachievements]L
PharmacogenomicsXL2005XLhXLhkc[k 2.6 255

127 ‘ntegratedLpathway[levelLanalysisLofLtranscriptomicsLandLmetabolomicsLdataLwithL‘αPa”s]L
BioinformaticsXL2011XLdiXLdkci[j 7.2 239

126 snalyticalLreproducibilityLinLTcUzLβαR[basedLmetabonomicLurinalysis]LChemicaliResearchiini
ToxicologyXL2002XLcgXLcejb[h 4 239

125 OptimizedLpreprocessingLofLultra[performanceLliquidLchromatographyamassLspectrometryLurinaryL
metabolicLprofilesLforLimprovedLinformationLrecovery]LAnalyticaliChemistryXL2011XLjeXLgjhf[id 7.8 201

124 ‘mprovedLanalysisLofLmultivariateLdataLbyLvariableLstabilityLscalinglLapplicationLtoLβαR[basedL
metabolicLprofiling]LAnalyticaiChimicaiActaXL2003XLfkbXLdhg[dih 6.6 149

123
PredictionLandLclassificationLofLdrugLtoxicityLusingLprobabilisticLmodelingLofLtemporalLmetabolicL
datalLtheLconsortiumLonLmetabonomicLtoxicologyLscreeningLapproach]LJournaliofiProteomei
ResearchXL2007XLhXLffbi[dd

5.6 146

122 OptimizationLandLevaluationLofLmetaboliteLextractionLprotocolsLforLuntargetedLmetabolicLprofilingL
ofLliverLsamplesLbyLUP”u[αS]LAnalyticaliChemistryXL2010XLjdXLiiik[jh 7.8 144

121 UrinaryLmetabolicLsignaturesLofLhumanLadiposity]LScienceiTranslationaliMedicineXL2015XLiXLdjgrahd 17.5 141

120 SpectralLeditingLandLpatternLrecognitionLmethodsLappliedLtoLhigh[resolutionLmagic[angleLspinningL
czLnuclearLmagneticLresonanceLspectroscopyLofLliverLtissues]LAnalyticaliBiochemistryXL2003XLedeXLdh[ed 3.1 134

119 tayesianLdeconvolutionLandLquantificationLofLmetabolitesLinLcomplexLcvLβαRLspectraLusingL
tsTαsβ]LNatureiProtocolsXL2014XLkXLcfch[di 18.8 132

118 yeometricLtrajectoryLanalysisLofLmetabolicLresponsesLtoLtoxicityLcanLdefineLtreatmentLspecificL
profiles]LChemicaliResearchiiniToxicologyXL2004XLciXLgik[ji 4 131
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117 βαR[basedLmetabonomicLtoxicityLclassificationlLhierarchicalLclusterLanalysisLandL
k[nearest[neighbourLapproaches]LAnalyticaiChimicaiActaXL2003XLfkbXLe[cg 6.6 127

116 vesignLandLanalysisLofLmetabolomicsLstudiesLinLepidemiologicLresearchlLaLprimerLonL[omicL
technologies]LAmericaniJournaliofiEpidemiologyXL2014XLcjbXLcdk[ek 3.8 123

115 uorrectionLofLmassLcalibrationLgapsLinLliquidLchromatography[massLspectrometryLmetabolomicsL
data]LBioinformaticsXL2010XLdhXLdfjj[k 7.2 119

114 tsTαsβ[[anLRLpackageLforLtheLautomatedLquantificationLofLmetabolitesLfromLnuclearLmagneticL
resonanceLspectraLusingLaLtayesianLmodel]LBioinformaticsXL2012XLdjXLdbjj[kb 7.2 118

113 OpeningLupLtheLNtlackLtoxNlLmetabolicLphenotypingLandLmetabolome[wideLassociationLstudiesLinL
epidemiology]LJournaliofiClinicaliEpidemiologyXL2010XLheXLkib[k 5.7 113

112 uOordinationLofLStandardsLinLαetabOlomicSLTuOSαOSUlLfacilitatingLintegratedLmetabolomicsLdataL
access]LMetabolomicsXL2015XLccXLcgji[cgki 4.7 109

111 uomparativeLmetabonomicsLofLdifferentialLhydrazineLtoxicityLinLtheLratLandLmouse]LToxicologyiandi
AppliediPharmacologyXL2005XLdbfXLceg[gc 4.6 107

110
αetabolome[wideLassociationLstudyLidentifiesLmultipleLbiomarkersLthatLdiscriminateLnorthLandL
southLuhineseLpopulationsLatLdifferingLrisksLofLcardiovascularLdiseaselL‘βTwRαsPLstudy]LJournaliofi
ProteomeiResearchXL2010XLkXLhhfi[gf

5.6 106

109 OptimizingLtheLuseLofLqualityLcontrolLsamplesLforLsignalLdriftLcorrectionLinLlarge[scaleLurineL
metabolicLprofilingLstudies]LAnalyticaliChemistryXL2012XLjfXLdhib[i 7.8 104

108 TheLevolutionLofLpartialLleastLsquaresLmodelsLandLrelatedLchemometricLapproachesLinL
metabonomicsLandLmetabolicLphenotyping]LJournaliofiChemometricsXL2010XLdfXLheh[hfk 1.6 104

107 αetabolicLprofilingLandLtheLmetabolome[wideLassociationLstudylLsignificanceLlevelLforLbiomarkerL
identification]LJournaliofiProteomeiResearchXL2010XLkXLfhdb[i 5.6 102

106 αeeting[in[the[middleLusingLmetabolicLprofilingL[LaLstrategyLforLtheLidentificationLofLintermediateL
biomarkersLinLcohortLstudies]LBiomarkersXL2011XLchXLje[j 2.6 88

105 vataLstandardsLcanLboostLmetabolomicsLresearchXLandLifLthereLisLaLwillXLthereLisLaLway]LMetabolomics
XL2016XLcdXLcf 4.7 85

104 tioinformaticLmethodsLinLβαR[basedLmetabolicLprofiling]LProgressiiniNucleariMagneticiResonancei
SpectroscopyXL2009XLggXLehc[eif 10.4 82

103 tatchLstatisticalLprocessingLofLczLβαR[derivedLurinaryLspectralLdata]LJournaliofiChemometricsXL
2002XLchXLfhc[fhj 1.6 80

102 spplyingLSomicsLtechnologiesLinLchemicalsLriskLassessmentlLReportLofLanLwuwTOuLworkshop]L
RegulatoryiToxicologyiandiPharmacologyXL2017XLkcLSupplLcXLSe[Sce 3.4 74

101 PowerLsnalysisLandLSampleLSizeLveterminationLinLαetabolicLPhenotyping]LAnalyticaliChemistryXL
2016XLjjXLgcik[jj 7.8 70

100 ToxicityLclassificationLfromLmetabonomicLdataLusingLaLdensityLsuperpositionLapproachlLâ��u”OUvSâ��]L
AnalyticaiChimicaiActaXL2003XLfkbXLcbk[cdd 6.6 69
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99 βαR[basedLmetabolicLprofilingLidentifiesLbiomarkersLofLliverLregenerationLfollowingLpartialL
hepatectomyLinLtheLrat]LJournaliofiProteomeiResearchXL2010XLkXLgk[hk 5.6 68

98 uonsensus[phenotypeLintegrationLofLtranscriptomicLandLmetabolomicLdataLimpliesLaLroleLforL
metabolismLinLtheLchemosensitivityLofLtumourLcells]LPLoSiComputationaliBiologyXL2011XLiXLecbbccce 5 65

97
SubsetLoptimizationLbyLreferenceLmatchingLTSTORαUlLanLoptimizedLstatisticalLapproachLforL
recoveryLofLmetabolicLbiomarkerLstructuralLinformationLfromLczLβαRLspectraLofLbiofluids]L
AnalyticaliChemistryXL2012XLjfXLcbhkf[ibc

7.8 64

96 UseLcasesXLbestLpracticeLandLreportingLstandardsLforLmetabolomicsLinLregulatoryLtoxicology]LNaturei
CommunicationsXL2019XLcbXLebfc 17.4 62

95 SerumLmetabolicLsignaturesLofLcoronaryLandLcarotidLatherosclerosisLandLsubsequentLcardiovascularL
disease]LEuropeaniHeartiJournalXL2019XLfbXLdjje[djkh 9.5 58

94
StatisticalLexperimentalLdesignLandLpartialLleastLsquaresLregressionLanalysisLofLbiofluidL
metabonomicLβαRLandLclinicalLchemistryLdataLforLscreeningLofLadverseLdrugLeffects]LChemometricsi
andiIntelligentiLaboratoryiSystemsXL2004XLieXLcek[cfk

3.8 57

93 uomputationalLtoolsLandLworkflowsLinLmetabolomicslLsnLinternationalLsurveyLhighlightsLtheL
opportunityLforLharmonisationLthroughLyalaxy]LMetabolomicsXL2017XLceXLcd 4.7 52

92 RobustLalgorithmsLforLautomatedLchemicalLshiftLcalibrationLofLcvLczLβαRLspectraLofLbloodLserum]L
AnalyticaliChemistryXL2008XLjbXLicgj[hd 7.8 52

91 snalyticLpropertiesLofLstatisticalLtotalLcorrelationLspectroscopyLbasedLinformationLrecoveryLinLczL
βαRLmetabolicLdataLsets]LAnalyticaliChemistryXL2009XLjcXLdbig[jf 7.8 51

90 yeneticLalgorithmsLforLsimultaneousLvariableLandLsampleLselectionLinLmetabonomics]LBioinformatics
XL2009XLdgXLccd[j 7.2 50

89
TheLcarcinoywβOα‘uSLprojectlLcriticalLselectionLofLmodelLcompoundsLforLtheLdevelopmentLofL
omics[basedLinLvitroLcarcinogenicityLscreeningLassays]LMutationiResearchixiReviewsiiniMutationi
ResearchXL2008XLhgkXLdbd[cb

7 50

88 TemporalLmetabonomicLmodelingLofLl[arginine[inducedLexocrineLpancreatitis]LJournaliofiProteomei
ResearchXL2008XLiXLffeg[fg 5.6 49

87 αetabolicLresponseLtoLlow[levelLtoxicantLexposureLinLaLnovelLrenalLtubuleLepithelialLcellLsystem]L
MoleculariBioSystemsXL2011XLiXLdfi[gi 48

86 ‘ntra[LandLinter[omicLfusionLofLmetabolicLprofilingLdataLinLaLsystemsLbiologyLframework]L
ChemometricsiandiIntelligentiLaboratoryiSystemsXL2010XLcbfXLcdc[cec 3.8 48

85 Time[resolvedLmetabolicLfootprintingLforLnonlinearLmodelingLofLbacterialLsubstrateLutilization]L
AppliediandiEnvironmentaliMicrobiologyXL2009XLigXLdfge[he 4.8 46

84 ValidationLofLmetabolomicsLforLtoxicLmechanismLofLactionLscreeningLwithLtheLearthwormL”umbricusL
rubellus]LMetabolomicsXL2009XLgXLid[je 4.7 46

83 ‘dentificationLofLaLgravitationallyLlensedLzLoLd]gcgLstar[formingLgalaxy]LMonthlyiNoticesiofitheiRoyali
AstronomicaliSocietyXL1996XLdjcXL”ig[”jc 4.3 45

82
uorrelationLβetworkLsnalysisLrevealsLaLsequentialLreorganizationLofLmetabolicLandLtranscriptionalL
statesLduringLgerminationLandLgene[metaboliteLrelationshipsLinLdevelopingLseedlingsLofL
srabidopsis]LBMCiSystemsiBiologyXL2010XLfXLhd

3.5 41
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81 PhenoαeβallLprocessingLandLanalysisLofLmetabolomicsLdataLinLtheLcloud]LGigaScienceXL2019XLjXL 7.6 41

80 ReliabilityLofLplasmaLpolarLmetaboliteLconcentrationsLinLaLlarge[scaleLcohortLstudyLusingLcapillaryL
electrophoresis[massLspectrometry]LPLoSiONEXL2018XLceXLebckcdeb 3.7 40

79 nmrα”lLsLuommunityLSupportedLOpenLvataLStandardLforLtheLvescriptionXLStorageXLandLwxchangeL
ofLβαRLvata]LAnalyticaliChemistryXL2018XLkbXLhfk[hgh 7.8 37

78
StatisticalLtotalLcorrelationLspectroscopyLeditingLofLczLβαRLspectraLofLbiofluidslLapplicationLtoL
drugLmetaboliteLprofileLidentificationLandLenhancedLinformationLrecovery]LAnalyticaliChemistryXL
2009XLjcXLhfgj[hh

7.8 37

77
‘ntra[LandLinterlaboratoryLreproducibilityLofLultraLperformanceLliquidL
chromatography[time[of[flightLmassLspectrometryLforLurinaryLmetabolicLprofiling]LAnalyticali
ChemistryXL2012XLjfXLdfdf[ed

7.8 36

76 αetabolicLprofilingLandLpopulationLscreeningLofLanalgesicLusageLinLnuclearLmagneticLresonanceL
spectroscopy[basedLlarge[scaleLepidemiologicLstudies]LAnalyticaliChemistryXL2009XLjcXLgcck[dk 7.8 36

75 sLstatisticalLframeworkLforLbiomarkerLdiscoveryLinLmetabolomicLtimeLcourseLdata]LBioinformaticsXL
2011XLdiXLckik[jg 7.2 36

74 vata[drivenLapproachLforLmetaboliteLrelationshipLrecoveryLinLbiologicalLczLβαRLdataLsetsLusingL
iterativeLstatisticalLtotalLcorrelationLspectroscopy]LAnalyticaliChemistryXL2011XLjeXLdbig[jd 7.8 35

73 sLtayesianLαodelLofLβαRLSpectraLforLtheLveconvolutionLandLQuantificationLofLαetabolitesLinL
uomplexLtiologicalLαixtures]LJournaliofitheiAmericaniStatisticaliAssociationXL2012XLcbiXLcdgk[cdic 2.8 34

72 wvaluationLofLmetabolicLvariationLinLnormalLratLstrainsLfromLaLstatisticalLanalysisLofLczLβαRLspectraL
ofLurine]LJournaliofiPharmaceuticaliandiBiomedicaliAnalysisXL2004XLehXLjde[ee 3.5 32

71 ulusterLanalysisLstatisticalLspectroscopyLusingLnuclearLmagneticLresonanceLgeneratedLmetabolicL
dataLsetsLfromLperturbedLbiologicalLsystems]LAnalyticaliChemistryXL2009XLjcXLhgjc[k 7.8 30

70 WorkflowLforL‘ntegratedLProcessingLofLαulticohortLUntargetedLzLβαRLαetabolomicsLvataLinL
”arge[ScaleLαetabolicLwpidemiology]LJournaliofiProteomeiResearchXL2016XLcgXLfcjj[fckf 5.6 28

69 diXalLaLdataLinfrastructureLforLchemicalLsafetyLassessment]LBioinformaticsXL2015XLecXLcgbg[i 7.2 27

68 tidirectionalLcorrelationLofLβαRLandLcapillaryLelectrophoresisLfingerprintslLaLnewLapproachLtoL
investigatingLSchistosomaLmansoniLinfectionLinLaLmouseLmodel]LAnalyticaliChemistryXL2010XLjdXLdbe[cb 7.8 27

67 sLdifferentialLnetworkLapproachLtoLexploringLdifferencesLbetweenLbiologicalLstateslLanLapplicationL
toLprediabetes]LPLoSiONEXL2011XLhXLedfibd 3.7 27

66 αodellingLtheLacidabaseLzLβαRLchemicalLshiftLlimitsLofLmetabolitesLinLhumanLurine]LMetabolomicsXL
2016XLcdXLcgd 4.7 24

65 UntargetedLmetabolomeLquantitativeLtraitLlocusLmappingLassociatesLvariationLinLurineLglycerateLtoL
mutantLglycerateLkinase]LJournaliofiProteomeiResearchXL2012XLccXLhec[fd 5.6 23

64 PiecewiseLmultivariateLmodellingLofLsequentialLmetabolicLprofilingLdata]LBMCiBioinformaticsXL2008XL
kXLcbg 3.6 23

(2008-2019)
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63 ProcessingLandLmodelingLofLnuclearLmagneticLresonanceLTβαRULmetabolicLprofiles]LMethodsiini
MoleculariBiologyXL2011XLibjXLehg[jj 1.4 23

62
vietaryLandLurinaryLmetabonomicLfactorsLpossiblyLaccountingLforLhigherLbloodLpressureLofLblackL
comparedLwithLwhiteLsmericanslLresultsLofL‘nternationalLuollaborativeLStudyLonL
macro[amicronutrientsLandLbloodLpressure]LHypertensionXL2013XLhdXLcbif[jb

8.5 22

61 sLstatisticallyLrigorousLtestLforLtheLidentificationLofLparent[fragmentLpairsLinL”u[αSLdatasets]L
AnalyticaliChemistryXL2010XLjdXLcihh[ij 7.8 21

60
SynergisticLandLsntagonisticLαutationLResponsesLofLzumanLαu”[gLuellsLtoLαixturesLofL
tenzo[a]pyreneLandLd[smino[c[αethyl[h[Phenylimidazo[fXg[b]pyridinelLvose[RelatedLVariationLinL
theL’ointLwffectsLofLuommonLvietaryLuarcinogens]LEnvironmentaliHealthiPerspectivesXL2016XLcdfXLjj[kh

8.4 21

59 xrameworkLforLtheLqualityLassuranceLofLSomicsLtechnologiesLconsideringLy”PLrequirements]L
RegulatoryiToxicologyiandiPharmacologyXL2017XLkcLSupplLcXLSdi[Seg 3.4 20

58
OptimizedLPhenotypicLtiomarkerLviscoveryLandLuonfounderLwliminationLviaLuovariate[sdjustedL
ProjectionLtoL”atentLStructuresLfromLαetabolicLSpectroscopyLvata]LJournaliofiProteomeiResearchXL
2018XLciXLcgjh[cgkg

5.6 20

57 sLcomparisonLofLhumanLserumLandLplasmaLmetabolitesLusingLuntargetedLzLβαRLspectroscopyLandL
UP”u[αS]LMetabolomicsXL2018XLcfXLed 4.7 20

56 StatisticalLuorrelationsLbetweenLβαRLSpectroscopyLandLvirectL‘nfusionLxT[‘uRLαassLSpectrometryL
sidLsnnotationLofLUnknownsLinLαetabolomics]LAnalyticaliChemistryXL2016XLjjXLdgje[k 7.8 20

55 czLβαR[basedLprofilingLrevealsLdifferentialLimmune[metabolicLnetworksLduringLinfluenzaLvirusL
infectionLinLobeseLmice]LPLoSiONEXL2014XLkXLekidej 3.7 20

54
yenomeLmetabolomeLintegratedLnetworkLanalysisLtoLuncoverLconnectionsLbetweenLgeneticL
variantsLandLcomplexLtraitslLanLapplicationLtoLobesity]LJournaliofitheiRoyaliSocietyiInterfaceXL2014XL
ccXLdbcebkbj

4.1 18

53 tayesianLinferenceLforLmultipleLyaussianLgraphicalLmodelsLwithLapplicationLtoLmetabolicL
associationLnetworks]LAnnalsiofiAppliediStatisticsXL2017XLccXL 2.1 18

52 uombiningLspectralLorderingLwithLpeakLfittingLforLone[dimensionalLβαRLquantitativeL
metabolomics]LAnalyticaliChemistryXL2013XLjgXLfhbg[cd 7.8 18

51 TheLfutureLofLmetabolomicsLinLw”‘X‘R]LF1000ResearchXL2017XLhXL 3.6 18

50
TheLassociationLofLfishLconsumptionLandLitsLurinaryLmetabolitesLwithLcardiovascularLriskLfactorslLtheL
‘nternationalLStudyLofLαacro[aαicronutrientsLandLtloodLPressureLT‘βTwRαsPU]LAmericaniJournaliofi
ClinicaliNutritionXL2020XLcccXLdjb[dkb

7 18

49
‘mprovingLVisualizationLandL‘nterpretationLofLαetabolome[WideLsssociationLStudieslLsnL
spplicationLinLaLPopulation[tasedLuohortLUsingLUntargetedLzLβαRLαetabolicLProfiling]LJournaliofi
ProteomeiResearchXL2017XLchXLehde[ehee

5.6 17

48 αetsssimulolLsimulationLofLrealisticLβαRLmetabolicLprofiles]LBMCiBioinformaticsXL2010XLccXLfkh 3.6 17

47 αetabolomicslLTheLStethoscopeLforLtheLTwenty[xirstLuentury]LMedicaliPrinciplesiandiPracticeXL2021XL
ebXLebc[ecb 2.1 17

46 springScapelLvisualisationLofLmicroarrayLandLcontextualLbioinformaticLdataLusingLspringLembeddingL
andLanLSinformationLlandscapeS]LBioinformaticsXL2006XLddXLekk[cbi 7.2 16
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45 SpectroscopicLconfirmationLofLredshiftsLpredictedLbyLgravitationalLlensing]LMonthlyiNoticesiofithei
RoyaliAstronomicaliSocietyXL1998XLdkgXLig 4.3 16

44 ‘ntegratedLhistopathologicalLandLurinaryLmetabonomicLinvestigationLofLtheLpathogenesisLofL
microcystin[”RLtoxicosis]LVeterinaryiPathologyXL2013XLgbXLcgk[ic 2.8 13

43 αetabolicLphenotypingLforLdiscoveryLofLurinaryLbiomarkersLofLdietXLxenobioticsLandLbloodLpressureL
inLtheL‘βTwRαsPLStudylLanLoverview]LHypertensioniResearchXL2017XLfbXLeeh[efg 4.7 12

42 wmbeddingLstandardsLinLmetabolomicslLtheLαetabolomicsLSocietyLdataLstandardsLtaskLgroup]L
MetabolomicsXL2015XLccXLijd[ije 4.7 12

41 ‘dentifyingLbiochemicalLphenotypicLdifferencesLbetweenLcrypticLspecies]LBiologyiLettersXL2014XLcbXL 3.6 12

40 wffectLofLtheLhistoneLdeacetylaseLinhibitorLtrichostatinLaLonLtheLmetabolomeLofLculturedLprimaryL
hepatocytes]LJournaliofiProteomeiResearchXL2010XLkXLfce[k 5.6 12

39 sLcombinedLmetabonomicLandLtranscriptomicLapproachLtoLinvestigateLmetabolismLduringL
developmentLinLtheLchickLchorioallantoicLmembrane]LJournaliofiProteomeiResearchXL2010XLkXLecdh[ef 5.6 12

38 αetabonomicLinvestigationsLintoLtheLglobalLbiochemicalLsequelaeLofLexposureLtoLtheLpancreaticL
toxinLc[cyano[d[hydroxy[e[buteneLinLtheLrat]LMagneticiResonanceiiniChemistryXL2009XLfiLSupplLcXLSdh[eg 2.1 12

37 αodellingLshortLtimeLseriesLinLmetabolomicslLaLfunctionalLdataLanalysisLapproach]LAdvancesiini
ExperimentaliMedicineiandiBiologyXL2011XLhkhXLebi[cg 3.6 11

36 ProteomicLandLmetabolomicLresponsesLtoLconnexinfeLsilencingLinLprimaryLhepatocyteLcultures]L
ArchivesiofiToxicologyXL2013XLjiXLjje[kf 5.8 10

35 TheLfutureLofLmetabolomicsLinLw”‘X‘R]LF1000ResearchXL2017XLhXLchfk 3.6 10

34 uonstructionLofLconfidenceLregionsLforLisotopicLabundanceLpatternsLinL”uaαSLdataLsetsLforLrigorousL
determinationLofLmolecularLformulas]LAnalyticaliChemistryXL2010XLjdXLieck[dj 7.8 9

33 StatisticalLTechniquesLinLαetabolicLProfilingL2008XLefi[eie 9

32 PredictiveLmodellingLusingLpathwayLscoreslLrobustnessLandLsignificanceLofLpathwayLcollections]L
BMCiBioinformaticsXL2019XLdbXLgfe 3.6 8

31 StatisticalLanalysisLinLmetabolicLphenotyping]LNatureiProtocolsXL2021XLchXLfdkk[fedh 18.8 8

30 QuantitativeL‘nvestigationLofLProbabilisticLSpectralLProcessingLαethodsLUsingLSimulatedLβαRLvata]L
AppliediSpectroscopyXL2001XLggXLcdcf[cddf 3.1 6

29 ProgressLtowardsLanLOwuvLreportingLframeworkLforLtranscriptomicsLandLmetabolomicsLinL
regulatoryLtoxicology]LRegulatoryiToxicologyiandiPharmacologyXL2021XLcdgXLcbgbdb 3.4 6

28 TargetedLrealignmentLofL”u[αSLprofilesLbyLneighbor[wiseLcompound[specificLgraphicalLtimeL
warpingLwithLmisalignmentLdetection]LBioinformaticsXL2020XLehXLdjhd[djic 7.2 5

(2020-1998)
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27
sLcombinationLofLtranscriptomicsLandLmetabolomicsLuncoversLenhancedLbileLacidLbiosynthesisLinL
zepydLcellsLexpressingLuussTaenhancer[bindingLproteinL˛†LTuawtP˛†UXLhepatocyteLnuclearLfactorLf˛–L
Tzβxf˛–UXLandLconstitutiveLandrostaneLreceptorLTusRU]LJournaliofiProteomeiResearchXL2013XLcdXLdied[fc

5.6 5

26 ‘ntegrativeLanalysisLofLtimeLcourseLmetabolicLdataLandLbiomarkerLdiscovery]LBMCiBioinformaticsXL
2020XLdcXLcc 3.6 4

25 OrdersLofLmagnitudeLextensionLofLtheLeffectiveLdynamicLrangeLofLTvu[basedLTOxαSLdataLthroughL
maximumLlikelihoodLestimation]LJournaliofitheiAmericaniSocietyiforiMassiSpectrometryXL2014XLdgXLcjdf[i 3.5 4

24 VarianceLandLcovarianceLheterogeneityLanalysisLforLdetectionLofLmetabolitesLassociatedLwithL
cadmiumLexposure]LStatisticaliApplicationsiiniGeneticsiandiMoleculariBiologyXL2014XLceXLckc[dbc 1.2 4

23 PathwayLanalysisLinLmetabolomicslLRecommendationsLforLtheLuseLofLover[representationLanalysis]L
PLoSiComputationaliBiologyXL2021XLciXLecbbkcbg 5 4

22 uharacterizationLofLdataLanalysisLmethodsLforLinformationLrecoveryLfromLmetabolicLczLβαRL
spectraLusingLartificialLcomplexLmixtures]LMetabolomicsXL2012XLjXLccib[ccjb 4.7 3

21 ProspectsLforLaLstatisticalLtheoryLofL”uaTOxαSLdata]LJournaliofitheiAmericaniSocietyiforiMassi
SpectrometryXL2012XLdeXLiik[kc 3.5 3

20 βon[linearLαethodsLforLtheLsnalysisLofLαetabolicLProfilesL2007XLdbc[ddh 3

19 uomparisonLofLti[LandLTri[”inearLP”SLαodelsLforLVariableLSelectionLinLαetabolomicLTime[SeriesL
wxperiments]LMetabolitesXL2019XLkXL 5.6 2

18 Over[representationLofLcorrelationLanalysisLTORusUlLaLmethodLforLidentifyingLassociationsLbetweenL
variableLsets]LBioinformaticsXL2015XLecXLcbd[j 7.2 2

17 wxtractionLandL‘ntegrationLofLyeneticLβetworksLfromLShort[ProfileLOmicLvataLSets]LMetabolitesXL
2020XLcbXL 5.6 2

16 tayesianLestimationLofLtheLnumberLofLprotonationLsitesLforLurinaryLmetabolitesLfromLβαRL
spectroscopicLdata]LMetabolomicsXL2018XLcfXLgh 4.7 2

15 vataLminingLandLvisualisationlLgeneralLdiscussion]LFaradayiDiscussionsXL2019XLdcjXLegf[eic 3.6 2

14 StatisticalLvataLsnalysisLinLαetabolomicsL2011XLche[cjb 2

13
ResponseLtoLuommentLonLâ��OptimizedLPreprocessingLofLUltra[PerformanceL”iquidL
uhromatographyaαassLSpectrometryLUrinaryLαetabolicLProfilesLforL‘mprovedL‘nformationL
Recoveryâ��]LAnalyticaliChemistryXL2011XLjeXLkidc[kidd

7.8 2

12
SemiempiricalLαolecular[OrbitalLPropertiesLofLSomeLPolycyclicLsromaticLzydrocarbonsLandL
uorrelationLwithLwnvironmentalLToxicLwquivalencyLxactors]LPolycycliciAromaticiCompoundsXL2003XL
deXLde[fi

1.3 2

11 ProcessingLandLsnalysisLofLUntargetedLαulticohortLβαRLvata]LMethodsiiniMoleculariBiologyXL2019XL
dbeiXLfge[fib 1.4 2
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