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223 Agronomy, 2014, 261-302 77 8o

Host selection shapes crop microbiome assembly and network complexity. New Phytologist, 2021,
229,1091-1104

Abundance and community composition of methanotrophs in a Chinese paddy soil under long-term
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Response of denitrification genes nirS, nirk, and nosZ to irrigation water quality in a Chinese

201 agricultural soil. Environmental Science and Pollution Research, 2011, 18, 1644-52

51 61

Soil type determines the abundance and community structure of ammonia-oxidizing bacteria and
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temperate steppe. FEMS Microbiology Ecology, 2017, 93,

Sorption mechanism and distribution of cadmium by different microbial species. Journal of

137 Environmental Management, 2019, 237, 552-559 79 20

The biogeography of fungal communities in paddy soils is mainly driven by geographic distance.

Journal of Soils and Sediments, 2018, 18, 1795-1805




(2021-2016)

Environmental Filtering Process Has More Important Roles than Dispersal Limitation in Shaping

135 Large-Scale Prokaryotic Beta Diversity Patterns of Grassland Soils. Microbial Ecology, 2016, 72, 221-230 44 20

Cr(lll) oxidation coupled with Mn(ll) bacterial oxidation in the environment. Journal of Soils and
Sediments, 2010, 10, 767-773

Fate of antibiotic resistance genes during high-solid anaerobic co-digestion of pig manure with
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