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Admixture and Genetic Diversity Distribution Patterns of Non-Recombining Lineages of Native

American Ancestry in Colombian Populations. PLoS ONE, 2015, 10, e0120155. 2:5 22

Evaluation of heteroplasmy detection in the lon Torrent PGM. Forensic Science International:
Genetics Supplement Series, 2015, 5, e13-e15.

Portuguese mitochondrial DNA genetic diversityd€”An update and a phylogenetic revision. Forensic

Science International: Genetics, 2015, 15, 27-32. 3.1 10

mtDNAoffice: A software to assign human mtDNA macro haplogroups through automated analysis of
the protein coding region. Mitochondrion, 2012, 12, 666-668.

Sequence Comparison Alignment-Free Approach Based on Suffix Tree and<i>L-Words<[i>Frequency.
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