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j Paper IF Citations

96 ytJysJzustJaJMatterJofJTimejJralancingJxomologousJRecombinationJandJNonWhomologousJundJ
zoiningJatJtheJrtNqJ£ocusJturingJMeiosisXJFrontiersminmPlantmScienceVJ2021VJabVJggcZeb 6.2 1

95
somplexJuvolutionJofJ£ightWtependentJProtochlorophyllideJOxidoreductasesJinJqerobicJ
qnoxygenicJPhototrophsjJOriginVJPhylogenyVJandJvunctionXJMolecularmBiologymandmEvolutionVJ2021VJ
chVJhaiWhcg

8.3 3

94 TMTWOpsinsJdifferentiallyJmodulateJmedakaJbrainJfunctionJinJaJcontextWdependentJmannerXJPLoSm
BiologyVJ2021VJaiVJecZZaZab 9.7 3

93 qTMJcontrolsJmeioticJtNqJdoubleWstrandJbreakJformationJandJrecombinationJandJaffectsJ
synaptonemalJcomplexJorganizationJinJplantsXJPlantmCellVJ2021VJccVJafccWafef 11.6 17

92 SequencingJofJtheJqrabidopsisJNORbJrevealsJitsJdistinctJorganizationJandJtissueWspecificJrRNqJ
ribosomalJvariantsXJNaturemCommunicationsVJ2021VJabVJchg 17.4 14

91 TMTWOpsinsJdifferentiallyJmodulateJmedakaJbrainJfunctionJinJaJcontextWdependentJmannerJ2021VJ
aiVJecZZaZab

90 TMTWOpsinsJdifferentiallyJmodulateJmedakaJbrainJfunctionJinJaJcontextWdependentJmannerJ2021VJ
aiVJecZZaZab

89 TMTWOpsinsJdifferentiallyJmodulateJmedakaJbrainJfunctionJinJaJcontextWdependentJmannerJ2021VJ
aiVJecZZaZab

88 TMTWOpsinsJdifferentiallyJmodulateJmedakaJbrainJfunctionJinJaJcontextWdependentJmannerJ2021VJ
aiVJecZZaZab

87 TMTWOpsinsJdifferentiallyJmodulateJmedakaJbrainJfunctionJinJaJcontextWdependentJmannerJ2021VJ
aiVJecZZaZab

86 TMTWOpsinsJdifferentiallyJmodulateJmedakaJbrainJfunctionJinJaJcontextWdependentJmannerJ2021VJ
aiVJecZZaZab

85 qWtoWyJRNqJuditingJUncoversJxiddenJSignalsJofJqdaptiveJwenomeJuvolutionJinJqnimalsXJGenomem
BiologymandmEvolutionVJ2020VJabVJcdeWceg 3.9 9

84 tistinguishingJvelsensteinJZoneJfromJvarrisJZoneJUsingJNeuralJNetworksXJMolecularmBiologymandm
EvolutionVJ2020VJcgVJcfcbWcfda 8.3 4

83 wxOSTjJRecoveringJxistoricalJSignalJfromJxeterotachouslyJuvolvedJSequenceJqlignmentsXJ
SystematicmBiologyVJ2020VJfiVJbdiWbfd 8.4 38

82 yQWTRuuJbjJNewJModelsJandJufficientJMethodsJforJPhylogeneticJynferenceJinJtheJwenomicJuraXJ
MolecularmBiologymandmEvolutionVJ2020VJcgVJaecZWaecd 8.3 1466

81 PolyRqtPWriboseSJglycohydrolaseJcoordinatesJmeioticJtNqJdoubleWstrandJbreakJinductionJandJ
repairJindependentJofJitsJcatalyticJactivityXJNaturemCommunicationsVJ2020VJaaVJdhfi 17.4 3

80 StructureJofJtheJspaceJofJtabooWfreeJsequencesXJJournalmofmMathematicalmBiologyVJ2020VJhaVJaZbiWaZeg 2
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79 qJhumanJtissueJscreenJidentifiesJaJregulatorJofJuRJsecretionJasJaJbrainWsizeJdeterminantXJScienceVJ
2020VJcgZVJiceWida 33.3 36

78 QuantificationJofJexperimentallyJinducedJnucleotideJconversionsJinJhighWthroughputJsequencingJ
datasetsXJBMCmBioinformaticsVJ2019VJbZVJbeh 3.6 36

77 PolymorphismWqwareJSpeciesJTreesJwithJqdvancedJMutationJModelsVJrootstrapVJandJRateJ
xeterogeneityXJMolecularmBiologymandmEvolutionVJ2019VJcfVJabidWacZa 8.3 11

76 sombinedJtranscriptomeJandJproteomeJprofilingJrevealsJspecificJmolecularJbrainJsignaturesJforJ
sexVJmaturationJandJcircalunarJclockJphaseXJELifeVJ2019VJhVJ 8.9 26

75 TheJuvolutionaryJTraceabilityJofJaJProteinXJGenomemBiologymandmEvolutionVJ2019VJaaVJecaWede 3.9 12

74 UnifyingJtheJglobalJphylogenyJandJenvironmentalJdistributionJofJammoniaWoxidisingJarchaeaJbasedJ
onJamoqJgenesXJNaturemCommunicationsVJ2018VJiVJaeag 17.4 131

73 TRUmisountjJcorrectlyJcountingJabsoluteJnumbersJofJmoleculesJusingJuniqueJmolecularJidentifiersXJ
BioinformaticsVJ2018VJcdVJcacgWcadd 7.2 12

72 S£qMWseqJdefinesJdirectJgeneWregulatoryJfunctionsJofJtheJrRtdWMYsJaxisXJScienceVJ2018VJcfZVJhZZWhZe 33.3 147

71 somplexJModelsJofJSequenceJuvolutionJRequireJqccurateJustimatorsJasJuxemplifiedJwithJtheJ
ynvariableJSiteJPlusJwammaJModelXJSystematicmBiologyVJ2018VJfgVJeebWeeh 8.4 6

70 qccurateJdetectionJofJcomplexJstructuralJvariationsJusingJsingleWmoleculeJsequencingXJNaturem
MethodsVJ2018VJaeVJdfaWdfh 21.6 585

69 wermlineJVariantsJinJtheJPOTaWweneJinJxighWRiskJMelanomaJPatientsJinJqustriaXJG3:mGenes,m
Genomes,mGeneticsVJ2018VJhVJadgeWadhZ 3.2 7

68 UvrootbjJymprovingJtheJUltrafastJrootstrapJqpproximationXJMolecularmBiologymandmEvolutionVJ2018VJ
ceVJeahWebb 8.3 2342

67 ynJvivoJinsertionJpoolJsequencingJidentifiesJvirulenceJfactorsJinJaJcomplexJfungalWhostJinteractionXJ
PLoSmBiologyVJ2018VJafVJebZZeabi 9.7 16

66 MProotjJfastJphylogeneticJmaximumJparsimonyJtreeJinferenceJandJbootstrapJapproximationXJBMCm
EvolutionarymBiologyVJ2018VJahVJaa 3 65

65 ModelvinderjJfastJmodelJselectionJforJaccurateJphylogeneticJestimatesXJNaturemMethodsVJ2017VJadVJehgWehi21.6 3957

64 ThiolWlinkedJalkylationJofJRNqJtoJassessJexpressionJdynamicsXJNaturemMethodsVJ2017VJadVJaaihWabZd 21.6 204

63
qnJunumerativeJsombinatoricsJModelJforJvragmentationJPatternsJinJRNqJSequencingJProvidesJ
ynsightsJintoJNonuniformityJofJtheJuxpectedJvragmentJStartingWPointJandJsoverageJProfileXJJournalm
ofmComputationalmBiologyVJ2017VJbdVJbZZWbab

1.7 1

62 TheJgenomicJbasisJofJcircadianJandJcircalunarJtimingJadaptationsJinJaJmidgeXJNatureVJ2016VJedZVJfiWgc 50.4 64

(2016-2020)
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61 NextWgenerationJsequencingJdiagnosticsJofJbacteremiaJinJsepticJpatientsXJGenomemMedicineVJ2016VJ
hVJgc 14.4 164

60 WWyQWTRuujJaJfastJonlineJphylogeneticJtoolJforJmaximumJlikelihoodJanalysisXJNucleicmAcidsmResearchVJ
2016VJddVJWbcbWe 20.1 1497

59 TerraceJqwareJtataJStructureJforJPhylogenomicJynferenceJfromJSupermatricesXJSystematicmBiologyVJ
2016VJfeVJiigWaZZh 8.4 704

58 qWtypeJlaminsJbindJbothJheteroWJandJeuchromatinVJtheJlatterJbeingJregulatedJbyJlaminaWassociatedJ
polypeptideJbJalphaXJGenomemResearchVJ2016VJbfVJdfbWgc 9.7 119

57 ReversibleJpolymorphismWawareJphylogeneticJmodelsJandJtheirJapplicationJtoJtreeJinferenceXJ
JournalmofmTheoreticalmBiologyVJ2016VJdZgVJcfbWcgZ 2.3 34

56 yQWTRuujJaJfastJandJeffectiveJstochasticJalgorithmJforJestimatingJmaximumWlikelihoodJphylogeniesXJ
MolecularmBiologymandmEvolutionVJ2015VJcbVJbfhWgd 8.3 8116

55 SplitJdiversityJinJconstrainedJconservationJprioritizationJusingJintegerJlinearJprogrammingXJMethodsm
inmEcologymandmEvolutionVJ2015VJfVJhcWia 7.7 51

54 ynnateJimmuneJresponseJtoJStreptococcusJpyogenesJdependsJonJtheJcombinedJactivationJofJT£RacJ
andJT£RbXJPLoSmONEVJ2015VJaZVJeZaaigbg 3.7 27

53 TheJsandidaJalbicansJxistoneJqcetyltransferaseJxataJRegulatesJStressJResistanceJandJVirulenceJviaJ
tistinctJshromatinJqssemblyJPathwaysXJPLoSmPathogensVJ2015VJaaVJeaZZebah 7.6 33

52 tecreasedJexpressionJofJendogenousJfelineJleukemiaJvirusJinJcatJlymphomasjJaJcaseJcontrolJstudyXJ
BMCmVeterinarymResearchVJ2015VJaaVJiZ 2.7 3

51 TeaserjJyndividualizedJbenchmarkingJandJoptimizationJofJreadJmappingJresultsJforJNwSJdataXJ
GenomemBiologyVJ2015VJafVJbce 18.3 21

50 tecisiveJdataJsetsJinJphylogenomicsjJlessonsJfromJstudiesJonJtheJphylogeneticJrelationshipsJofJ
primarilyJwinglessJinsectsXJMolecularmBiologymandmEvolutionVJ2014VJcaVJbciWdi 8.3 100

49 TheJfirstJmyriapodJgenomeJsequenceJrevealsJconservativeJarthropodJgeneJcontentJandJgenomeJ
organisationJinJtheJcentipedeJStrigamiaJmaritimaXJPLoSmBiologyVJ2014VJabVJeaZZbZZe 9.7 182

48 TheJevolutionJofJtheJribosomeJbiogenesisJpathwayJfromJaJyeastJperspectiveXJNucleicmAcidsmResearchVJ
2014VJdbVJaeZiWbc 20.1 69

47 qtqRbJinducesJreproducibleJchangesJinJsequenceJandJabundanceJofJmatureJmicroRNqsJinJtheJ
mouseJbrainXJNucleicmAcidsmResearchVJ2014VJdbVJabaeeWfh 20.1 38

46 NextwenMapjJfastJandJaccurateJreadJmappingJinJhighlyJpolymorphicJgenomesXJBioinformaticsVJ2013VJ
biVJbgiZWa 7.2 246

45 uxploringJtheJsamplingJuniverseJofJRNqWseqXJStatisticalmApplicationsminmGeneticsmandmMolecularm
BiologyVJ2013VJabVJageWhh 1.2 4

44 UpdatingJbenchtopJsequencingJperformanceJcomparisonXJNaturemBiotechnologyVJ2013VJcaVJbidWf 44.5 255
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43 UltrafastJapproximationJforJphylogeneticJbootstrapXJMolecularmBiologymandmEvolutionVJ2013VJcZVJaahhWie 8.3 1669

42 NwsjJlosslessJandJlossyJcompressionJofJalignedJhighWthroughputJsequencingJdataXJNucleicmAcidsm
ResearchVJ2013VJdaVJebg 20.1 43

41 toJweJstillJneedJsupertreesoXJBMCmBiologyVJ2012VJaZVJac 7.3 14

40 qdenosineJdeaminasesJthatJactJonJRNqJinduceJreproducibleJchangesJinJabundanceJandJsequenceJofJ
embryonicJmiRNqsXJGenomemResearchVJ2012VJbbVJadfhWgf 9.7 71

39 qJconsistentJphylogeneticJbackboneJforJtheJfungiXJMolecularmBiologymandmEvolutionVJ2012VJbiVJacaiWcd 8.3 104

38 TheJperformanceJofJphylogeneticJalgorithmsJinJestimatingJhaplotypeJgenealogiesJwithJmigrationXJ
MolecularmEcologyVJ2011VJbZVJaiebWfc 5.7 251

37 sooperationJofJmultipleJchromatinJmodificationsJcanJgenerateJunanticipatedJstabilityJofJepigeneticJ
StatesJinJqrabidopsisXJPlantmCellVJ2010VJbbVJcdWdg 11.6 63

36 qJphylogenomicJapproachJtoJresolveJtheJarthropodJtreeJofJlifeXJMolecularmBiologymandmEvolutionVJ
2010VJbgVJbdeaWfd 8.3 265

35 wenomeWwideJRNqiJscreenJidentifiesJgenesJinvolvedJinJintestinalJpathogenicJbacterialJinfectionXJ
ScienceVJ2009VJcbeVJcdZWc 33.3 244

34 tistributionJandJphylogenyJofJlightWoxygenWvoltageWblueWlightWsignalingJproteinsJinJtheJthreeJ
kingdomsJofJlifeXJJournalmofmBacteriologyVJ2009VJaiaVJgbcdWdb 3.5 79

33 qJphylogenomicJapproachJtoJresolveJtheJbasalJpterygoteJdivergenceXJMolecularmBiologymandm
EvolutionVJ2009VJbfVJbgaiWcZ 8.3 60

32 sentralJcontrolJofJfeverJandJfemaleJbodyJtemperatureJbyJRqN—£YRqN—XJNatureVJ2009VJdfbVJeZeWi 50.4 173

31
PegylatedJgranulocyteJcolonyWstimulatingJfactorJmobilizesJstcdUJcellsJwithJdifferentJstemJandJ
progenitorJsubsetsJandJdistinctJfunctionalJpropertiesJinJcomparisonJwithJunconjugatedJgranulocyteJ
colonyWstimulatingJfactorXJHaematologicaVJ2008VJicVJcdgWee

6.6 31

30
somputationalJMolecularJuvolutionâ��ZihengJYangXJbZZfXJOxfordJUniversityJPressVJOxfordXJcgfJppXJ
ySrNJighWZWaiWheffiiWaJRySrNWaZJZWaiWheffiiWiSJ´£fZJNaaeJRhardbackSXJySrNJighWZWaiWhefgZbWhJ
RySrNWaZJZWaiWhefgZbWbSJ´£bgXeZJNebXeZJRpaperbackSXXJSystematicmBiologyVJ2007VJefVJaZbdWaZbf

8.4

29 uSTJsequencingJofJOnychophoraJandJphylogenomicJanalysisJofJMetazoaXJMolecularmPhylogeneticsm
andmEvolutionVJ2007VJdeVJidbWea 4.1 76

28 MappingJhumanJgeneticJancestryXJMolecularmBiologymandmEvolutionVJ2007VJbdVJbbffWgf 8.3 99

27 TheJtetratricopeptideJrepeatsJofJreceptorsJinvolvedJinJproteinJtranslocationJacrossJmembranesXJ
MolecularmBiologymandmEvolutionVJ2007VJbdVJbgfcWgd 8.3 51

26 vunctionalJandJphylogeneticJpropertiesJofJtheJporeWformingJbetaWbarrelJtransportersJofJtheJOmpheJ
familyXJJournalmofmBiologicalmChemistryVJ2007VJbhbVJahhbWiZ 5.4 73

(2007-2013)
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25 xvrraseUUjJaJphylogeneticJdatabaseJforJprimateJspeciesXJNucleicmAcidsmResearchVJ2006VJcdVJtgZZWd 20.1 11

24 PhylogeneticJdiversityJwithinJsecondsXJSystematicmBiologyVJ2006VJeeVJgfiWgc 8.4 31

23 UnexpectedJcomplexityJofJtheJWntJgeneJfamilyJinJaJseaJanemoneXJNatureVJ2005VJdccVJaefWfZ 50.4 435

22 sonservedJporeWformingJregionsJinJpolypeptideWtransportingJproteinsXJFEBSmJournalVJ2005VJbgbVJacfgWgh5.7 74

21 RecentJoriginJandJculturalJreversionJofJaJhunterWgathererJgroupXJPLoSmBiologyVJ2005VJcVJega 9.7 32

20 pyQPNNyjJparallelJreconstructionJofJlargeJmaximumJlikelihoodJphylogeniesXJBioinformaticsVJ2005VJ
baVJcgidWf 7.2 60

19 SimultaneousJstatisticalJmultipleJalignmentJandJphylogenyJreconstructionXJSystematicmBiologyVJ2005
VJedVJedhWfa 8.4 76

18 yQPNNyjJmovingJfastJthroughJtreeJspaceJandJstoppingJinJtimeXJMolecularmBiologymandmEvolutionVJ2004
VJbaVJaefeWga 8.3 116

17 ydentifyingJsiteWspecificJsubstitutionJratesXJMolecularmBiologymandmEvolutionVJ2003VJbZVJahbWi 8.3 28

16 QuartetWmappingVJaJgeneralizationJofJtheJlikelihoodWmappingJprocedureXJMolecularmBiologymandm
EvolutionVJ2001VJahVJabZdWai 8.3 55

15 qJviewJofJNeandertalJgeneticJdiversityXJNaturemGeneticsVJ2000VJbfVJaddWf 36.3 277

14
qJdevelopmentallyJregulatedJaconitaseJrelatedJtoJironWregulatoryJproteinWaJisJlocalizedJinJtheJ
cytoplasmJandJinJtheJmitochondrionJofJTrypanosomaJbruceiXJJournalmofmBiologicalmChemistryVJ2000VJ
bgeVJbgdeWee

5.4 68

13 qJcoalescentJapproachJtoJstudyJlinkageJdisequilibriumJbetweenJsingleWnucleotideJpolymorphismsXJ
AmericanmJournalmofmHumanmGeneticsVJ2000VJffVJfaeWbh 11 66

12 tNqJsequenceJvariationJinJaJnonWcodingJregionJofJlowJrecombinationJonJtheJhumanJXJchromosomeXJ
NaturemGeneticsVJ1999VJbbVJghWha 36.3 202

11 PatternJofJnucleotideJsubstitutionJandJrateJheterogeneityJinJtheJhypervariableJregionsJyJandJyyJofJ
humanJmttNqXJGeneticsVJ1999VJaebVJaaZcWaZ 4 182

10 ynferenceJofJpopulationJhistoryJusingJaJlikelihoodJapproachXJGeneticsVJ1998VJadiVJaeciWdf 4 113

9 TowardsJintegrationJofJmultipleJalignmentJandJphylogeneticJtreeJconstructionXJJournalmofm
ComputationalmBiologyVJ1997VJdVJbcWcd 1.7 25

8 TheJmitochondrialJgenomeJofJaJmonotremeWWtheJplatypusJROrnithorhynchusJanatinusSXJJournalmofm
MolecularmEvolutionVJ1996VJdbVJaecWi 3.1 109
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7 TheJgeneticalJarchaeologyJofJtheJhumanJgenomeXJNaturemGeneticsVJ1996VJadVJaceWdZ 36.3 88

6 qJnuclearJQfossilQJofJtheJmitochondrialJtWloopJandJtheJoriginJofJmodernJhumansXJNatureVJ1995VJcghVJdhiWib50.4 190

5 PerformanceJofJtheJMaximumJ£ikelihoodVJNeighborJzoiningVJandJMaximumJParsimonyJMethodsJ
WhenJSequenceJSitesJareJNotJyndependentXJSystematicmBiologyVJ1995VJddVJeccWedg 8.4 35

4 ModelingJtheJpolymeraseJchainJreactionXJJournalmofmComputationalmBiologyVJ1995VJbVJdiWfa 1.7 41

3 qJstochasticJmodelJforJtheJevolutionJofJautocorrelatedJtNqJsequencesXJMolecularmPhylogeneticsm
andmEvolutionVJ1994VJcVJbdZWg 4.1 184

2 NetworkJmodelsJforJsequenceJevolutionXJJournalmofmMolecularmEvolutionVJ1993VJcgVJggWhe 3.1 35

1 weneticJdistancesJandJnucleotideJsubstitutionJmodelsaaaWada 10

List of Publications
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