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Soil Fungal Community Characteristics and Mycelial Production Across a Disturbance Gradient in
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driven by parasites and saprotrophs. Environmental Microbiology, 2016, 18, 2010-2024. 3.8 o4
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Ecological network analysis reveals the inter-connection between soil biodiversity and ecosystem
function as affected by land use across Europe. Applied Soil Ecology, 2016, 97, 112-124.

<scp>PIPITS</scp>: an automated pipeline for analyses of fungal internal transcribed spacer sequences
from the <scp>I</scp>llumina sequencing platform. Methods in Ecology and Evolution, 2015, 6, 5.2 277
973-980.

Monitoring Soil Natural Capital and Ecosystem Services by Using Large-Scale Survey Data., 2015, ,
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Vegetation exerts a greater control on litter decomposition than climate warming in peatlands.
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Effects of sieving, drying and rewetting upon soil bacterial community structure and respiration
rates. Journal of Microbiological Methods, 2010, 83, 69-73.
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