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45 DevelopmentVandVValidationVofVaVThreemGeneVPrognosticVSignatureVBasedVonVTumorV
MicroenvironmentVforVGastricVCancernnVFrontierspinpGeneticslV2021lVqrlVxpqrtp 4.5 0
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40 MiRNAmMediatedVSubpathwayVIdentificationVandVNetworkVModuleVAnalysisVtoVRevealVPrognosticV
MarkersVinVHumanVPancreaticVCancernVFrontierspinpGeneticslV2020lVqqlVvpvytp 4.5 1

39 psSubpathwayzVaVsoftwareVpackageVforVflexibleVidentificationVofVphenotypemspecificVsubpathwaysVinV
cancerVprogressionnVBioinformaticslV2020lVsvlVrspsmrspu 7.2 21

38 InferenceVofVSubpathwayVActivityVProfilesVRevealsVMetabolismVAbnormalVSubpathwayVRegionsVinV
GlioblastomaVMultiformenVFrontierspinpOncologylV2020lVqplVquty 5.3

37 AVcomprehensiveVoverviewVofVoncogenicVpathwaysVinVhumanVcancernVBriefingspinpBioinformaticslV
2020lVrqlVyuwmyvy 13.4 10

36 IdentifyingVfunctionsVandVprognosticVbiomarkersVofVnetworkVmotifsVmarkedVbyVdiverseVchromatinV
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35 MetforminVattenuatesVautoimmuneVdiseaseVofVtheVneuromotorVsystemVinVanimalVmodelsVofV
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FrontierspinpGeneticslV2019lVqplVryu 4.5 11
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MendelianVRandomizationVStudynVFrontierspinpGeneticslV2019lVqplVyt 4.5 32

31 PrioritizationVofVcandidateVcancerVdrugsVbasedVonVaVdrugVfunctionalVsimilarityVnetworkVconstructedV
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30 ComputationalVMethodsVforVIdentifyingVSimilarVDiseasesnVMolecularpTherapyp-pNucleicpAcidslV2019lV
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29 SystemVlevelVcharacterizationVofVsmallVmoleculeVdrugsVandVtheirVaffectedVlongVnoncodingVRNAsnV
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28 InferenceVofVpatientmspecificVsubpathwayVactivitiesVrevealsVaVfunctionalVsignatureVassociatedVwithV
theVprognosisVofVpatientsVwithVbreastVcancernVJournalpofpCellularpandpMolecularpMedicinelV2018lVrrlVtsptmtsqv5.6 8

27 LncRNAsrPathwayszVIdentifyingVtheVpathwaysVinfluencedVbyVaVsetVofVlncRNAsVofVinterestVbasedVonVaV
globalVnetworkVpropagationVmethodnVScientificpReportslV2017lVwlVtvuvv 4.9 13

26 TheVLncRNAVConnectivityVMapzVUsingVLncRNAVSignaturesVtoVConnectVSmallVMoleculeslVLncRNAslVandV
DiseasesnVScientificpReportslV2017lVwlVvvuu 4.9 19

25 IntegrativeVPathwayVAnalysisVofVGenesVandVMetabolitesVRevealsVMetabolismVAbnormalVSubpathwayV
RegionsVandVModulesVinVEsophagealVSquamousVCellVCarcinomanVMoleculeslV2017lVrrlV 4.8 7
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SubpathwaymCorSPzVIdentificationVofVmetabolicVsubpathwaysVviaVintegratingVexpressionVcorrelationsV
andVtopologicalVfeaturesVbetweenVmetabolitesVandVgenesVofVinterestVwithinVpathwaysnVScientificp
ReportslV2016lVvlVssrvr
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23 MiRSEAzVDiscoveringVtheVpathwaysVregulatedVbyVdysfunctionalVMicroRNAsnVOncotargetlV2016lVwlVuupqrmuupru3.3 9

22 IdentificationVofVnovelVprognosticVindicatorsVforVtriplemnegativeVbreastVcancerVpatientsVthroughV
integrativeVanalysisVofVcancerVgenomicsVdataVandVproteinVinteractomeVdatanVOncotargetlV2016lVwlVwqvrpmwqvst3.3 12

21 SubpathwaymLNCEzVIdentifyVdysfunctionalVsubpathwaysVcompetitivelyVregulatedVbyVlncRNAsV
throughVintegratingVlncRNAmmRNAVexpressionVprofileVandVpathwayVtopologiesnVOncotargetlV2016lVwlVvyxuwmvyxwp3.3 16

20 IdentificationVofVaVlncRNAVinvolvedVfunctionalVmoduleVforVesophagealVcancerVsubtypesnVMolecularp
BioSystemslV2016lVqrlVssqrmssrs 9

19 AVnovelVdysregulatedVpathwaymidentificationVanalysisVbasedVonVglobalVinfluenceVofVwithinmpathwayV
effectsVandVcrosstalkVbetweenVpathwaysnVJournalpofpthepRoyalpSocietypInterfacelV2015lVqrlVrpqtpysw 4.1 11

18 IntegrativeVanalysisVofVlungVdevelopmentmcancerVexpressionVassociationsVrevealsVtheVrolesVofV
signaturesVwithVinverseVexpressionVpatternsnVMolecularpBioSystemslV2015lVqqlVqrwqmxt 7

17 PrioritizationVofVrheumatoidVarthritisVriskVsubpathwaysVbasedVonVglobalVimmuneVsubpathwayV
interactionVnetworkVandVrandomVwalkVstrategynVMolecularpBioSystemslV2015lVqqlVryxvmyw 5

16 AVglobalVviewVofVnetworkVofVlncRNAsVandVtheirVbindingVproteinsnVMolecularpBioSystemslV2015lVqqlVvuvmvs 19

15 TopologicallyVinferringVpathwayVactivityVtowardVpreciseVcancerVclassificationVviaVintegratingV
genomicVandVmetabolomicVdatazVprostateVcancerVasVaVcasenVScientificpReportslV2015lVulVqsqyr 4.9 22

14 ESEAzVDiscoveringVtheVDysregulatedVPathwaysVbasedVonVEdgeVSetVEnrichmentVAnalysisnVScientificp
ReportslV2015lVulVqsptt 4.9 23

13 GlobalVPrioritizationVofVDiseaseVCandidateVMetabolitesVBasedVonVaVMultimomicsVCompositeVNetworknV
ScientificpReportslV2015lVulVqwrpq 4.9 29

12 SubpathwaymGMirzVidentifyingVmiRNAmmediatedVmetabolicVsubpathwaysVbyVintegratingV
conditionmspecificVgeneslVmicroRNAslVandVpathwayVtopologiesnVOncotargetlV2015lVvlVsyquqmvt 3.3 18

11 TheVdetectionVofVriskVpathwayslVregulatedVbyVmiRNAslVviaVtheVintegrationVofVsamplemmatchedV
miRNAmmRNAVprofilesVandVpathwayVstructurenVJournalpofpBiomedicalpInformaticslV2014lVtylVqxwmyw 10.2 8
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10 MPINetzVmetaboliteVpathwayVidentificationVviaVcouplingVofVglobalVmetaboliteVnetworkVstructureVandV
metabolomicVprofilenVBioMedpResearchpInternationallV2014lVrpqtlVsruvyw 3 10

9 IdentificationVofVmiRNAmmediatedVcoreVgeneVmoduleVforVgliomaVpatientVpredictionVbyVintegratingV
highmthroughputVmiRNAlVmRNAVexpressionVandVpathwayVstructurenVPLoSpONElV2014lVylVeyvypx 3.7 23

8 PrioritizingVcandidateVdiseaseVmetabolitesVbasedVonVglobalVfunctionalVrelationshipsVbetweenV
metabolitesVinVtheVcontextVofVmetabolicVpathwaysnVPLoSpONElV2014lVylVeqptyst 3.7 17

7 TopologicallyVinferringVriskmactiveVpathwaysVtowardVpreciseVcancerVclassificationVbyVdirectedV
randomVwalknVBioinformaticslV2013lVrylVrqvymww 7.2 46

6 SubpathwaymGMzVidentificationVofVmetabolicVsubpathwaysVviaVjointVpowerVofVinterestingVgenesVandV
metabolitesVandVtheirVtopologiesVwithinVpathwaysnVNucleicpAcidspResearchlV2013lVtqlVeqpq 20.1 85

5 DissectionVofVmiRNAmmiRNAVinteractionVinVesophagealVsquamousVcellVcarcinomanVPLoSpONElV2013lVxlVewsqyq3.7 24

4 IdentifyingVdiseaseVrelatedVsubmpathwaysVforVanalysisVofVgenomemwideVassociationVstudiesnVGenelV
2012lVupslVqpqmy 3.8 14

3 CharacterizingVtheVnetworkVofVdrugsVandVtheirVaffectedVmetabolicVsubpathwaysnVPLoSpONElV2012lVwlVetwsrv3.7 26

2 TheVimplicationsVofVrelationshipsVbetweenVhumanVdiseasesVandVmetabolicVsubpathwaysnVPLoSpONElV
2011lVvlVerqqsq 3.7 39

1 SubpathwayMinerzVaVsoftwareVpackageVforVflexibleVidentificationVofVpathwaysnVNucleicpAcidsp
ResearchlV2009lVswlVeqsq 20.1 143
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