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330 Protein 4.1Â G localizes in rodent microglia. Histochemistry and Cell Biology, 2005, 124, 477-486. 0.8 16
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361 Effect of a topical steroid on gene expressions for chemokines in mice with contact hypersensitivity.
International Immunopharmacology, 2004, 4, 57-69. 1.7 14
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Neuroscience Letters, 2004, 366, 15-17. 1.0 5
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Sequences of 500 Mouse KIAA-homologous cDNAs Identified by Screening of Terminal Sequences of
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1.5 26
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221, 59-72. 3
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Method. DNA Research, 2002, 9, 47-57. 1.5 24
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syndrome. EMBO Reports, 2001, 2, 342-346. 2.0 485
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416 Prediction of the Coding Sequences of Unidentified Human Genes. XIII. The Complete Sequences of 100
New cDNA Clones from Brain Which Code for Large Proteins in vitro. DNA Research, 1999, 6, 63-70. 1.5 112
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429
Multitissue Circadian Expression of Rat periodHomolog (rPer2) mRNA Is Governed by the Mammalian
Circadian Clock, the Suprachiasmatic Nucleus in the Brain. Journal of Biological Chemistry, 1998, 273,
27039-27042.

1.6 272

430 Prediction of the Coding Sequences of Unidentified Human Genes. IX. The Complete Sequences of 100
New cDNA Clones from Brain Which Can Code for Large Proteins in vitro. DNA Research, 1998, 5, 31-39. 1.5 338
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