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j Paper IF Citations

112 tompleteLgenomeLsequenceLandLidentificationLofLpolyunsaturatedLfattyLacidLbiosynthesisLgenesLofL
theLmyxobacteriumLβinicystisLroseaLuSβLceaaaZLBMCiGenomicsXL2021XLccXLgff 4.5 2

111 βetagenomicsLanalysisLrevealsLfeaturesLuniqueLtoLzndianLdistalLgutLmicrobiotaZLPLoSiONEXL2020XLbfXLeacdbbjh3.7 9

110
TaxonomicLinsightsLintoLtheLphylogenyLofLsacillusLbadiusLandLproposalLforLitsLreclassificationLtoLtheL
genusLPseudobacillusLasLPseudobacillusLbadiusLcombZLnovZLandLreclassificationLofLsacillusL
wudalianchiensisLαiuLetLalZXLcabhLasLPseudobacillusLwudalianchiensisLcombZLnovZLSystematiciandi
AppliediMicrobiologyXL2019XLecXLdgaYdhc

4.2 3

109 tompositeLgenomeLsequenceLofLsacillusLclausiiXLaLprobioticLcommerciallyLavailableLasL
vnterogerminaXLandLinsightsLintoLitsLprobioticLpropertiesZLBMCiMicrobiologyXL2019XLbjXLdah 4.5 17

108 vvolutionaryLconvergenceLandLdivergenceLinLarchaealLchromosomalLproteinsLandLthromoYlikeL
domainsLfromLbacteriaLandLeukaryotesZLScientificiReportsXL2018XLiXLgbjg 4.9 12

107 vvolutionaryLrelationshipLbetweenLtheLcysteineLandLhistidineLrichLdomainsLTtyORusULandLstkYtypeL
zincLfingersZLBioinformaticsXL2018XLdeXLbjibYbjif 7.2 1

106 tomparativeLxenomicsLofLβyxobacterialLthemosensoryLSystemsZLJournaliofiBacteriologyXL2018XL
caaXL 3.5 7

105 rblationLofLRγrLinterferenceLandLretrotransposonsLaccompanyLacquisitionLandLevolutionLofL
transposasesLtoLheterochromatinLproteinLtvγPsZLMoleculariBiologyiofitheiCellXL2017XLciXLbbdcYbbeg 3.5 9

104 UnravellingLtheLtompleteLxenomeLofLrrchangiumLgephyraLuSβLccgbTLandLvvolutionaryLznsightsL
intoLβyxobacterialLthitinasesZLGenomeiBiologyiandiEvolutionXL2017XLjXLbdaeYbdbb 3.9 21

103 tompleteLgenomeLsequenceLandLcomparativeLgenomicsLofLtheLprobioticLyeastLSaccharomycesL
boulardiiZLScientificiReportsXL2017XLhXLdhb 4.9 55

102 vvolutionaryLanalysisLofLaLnovelLzincLribbonLinLtheLγYterminalLregionLofLthreonineLsynthaseZLCelli
CycleXL2017XLbgXLbjbiYbjcg 4.7 3

101
vxaminationLintoLtheLtaxonomicLpositionLofLsacillusLthermotoleransLYangLetLalZXLcabdXLproposalLforL
itsLreclassificationLintoLaLnewLgenusLandLspeciesLQuasibacillusLthermotoleransLgenZLnovZXLcombZLnovZL
andLreclassificationLofLsZLencimensisLuastagerLetLalZXLcabfLasLaLlaterLheterotypicLsynonymLofLsZL
badiusZLSystematiciandiAppliediMicrobiologyXL2017XLeaXLebbYecc

4.2 4

100 zdentificationLofLnovelLsmallLRγrsLinLÅtYabLexpressedLunderLironLlimitationLandLoxidativeLstressL
conditionsZLMicrobiologyitUnitediKingdomuXL2017XLbgdXLbjceYbjdg 2.9 12

99 tompleteLxenomeLofLtheLStarchYuegradingLβyxobacteriaLSandaracinusLamylolyticusLuSβLfdggiTZL
GenomeiBiologyiandiEvolutionXL2016XLiXLcfcaYj 3.9 34

98 xenomeLsequenceLandLcomparativeLanalysisLofLclavicipitaceousLinsectYpathogenicLfungusL
rschersoniaLbadiaLwithLβetarhiziumLsppZLBMCiGenomicsXL2016XLbhXLdgh 4.5 9

97 vvolutionaryLrelationshipsLbetweenLhemeYbindingLferredoxinL˛–LWL˛†LbarrelsZLBMCiBioinformaticsXL
2016XLbhXLbgi 3.6 6

96 tompleteLxenomeLSequenceLandLtomparativeLxenomicsLofLaLγovelLβyxobacteriumLβyxococcusL
hansupusZLPLoSiONEXL2016XLbbXLeabeifjd 3.7 23

Srikrishna Subramanian

2



95 tompleteLxenomesLofLsacillusLcoagulansLSYlacLandLsacillusLsubtilisLTOYrL|PtXLTwoLPhylogeneticallyL
uistinctLProbioticsZLPLoSiONEXL2016XLbbXLeabfghef 3.7 27

94 tlassificationLofLtheLtrebleLclefLzincLfingerkLnoteworthyLlessonsLforLstructureLandLfunctionL
evolutionZLScientificiReportsXL2016XLgXLdcaha 4.9 13

93 rnLatypicalLsegmentLswapLinLtheLuγLandLutLdomainsLofLtheLrcr_tranLfamilyL
resistanceYnodulationYcellLdivisionLpumpZLJournaliofiStructuraliBiologyXL2016XLbjgXLdfiYdgd 3.4

92 TheLinsertionLdomainLbLofLclassLzzrLdimericLglycylYtRγrLsynthetaseLisLaLrubredoxinYlikeLzincLribbonZL
JournaliofiStructuraliBiologyXL2015XLbjaXLdiYeg 3.4 5

91 xenomeLsequenceXLcomparativeLanalysisXLandLevolutionaryLinsightsLintoLchitinasesLofL
entomopathogenicLfungusLyirsutellaLthompsoniiZLGenomeiBiologyiandiEvolutionXL2015XLhXLjbgYda 3.9 30

90 TheLÅuYβarLzincLfingerkLrLsegmentYswappedLzincLribbonLinLβarRYlikeLtranscriptionLregulatorsL
relatedLtoLtheLÅuLbridgeZLJournaliofiStructuraliBiologyXL2015XLbjbXLcibYj 3.4 4

89 rLnovelLRzγxLfingerLinLtheLtYterminalLdomainLofLtheLcoatomerLproteinL˛–YtOPZLBiologyiDirectXL2015XL
baXLha 7.2 4

88 TheLUsRYboxLandLitsLrelationshipLtoLbinuclearLRzγxYlikeLtrebleLclefLzincLfingersZLBiologyiDirectXL2015XL
baXLdg 7.2 5

87 PrevalenceLofLtheLwYtypeLlectinLdomainZLGlycobiologyXL2015XLcfXLiiiYjab 5.8 22

86 RepurposingLTRrSykLemergenceLofLtheLenzymeLorganomercurialLlyaseLfromLaLnonYcatalyticLzincL
fingerLscaffoldZLJournaliofiStructuraliBiologyXL2014XLbiiXLbgYcb 3.4 10

85 xenomeLsequencingLandLannotationLofLrcinetobacterLgyllenbergiiLstrainLβTttLbbdgfTTUZLGenomicsi
DataXL2014XLcXLeYg 1

84 xenomeLsequencingLandLannotationLofLrcinetobacterLgerneriLstrainLβTttLjiceTTUZLGenomicsiDataXL
2014XLcXLhYj 0

83 xenomeLsequencingLandLannotationLofLrcinetobacterLjuniiLstrainLβTttLbbdgeZLGenomicsiDataXL2014
XLcXLbdYf 1

82 xenomeLsequencingLandLannotationLofLrcinetobacterLguillouiaeLstrainLβSPLeYbiZLGenomicsiDataXL
2014XLcXLbYd

81 xenomeLsequencingLandLannotationLofLrcinetobacterLhaemolyticusLstrainLβTttLjibjTTUZLGenomicsi
DataXL2014XLcXLbaYc 2

80 xenomeLsequencingLandLannotationLofLrmycolatopsisLazureaLuSβLedifeTTUZLGenomicsiDataXL2014XL
cXLeeYf 3

79 uraftLxenomeLSequenceLofLÅocuriaLpalustrisLPvαZLGenomeiAnnouncementsXL2014XLcXL 2

78 xrimontiaLindicaLrÅbgTTUXLspZLnovZXLisolatedLfromLaLseawaterLsampleLreportsLtheLpresenceLofL
pathogenicLgenesLsimilarLtoLVibrioLgenusZLPLoSiONEXL2014XLjXLeiffja 3.7 4

(2014-2016)
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77 vvidenceLofLaLnewLmetabolicLcapacityLinLanLemergingLdiarrhealLpathogenkLlessonsLfromLtheLdraftL
genomesLofLVibrioLfluvialisLstrainsLPxebLandLzcbfgdZLGutiPathogensXL2013XLfXLca 5.4 4

76 uraftLxenomeLSequenceLofLtheLOpportunisticLyumanLPathogenLβorganellaLmorganiiLStabZLGenomei
AnnouncementsXL2013XLbXL 5

75 uraftLxenomeLSequenceLofLaLPlantLxrowthYPromotingLRhizobacteriumXLSerratiaLfonticolaLStrainL
rUYPdTdUZLGenomeiAnnouncementsXL2013XLbXL 6

74 uraftLxenomeLSequenceLofLPlantLxrowthYPromotingLRhizobacteriumLPantoeaLspZLStrainL
rSYPWVβeZLGenomeiAnnouncementsXL2013XLbXL 3

73 uraftLxenomeLSequenceLofLPlantYxrowthYPromotingLRhizobacteriumLSerratiaLfonticolaLStrainL
rUYrPctXLzsolatedLfromLtheLPeaLRhizosphereZLGenomeiAnnouncementsXL2013XLbXL 2

72 uraftLxenomeLSequenceLofLanLrlphaproteobacteriumXLtaenispirillumLsalinarumLrÅeTTUXLzsolatedL
fromLaLSolarLSalternZLGenomeiAnnouncementsXL2013XLbXL 1

71 xleaningLevolutionaryLinsightsLfromLtheLgenomeLsequenceLofLaLprobioticLyeastLSaccharomycesL
boulardiiZLGutiPathogensXL2013XLfXLda 5.4 14

70 vthanolamineLutilizationLinLVibrioLalginolyticusZLBiologyiDirectXL2012XLhXLeflLdiscussionLef 7.2 7

69 xenomeLsequenceLofLtheLhalotolerantLbacteriumLzmtechellaLhalotoleransLÅbTZLJournaliofi
BacteriologyXL2012XLbjeXLdhdb 3.5 3

68 xenomeLsequenceLofLtheLmarineLbacteriumLβarinilabiliaLsalmonicolorL|tβLcbbfaTZLJournaliofi
BacteriologyXL2012XLbjeXLdheg 3.5 5

67 uraftLgenomeLsequenceLofLRhodovulumLspZLstrainLPybaXLaLphototrophicLalphaproteobacteriumL
isolatedLfromLaLsoilLsampleLofLmangroveLofLγamkhanaXLzndiaZLJournaliofiBacteriologyXL2012XLbjeXLgdgd 3.5 3

66 uraftLgenomeLsequenceLofLtheLnitrophenolYdegradingLactinomyceteLRhodococcusLimtechensisL
RÅ|daaZLJournaliofiBacteriologyXL2012XLbjeXLdfed 3.5 11

65 TheLbridgeYregionLofLtheLÅuLsuperfamilyLisLanLatypicalLzincLribbonLdomainZLJournaliofiStructurali
BiologyXL2010XLbhcXLcjeYj 3.4 13

64 sacterialLpleckstrinLhomologyLdomainskLaLprokaryoticLoriginLforLtheLPyLdomainZLJournaliofiMoleculari
BiologyXL2010XLdjgXLdbYeg 6.5 25

63 trystalLstructureLofLtheLfirstLeubacterialLβrebbLnucleaseLrevealsLnovelLfeaturesLthatLmayL
discriminateLsubstratesLduringLuγrLrepairZLJournaliofiMoleculariBiologyXL2010XLdjhXLgehYgd 6.5 37

62
TheLstructureLofLÅPγadfdfLTgi|bfcjhcafbUXLaLnovelLputativeLlipoproteinLfromLÅlebsiellaL
pneumoniaeXLrevealsLanLOsYfoldZLActaiCrystallographicaiSectioniF:iStructuraliBiologyi
CommunicationsXL2010XLggXLbcfeYga

3

61
tonformationalLchangesLassociatedLwithLtheLbindingLofLzincLacetateLatLtheLputativeLactiveLsiteLofL
XcTcm|XLaLcupinLfromLXanthomonasLcampestrisLpvZLcampestrisZLActaiCrystallographicaiSectioniF:i
StructuraliBiologyiCommunicationsXL2010XLggXLbdehYfd

4

60 StructureLofLanLessentialLbacterialLproteinLYeaZLTTβaiheULfromLThermotogaLmaritimaLatLcZfLˆ�L
resolutionZLActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbcdaYg 14
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59
TheLstructureLofLtheLfirstLrepresentativeLofLPfamLfamilyLPwajidgLrevealsLaLtwoYdomainL
organizationLandLsuggestsLinvolvementLinLtranscriptionalLregulationZLActaiCrystallographicaiSectioni
F:iStructuraliBiologyiCommunicationsXL2010XLggXLbbheYib

7

58
TheLstructureLofLtheLfirstLrepresentativeLofLPfamLfamilyLPwagehfLrevealsLaLnewLfoldLwithLpossibleL
involvementLinLglycolipidLmetabolismZLActaiCrystallographicaiSectioniF:iStructuraliBiologyi
CommunicationsXL2010XLggXLbcbbYh

8

57
StructureLofLαPcbhjXLtheLfirstLrepresentativeLofLPfamLfamilyLPwaiiggXLsuggestsLaLnewLfoldLwithLaL
roleLinLaminoYacidLmetabolismZLActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL
2010XLggXLbcafYba

2

56
TheLstructureLofL|ann_cebbLTuUwbehaULfromL|annaschiaLspZLatLbZefLˆ�LresolutionLrevealsLaLnewLfoldL
TtheLrsrTvLdomainULandLsuggestsLitsLpossibleLroleLasLaLtranscriptionLregulatorZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbbjiYcae

9

55
StructureLofLtheLfirstLrepresentativeLofLPfamLfamilyLPwajebaLTuUwcaagULrevealsLaLstructuralL
signatureLofLtheLcalycinLsuperfamilyLthatLsuggestsLaLroleLinLlipidLmetabolismZLActaiCrystallographicai
SectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbbfdYj

15

54
OpenLandLclosedLconformationsLofLtwoLSpozzrrYlikeLproteinsLTYP_hejchfZbLandLYP_aabajfcchZbUL
provideLinsightsLintoLmembraneLassociationLandLligandLbindingZLActaiCrystallographicaiSectioniF:i
StructuraliBiologyiCommunicationsXL2010XLggXLbcefYfd

8

53
TheLstructureLofLsVUcjihLfromLsacteroidesLvulgatusLrevealsLaLsuperfamilyLofLbacterialLperiplasmicL
proteinsLwithLpossibleLinhibitoryLfunctionZLActaiCrystallographicaiSectioniF:iStructuraliBiologyi
CommunicationsXL2010XLggXLbcgfYhd

6

52
StructuresLofLtheLfirstLrepresentativesLofLPfamLfamilyLPwagjdiLTuUwbcifULrevealLaLnewLfoldLwithL
repeatedLstructuralLmotifsLandLpossibleLinvolvementLinLsignalLtransductionZLActaiCrystallographicai
SectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbcbiYcf

7

51
StructuresLofLtheLfirstLrepresentativesLofLPfamLfamilyLPwaggieLTuUwbbifULrevealLaLnovelLvariantLofL
theLsacillusLchorismateLmutaseLfoldLandLsuggestLaLroleLinLaminoYacidLmetabolismZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbbicYj

2

50
TheLstructureLofLSSOcageXLtheLfirstLrepresentativeLofLPfamLfamilyLPwabhjgXLrevealsLaLnovelL
twoYdomainLzincYribbonLOsYfoldLarchitectureLwithLaLpotentialLacylYtorYbindingLroleZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbbgaYg

15

49
rLconservedLfoldLforLfimbrialLcomponentsLrevealedLbyLtheLcrystalLstructureLofLaLputativeLfimbrialL
assemblyLproteinLTsTbagcULfromLsacteroidesLthetaiotaomicronLatLcZcLˆ�LresolutionZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbcibYg

8

48
StructureLofLtheLfirstLrepresentativeLofLPfamLfamilyLPwaeabgLTuUwdgeULrevealsLenolaseLandL
RossmannYlikeLfoldsLthatLcombineLtoLformLaLuniqueLactiveLsiteLwithLaLpossibleLroleLinLheavyYmetalL
chelationZLActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbbghYhd

3

47
StructuresLofLthreeLmembersLofLPfamLPwacggdLTwmdvULimplicatedLinLmicrobialLmethanogenesisL
revealLaLconservedL˛–W˛†LcoreLdomainLandLanLauxiliaryLtYterminalLtrebleYclefLzincLfingerZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbddfYeg

7

46
StructureLofLtheL˛‡YuYglutamylYαYdiaminoLacidLendopeptidaseLYkftLfromLsacillusLcereusLinLcomplexL
withLαYrlaY˛‡YuYxlukLinsightsLintoLsubstrateLrecognitionLbyLγlpt_PgaLcysteineLpeptidasesZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbdfeYge

45

45
TheLstructureLofLyaemophilusLinfluenzaeLprephenateLdehydrogenaseLsuggestsLuniqueLfeaturesLofL
bifunctionalLTyrrLenzymesZLActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL
2010XLggXLbdbhYcf

9

44
StructureLofLaLmembraneYattackLcomplex_perforinLTβrtPwULfamilyLproteinLfromLtheLhumanLgutL
symbiontLsacteroidesLthetaiotaomicronZLActaiCrystallographicaiSectioniF:iStructuraliBiologyi
CommunicationsXL2010XLggXLbcjhYdaf

26

43 StructureLofLaLputativeLγTPLpyrophosphohydrolasekLYP_aabibdffiZbLfromLvxiguobacteriumL
sibiricumLcffYbfZLActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbcdhYee 2

42
StructureLofLsacteroidesLthetaiotaomicronLsTcaibLatLcZafLˆ�LresolutionkLtheLfirstLstructuralL
representativeLofLaLnewLproteinLfamilyLthatLmayLplayLaLroleLinLcarbohydrateLmetabolismZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbcihYjg

1

(2010-2010)
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41 StructureLofLsT_djieXLaLmemberLofLtheLSusu_RagsLfamilyLofLnutrientYbindingLmoleculesZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbcheYia 9

40
TOPSrγkLuseLofLaLcollaborativeLenvironmentLforLannotatingXLanalyzingLandLdisseminatingLdataLonL
|tSxLandLPSzLstructuresZLActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XL
ggXLbbedYh

33

39 StructureLofLaLtryptophanylYtRγrLsynthetaseLcontainingLanLironYsulfurLclusterZLActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsXL2010XLggXLbdcgYde 16

38 TheLcrystalLstructureLofLaLbacterialLSufuYlikeLproteinLdefinesLaLnovelLgroupLofLbacterialLproteinsLthatL
areLsimilarLtoLtheLγYterminalLdomainLofLhumanLSufuZLProteiniScienceXL2010XLbjXLcbdbYea 6.3 12

37 StructuralLandLfunctionalLcharacterizationsLofLSsgsXLaLconservedLactivatorLofLdevelopmentalLcellL
divisionLinLmorphologicallyLcomplexLactinomycetesZLJournaliofiBiologicaliChemistryXL2009XLcieXLcfcgiYhj 5.4 17

36 vxplorationLofLunchartedLregionsLofLtheLproteinLuniverseZLPLoSiBiologyXL2009XLhXLebaaacaf 9.7 98

35 StructuralLbasisLofLmureinLpeptideLspecificityLofLaLgammaYuYglutamylYlYdiaminoLacidLendopeptidaseZL
StructureXL2009XLbhXLdadYbd 5.2 57

34 trystalLstructureLofLaLnovelLarchaealLrrrWLrTPaseLSSObfefLfromLSulfolobusLsolfataricusZLProteins:i
Structure,iFunctioniandiBioinformaticsXL2009XLheXLbaebYj 4.2 8

33
trystalLstructureLofLtheLwicLTwilamentationLinducedLbyLcrβPULfamilyLproteinLSOecggLTgi|cedhfhfaUL
fromLShewanellaLoneidensisLβRYbLatLbZgLrLresolutionZLProteins:iStructure,iFunctioniandi
BioinformaticsXL2009XLhfXLcgeYhb

4.2 19

32 trystalLstructureLofLaLnovelLSmYlikeLproteinLofLputativeLcyanophageLoriginLatLcZgaLrLresolutionZL
Proteins:iStructure,iFunctioniandiBioinformaticsXL2009XLhfXLcjgYdah 4.2 14

31 trystalLstructureLofLhistidineLphosphotransferLproteinLShprXLanLessentialLregulatorLofLstalkL
biogenesisLinLtaulobacterLcrescentusZLJournaliofiMoleculariBiologyXL2009XLdjaXLgigYji 6.5 12

30 trystalLstructureLofLrztrRLtransformylaseLzβPLcyclohydrolaseLTTβbcejULfromLThermotogaL
maritimaLatLbZiiLrLresolutionZLProteins:iStructure,iFunctioniandiBioinformaticsXL2008XLhbXLbaecYj 4.2 6

29
trystalLstructureLofLanLruPYribosylatedLproteinLwithLaLcytidineLdeaminaseYlikeLfoldXLbutLunknownL
functionLTTβbfagUXLfromLThermotogaLmaritimaLatLcZhaLrLresolutionZLProteins:iStructure,iFunctioni
andiBioinformaticsXL2008XLhbXLbfegYfc

4.2 6

28 trystalLstructuresLofLβWbddhRLandLlincaaekLrepresentativesLofLaLnovelLproteinLfamilyLthatLadoptLaL
fourYhelicalLbundleLfoldZLProteins:iStructure,iFunctioniandiBioinformaticsXL2008XLhbXLbfijYjg 4.2 3

27 trystalLstructureLofLhomoserineLOYsuccinyltransferaseLfromLsacillusLcereusLatLcZeLrLresolutionZL
Proteins:iStructure,iFunctioniandiBioinformaticsXL2007XLgiXLjjjYbaaf 4.2 11

26 trystalLstructureLofLaLtranscriptionLregulatorLTTβbgacULfromLThermotogaLmaritimaLatLcZdLrL
resolutionZLProteins:iStructure,iFunctioniandiBioinformaticsXL2007XLghXLcehYfc 4.2 5

25
trystalLstructureLofLγβrbjicLfromLγeisseriaLmeningitidisLatLbZfLangstromsLresolutionLprovidesLaL
structuralLscaffoldLforLnonclassicalXLeukaryoticYlikeLphosphatasesZLProteins:iStructure,iFunctioniandi
BioinformaticsXL2007XLgjXLebfYcb

4.2 7

24 trystalLstructuresLofLtwoLnovelLdyeYdecolorizingLperoxidasesLrevealLaLbetaYbarrelLfoldLwithLaL
conservedLhemeYbindingLmotifZLProteins:iStructure,iFunctioniandiBioinformaticsXL2007XLgjXLccdYdd 4.2 68
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23
trystalLstructureLofLβtnXLphosphataseLfromLsacillusLsubtilisLatLcZaLangstromsLresolutionLprovidesLaL
structuralLbasisLforLbipartiteLphosphomonoesterLhydrolysisLofL
cYhydroxyYdYketoYfYmethylthiopentenylYbYphosphateZLProteins:iStructure,iFunctioniandi
BioinformaticsXL2007XLgjXLeddYj

4.2 6

22 zdentificationLandLstructuralLcharacterizationLofLhemeLbindingLinLaLnovelLdyeYdecolorizingL
peroxidaseXLTyrrZLProteins:iStructure,iFunctioniandiBioinformaticsXL2007XLgjXLcdeYed 4.2 61

21 RepresentingLandLcomparingLproteinLstructuresLasLpathsLinLthreeYdimensionalLspaceZLBMCi
BioinformaticsXL2006XLhXLega 3.6 9

20 StructuralLclassificationLofLsmallXLdisulfideYrichLproteinLdomainsZLJournaliofiMoleculariBiologyXL2006XL
dfjXLcbfYdh 6.5 80

19 rLtaleLofLtwoLferredoxinskLsequenceLsimilarityLandLstructuralLdifferencesZLBMCiStructuraliBiologyXL
2006XLgXLi 2.7 21

18 trystalLstructureLofLphosphoribosylformylglycinamidineLsynthaseLzzLTsmPurαULfromLThermotogaL
maritimaLatLcZbfLrLresolutionZLProteins:iStructure,iFunctioniandiBioinformaticsXL2006XLgdXLbbagYbb 4.2 7

17 trystalLstructureLofLaLsingleYstrandedLuγrYbindingLproteinLTTβagaeULfromLThermotogaLmaritimaLatL
cZgaLrLresolutionZLProteins:iStructure,iFunctioniandiBioinformaticsXL2006XLgdXLcfgYga 4.2 13

16
trystalLstructureLofLTβbdghLfromLThermotogaLmaritimaLatLbZjaLrLresolutionLrevealsLanLatypicalL
memberLofLtheLcyclophilinLTpeptidylprolylLisomeraseULfoldZLProteins:iStructure,iFunctioniandi
BioinformaticsXL2006XLgdXLbbbcYi

4.2 6

15 trystalLstructureLofLacireductoneLdioxygenaseLTrRuULfromLβusLmusculusLatLcZagLangstromL
resolutionZLProteins:iStructure,iFunctioniandiBioinformaticsXL2006XLgeXLiaiYbd 4.2 25

14
trystalLstructureLofLcYphosphosulfolactateLphosphataseLTtomsULfromLtlostridiumLacetobutylicumL
atLcZgLrLresolutionLrevealsLaLnewLfoldLwithLaLnovelLactiveLsiteZLProteins:iStructure,iFunctioniandi
BioinformaticsXL2006XLgfXLhhbYg

4.2 3

13
trystalLstructureLofLanLORwanLproteinLTTβbgccULfromLThermotogaLmaritimaLatLbZhfLrLresolutionL
revealsLaLfoldLsimilarLtoLtheLRanYbindingLproteinLβogbpZLProteins:iStructure,iFunctioniandi
BioinformaticsXL2006XLgfXLhhhYic

4.2 7

12
trystalLstructureLofLphosphoribosylformylYglycinamidineLsynthaseLzzXLPurSLsubunitLTTβbceeULfromL
ThermotogaLmaritimaLatLbZjaLrLresolutionZLProteins:iStructure,iFunctioniandiBioinformaticsXL2006XL
gfXLcejYfe

4.2 6

11 trystalLstructureLofLaLglycerateLkinaseLTTβbfifULfromLThermotogaLmaritimaLatLcZhaLrLresolutionL
revealsLaLnewLfoldZLProteins:iStructure,iFunctioniandiBioinformaticsXL2006XLgfXLcedYi 4.2 10

10
tomparativeLstructuralLanalysisLofLaLnovelLglutathioneSYtransferaseLTrTUffaiULfromL
rgrobacteriumLtumefaciensLatLcZaLrLresolutionZLProteins:iStructure,iFunctioniandiBioinformaticsXL
2006XLgfXLfchYdh

4.2 8

9 PrαSSvkLaLprogramLtoLdelineateLlinearLsecondaryLstructuralLelementsLfromLproteinLstructuresZLBMCi
BioinformaticsXL2005XLgXLcac 3.6 48

8 StructuralLdriftkLaLpossibleLpathLtoLproteinLfoldLchangeZLBioinformaticsXL2005XLcbXLbdaiYba 7.2 61

7 eStOPmapkLautomatedLassignmentLofLproteinLstructuresLtoLevolutionaryLsuperfamiliesZLBMCi
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