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j Paper IF Citations

83 ModelingOiPSycderivedOhumanOneurofibromaclikeOtumorsOinOmiceOuncoversOtheOheterogeneityOofO
SchwannOcellsOwithinOplexiformOneurofibromasddOCellhReportsbO2022bOinbOggfink 10.6 0

82 SingleccellOwtlasOofOcommonOvariableOimmunodeficiencyOshowsOgerminalOcentercassociatedO
epigeneticOdysregulationOinOxccellOresponsesddONaturehCommunicationsbO2022bOgibOgmmo 17.4 2

81 zietaryOpalmiticOacidOpromotesOaOprometastaticOmemoryOviaOSchwannOcellsdONaturebO2021bOkoobOjnkcjof 50.4 27

80 SwRScyoVchOinteractionOwithOSigleccgOmediatesOtranscinfectionObyOdendriticOcellsdOCellularhandh
MolecularhImmunologybO2021bOgnbOhlmlchlmn 15.4 3

79 ImmuneOcellOprofilingOofOtheOcerebrospinalOfluidOenablesOtheOcharacterizationOofOtheObrainO
metastasisOmicroenvironmentdONaturehCommunicationsbO2021bOghbOgkfi 17.4 18

78 SingleOhumanOoocyteOtranscriptomeOanalysisOrevealsOdistinctOmaturationOstagecdependentOpathwaysO
impactedObyOagedOAginghCellbO2021bOhfbOegiilf 9.9 9

77 ModelingOHumanOTxXkOHaploinsufficiencyOPredictsORegulatoryONetworksOforOyongenitalOHeartO
ziseasedODevelopmentalhCellbO2021bOklbOhohcifodeo 10.2 17

76 xuildingOaOhighcqualityOHumanOyellOwtlasdONaturehBiotechnologybO2021bOiobOgjocgki 44.5 13

75 TheOorderOandOlogicOofOyzjOversusOyznOlineageOchoiceOandOdifferentiationOinOmouseOthymusdONatureh
CommunicationsbO2021bOghbOoo 17.4 9

74 SPOTlightpOseededONM OregressionOtoOdeconvoluteOspatialOtranscriptomicsOspotsOwithOsingleccellO
transcriptomesdONucleichAcidshResearchbO2021bOjobOekf 20.1 75

73 wOsingleccellOtumorOimmuneOatlasOforOprecisionOoncologydOGenomehResearchbO2021bOigbOgogicgohl 9.7 7

72 SamplingOtimecdependentOartifactsOinOsingleccellOgenomicsOstudiesdOGenomehBiologybO2020bOhgbOggh 18.3 25

71 xenchmarkingOsingleccellORNwcsequencingOprotocolsOforOcellOatlasOprojectsdONaturehBiotechnologybO
2020bOinbOmjmcmkk 44.5 142

70 RobustnessOandOapplicabilityOofOtranscriptionOfactorOandOpathwayOanalysisOtoolsOonOsingleccellO
RNwcseqOdatadOGenomehBiologybO2020bOhgbOil 18.3 57

69
UseOofOpatientOderivedOorthotopicOxenograftOmodelsOforOrealctimeOtherapyOguidanceOinOaOpediatricO
sporadicOmalignantOperipheralOnerveOsheathOtumordOTherapeutichAdvanceshinhMedicalhOncologybO2020bO
ghbOgmknnikohfohokmo

5.4 2

68 TheOPolycombcassociatedOfactorOPH goOcontrolsOhematopoieticOstemOcellOstateOandOdifferentiationdO
SciencehAdvancesbO2020bOlbOeabbhmjk 14.3 10

67 SingleccellOtranscriptomicsOunveilsOgeneOregulatoryOnetworkOplasticitydOGenomehBiologybO2019bOhfbOggf 18.3 75
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66 GwTwhOPromotesOHematopoieticOzevelopmentOandORepressesOyardiacOzifferentiationOofOHumanO
MesodermdOStemhCellhReportsbO2019bOgibOkgkckho 8 12

65 SingleOcellORNwcseqOidentifiesOtheOoriginsOofOheterogeneityOinOefficientOcellOtransdifferentiationOandO
reprogrammingdOELifebO2019bOnbO 8.9 19

64 bigSyalepOanOanalyticalOframeworkOforObigcscaleOsingleccellOdatadOGenomehResearchbO2018bOhnbOnmncnof 9.7 45

63 PMhfzgOisOa´ quantitativeOtraitOlocusOassociatedOwithOwlzheimerVsOdiseasedONaturehMedicinebO2018bOhjbOkonclfi50.5 38

62 TutorialpOguidelinesOforOtheOexperimentalOdesignOofOsingleccellORNwOsequencingOstudiesdONatureh
ProtocolsbO2018bOgibOhmjhchmkm 18.8 87

61 IdentityONoiseOandOwdipogenicOTraitsOyharacterizeOzermalO ibroblastOwgingdOCellbO2018bOgmkbOgkmkcgkofdehh56.2 91

60 WholeOgenomeOgreyOandOwhiteOmatterOzNwOmethylationOprofilesOinOdorsolateralOprefrontalOcortexdO
SynapsebO2017bOmgbOehgoko 2.4 10

59 yomparativeOwnalysisOofOSinglecyellORNwOSequencingOMethodsdOMolecularhCellbO2017bOlkbOligcljidej 17.6 761

58 MexiaOMarksOaOSlowlyOzividingOSubpopulationOofOLgrkaOIntestinalOStemOyellsdOCellhStemhCellbO2017bO
hfbOnfgcngldem 18 101

57 SingleccellOtranscriptomeOconservationOinOcryopreservedOcellsOandOtissuesdOGenomehBiologybO2017bOgnbOjk 18.3 101

56 TheONyIclfOMethylomeOandOItsOIntegrationOintoOyellMinerdOCancerhResearchbO2017bOmmbOlfgclgh 10.1 34

55 yopyOnumberOratherOthanOepigeneticOalterationsOareOtheOmajorOdictatorOofOimprintedOmethylationOinO
tumorsdONaturehCommunicationsbO2017bOnbOjlm 17.4 18

54 TRIMhnOandOInteractingOKRwxcZN sOyontrolOSelfcRenewalOofOHumanOPluripotentOStemOyellsOthroughO
—pigeneticORepressionOofOProcdifferentiationOGenesdOStemhCellhReportsbO2017bOobOhflkchfnf 8 34

53 zNMTiwOmutationsOmediateOtheOepigeneticOreactivationOofOtheOleukemogenicOfactorOM—ISgOinOacuteO
myeloidOleukemiadOOncogenebO2016bOikbOifmocnh 9.2 41

52 —pigeneticOprofilingOtoOclassifyOcancerOofOunknownOprimarypOaOmulticentrebOretrospectiveOanalysisdO
LancethOncologywhThebO2016bOgmbOginlcgiok 21.7 251

51
MetforminOpharmacogenomicspOaOgenomecwideOassociationOstudyOtoOidentifyOgeneticOandOepigeneticO
biomarkersOinvolvedOinOmetforminOanticancerOresponseOusingOhumanOlymphoblastoidOcellOlinesdO
HumanhMolecularhGeneticsbO2016bOhkbOjngocjnij

5.6 16

50 —pigeneticOinactivationOofOtheOpkicinducedOlongOnoncodingORNwOTPkiOtargetOgOinOhumanOcancerdO
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabO2016bOggibO—mkikc—mkjj11.5 106

49 RwNKLeRwNKOcontrolOxrcagOmutationcdOCellhResearchbO2016bOhlbOmlgcmj 24.7 96

(2016-2019)
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48 HumanOzNwOmethylomesOofOneurodegenerativeOdiseasesOshowOcommonOepigenomicOpatternsdO
TranslationalhPsychiatrybO2016bOlbOemgn 8.6 101

47 —pigenomicOanalysisOdetectsOaberrantOsupercenhancerOzNwOmethylationOinOhumanOcancerdOGenomeh
BiologybO2016bOgmbOgg 18.3 141

46 TheORoleOofOtheOGeneticOyodeOinOtheOzNwOMethylationOLandscapeO ormationO2016bOgcgn 0

45 —pigeneticOinactivationOofOtheOputativeOzNweRNwOhelicaseOSL NggOinOhumanOcancerOconfersO
resistanceOtoOplatinumOdrugsdOOncotargetbO2016bOmbOifnjcom 3.3 88

44 QuantitativeOTraitOLociOIdentifyO unctionalONoncodingOVariationOinOyancerdOPLoShGeneticsbO2016bOghbOegffknhl6 5

43 wOLandscapeOofOPharmacogenomicOInteractionsOinOyancerdOCellbO2016bOgllbOmjfcmkj 56.2 892

42 yancerOnetworkOactivityOassociatedOwithOtherapeuticOresponseOandOsynergismdOGenomehMedicinebO
2016bOnbOnn 14.4 5

41 PersonalizedOTherapyâ��—pigeneticOProfilingOasOPredictorsOofOPrognosisOandOResponseO2015bOlmmclon 1

40 zNwOmethylationOdynamicsOinOhumanOcarotidOplaquesOafterOcerebrovascularOeventsdOArteriosclerosiswh
ThrombosiswhandhVascularhBiologybO2015bOikbOgnikcjh 9.4 28

39 wnOwdenineOyodeOforOzNwpOwOSecondOLifeOforONlcMethyladeninedOCellbO2015bOglgbOmgfci 56.2 117

38 TheOzNwOmethylationOdriftOofOtheOatheroscleroticOaortaOincreasesOwithOlesionOprogressiondOBMCh
MedicalhGenomicsbO2015bOnbOm 3.7 73

37 TheOinterplayObetweenOzNwOmethylationOandOsequenceOdivergenceOinOrecentOhumanOevolutiondO
NucleichAcidshResearchbO2015bOjibOnhfjcgj 20.1 51

36 KwTlxOIsOaOTumorOSuppressorOHistoneOHiOLysineOhiOwcetyltransferaseOUndergoingOGenomicOLossOinO
SmallOyellOLungOyancerdOCancerhResearchbO2015bOmkbOioilcjk 10.1 48

35 wssessingOassociationsObetweenOtheOwURKwcHMMRcTPXhcTUxGgOfunctionalOmoduleOandObreastO
cancerOriskOinOxRywgehOmutationOcarriersdOPLoShONEbO2015bOgfbOefghffhf 3.7 26

34 —pigeneticOactivationOofOaOcrypticOTxygzglOtranscriptOenhancesOmelanomaOprogressionObyOtargetingO
—G RdONaturehMedicinebO2015bOhgbOmjgckf 50.5 75

33 zNwOmethylationOmapOofOhumanOatherosclerosisdOCirculation:hCardiovascularhGeneticsbO2014bOmbOlohcmff 157

32 LinkageOofOzNwOmethylationOquantitativeOtraitOlociOtoOhumanOcancerOriskdOCellhReportsbO2014bOmbOiigciin 10.6 60

31 wOcomprehensiveOzNwOmethylationOprofileOofOepithelialctocmesenchymalOtransitiondOCancerhResearch
bO2014bOmjbOklfncgo 10.1 54
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30 wOz—RLicassociatedOdefectOinOtheOdegradationOofOSLyhwgOmediatesOtheOWarburgOeffectdONatureh
CommunicationsbO2014bOkbOilfn 17.4 77

29 —pigeneticOlossOofOtheOPIWIepiRNwOmachineryOinOhumanOtesticularOtumorigenesisdOEpigeneticsbO2014bO
obOggicn 5.7 73

28 ImpairedOzIy—RgOfunctionOpromotesOstemnessOandOmetastasisOinOcolonOcancerdOOncogenebO2014bOiibOjfficgk9.2 60

27 wOsymbioticOliaisonObetweenOtheOgeneticOandOepigeneticOcodedOFrontiershinhGeneticsbO2014bOkbOggi 4.5 20

26 PromoterOhypermethylationOofOtheOphosphataseOzUSPhhOmediatesOPKwcdependentOTwUO
phosphorylationOandOyR—xOactivationOinOwlzheimerVsOdiseasedOHippocampusbO2014bOhjbOilicn 3.5 75

25 wOprognosticOzNwOmethylationOsignatureOforOstageOIOnoncsmallccellOlungOcancerdOJournalhofhClinicalh
OncologybO2013bOigbOjgjfcm 2.2 210

24 GlobalOepigenomicOreconfigurationOduringOmammalianObrainOdevelopmentdOSciencebO2013bOijgbOghimofk 33.3 1283

23 GenomecwideOzNwOmethylationOprofilingOpredictsOrelapseOinOchildhoodOxccellOacuteOlymphoblasticO
leukaemiadOBritishhJournalhofhHaematologybO2013bOglfbOjflco 4.5 28

22 —pigeneticOprofilingOjoinsOpersonalizedOcancerOmedicinedOExperthReviewhofhMolecularhDiagnosticsbO
2013bOgibOjmico 3.8 30

21 —ZHhpOanOepigeneticOgatekeeperOpromotingOlymphomagenesisdOCancerhCellbO2013bOhibOklick 24.3 15

20 zynamicsOofOzNwOmethylationOinOrecentOhumanOandOgreatOapeOevolutiondOPLoShGeneticsbO2013bOobOegffimli6 92

19 wberrantOzNwOmethylationOprofilesOinOtheOprematureOagingOdisordersOHutchinsoncGilfordOProgeriaO
andOWernerOsyndromedOEpigeneticsbO2013bOnbOhncii 5.7 84

18 zNwOmethylationOcontributesOtoOnaturalOhumanOvariationdOGenomehResearchbO2013bOhibOgilicmh 9.7 272

17 zNwOmethylationOprofilingOinObreastOcancerOdiscordantOidenticalOtwinsOidentifiesOzOKmOasOnovelO
epigeneticObiomarkerdOCarcinogenesisbO2013bOijbOgfhcn 4.6 117

16 zNwOmethylationOprofilingOinOtheOclinicpOapplicationsOandOchallengesdONaturehReviewshGeneticsbO2012bO
gibOlmocoh 30.1 579

15 zistinctOzNwOmethylomesOofOnewbornsOandOcentenariansdOProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericabO2012bOgfobOgfkhhcm 11.5 563

14 ypGOislandOhypermethylationcassociatedOsilencingOofOsmallOnucleolarORNwsOinOhumanOcancerdORNAh
BiologybO2012bOobOnngcof 4.8 45

13 WholecgenomeObisulfiteOzNwOsequencingOofOaOzNMTixOmutantOpatientdOEpigeneticsbO2012bOmbOkjhckf 5.7 59

(2012-2014)
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12 MicroRNwOmiRckjndOisOaOsuperiorOregulatorOinOpancreaticOcancerdOPancreasbO2012bOjgbOhgnchg 2.6 19

11 NovelOinsightsOintoOzNwOmethylationOfeaturesOinOspermatozoapOstabilityOandOpeculiaritiesdOPLoShONEbO
2012bOmbOejjjmo 3.7 65

10 —pigeneticOdisruptionOofOtheOPIWIOpathwayOinOhumanOspermatogenicOdisordersdOPLoShONEbO2012bOmbOejmnoh3.7 73

9 MicroRNwOmiRciikOisOcrucialOforOtheOxRywgOregulatoryOcascadeOinObreastOcancerOdevelopmentdO
InternationalhJournalhofhCancerbO2011bOghobOhmomcnfl 7.5 95

8 ValidationOofOaOzNwOmethylationOmicroarrayOforOjkfbfffOypGOsitesOinOtheOhumanOgenomedO
EpigeneticsbO2011bOlbOlohcmfh 5.7 767

7 MutationsOinOneutrophilOelastaseOcausingOcongenitalOneutropeniaOleadOtoOcytoplasmicOproteinO
accumulationOandOinductionOofOtheOunfoldedOproteinOresponsedOBloodbO2006bOgfnbOjoickff 2.2 166

6 bigSyalepOwnOwnalyticalO rameworkOforOxigcScaleOSinglecyellOzata 6

5 SamplingOartifactsOinOsingleccellOgenomicsOcohortOstudies 2

4 SPOTlightpOSeededONM OregressionOtoOzeconvoluteOSpatialOTranscriptomicsOSpotsOwithOSinglecyellOTranscriptomes17

3 wOSinglecyellOTumorOImmuneOwtlasOforOPrecisionOOncology 7

2 SinglecyellOTranscriptomicsOUnveilsOGeneORegulatoryONetworkOPlasticity 1

1 xenchmarkingOSinglecyellORNwOSequencingOProtocolsOforOyellOwtlasOProjects 13
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