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i Paper IF Citations

300 VariantJlandscapeJofJtheJRYRaJgeneJbasedJonJwholeJgenomeJsequencingJofJtheJSingaporeanJ
populationXXJScientificcReportsVJ2022VJabVJedbi 4.9

299 αappingJgenomicJlociJimplicatesJgenesJandJsynapticJbiologyJinJschizophreniaXXJNatureVJ2022VJ 50.4 35

298 αultipleJenvironmentalJexposuresJandJobesityJinJeasternJshinajJqnJindividualJexposureJevaluationJ
modelXXJChemosphereVJ2022VJacdcaf 8.4 0

297 qJpolygenicJriskJscoreJforJnasopharyngealJcarcinomaJshowsJpotentialJforJriskJstratificationJandJ
personalizedJscreeningXXJNaturecCommunicationsVJ2022VJacVJaiff 17.4 0

296 αultiWancestryJgeneticJstudyJofJtypeJbJdiabetesJhighlightsJtheJpowerJofJdiverseJpopulationsJforJ
discoveryJandJtranslationXXJNaturecGeneticsVJ2022VJ 36.3 7

295 weneticJassociationsJwithJhealthyJageingJamongJshineseJadultsJ2022VJhVJ

294 ymprovingJpolygenicJpredictionJinJancestrallyJdiverseJpopulationsXXJNaturecGeneticsVJ2022VJedVJegcWehZ 36.3 5

293 tifferentialJandJsharedJgeneticJeffectsJonJkidneyJfunctionJbetweenJdiabeticJandJnonWdiabeticJ
individualsXJCommunicationscBiologyVJ2022VJeVJ 6.7 1

292 weneWeducationalJattainmentJinteractionsJinJaJmultiWancestryJgenomeWwideJmetaWanalysisJidentifyJ
novelJbloodJpressureJlociXJMolecularcPsychiatryVJ2021VJbfVJbaaaWbabe 15.1 3

291 TheJpowerJofJgeneticJdiversityJinJgenomeWwideJassociationJstudiesJofJlipidsXJNatureVJ2021VJ 50.4 24

290 ydentificationJofJThreeJδovelJSusceptibilityJ ociJforJynflammatoryJrowelJtiseaseJinJ–oreansJinJanJ
uxtendedJwenomeWWideJqssociationJStudyXJJournalcofcCrohnkscandcColitisVJ2021VJaeVJahihWaiZg 1.5 0

289 ObservedJuxtremeJqirâ��SeaJxeatJvluxJVariationsJduringJThreeJTropicalJsyclonesJinJtheJTropicalJ
SoutheasternJyndianJOceanXJJournalcofcClimateVJ2021VJcdVJcfhcWcgZe 4.4 0

288  owJfrequencyJvariantsJassociatedJwithJleukocyteJtelomereJlengthJinJtheJSingaporeJshineseJ
populationXJCommunicationscBiologyVJ2021VJdVJeai 6.7 2

287 TheJtransWancestralJgenomicJarchitectureJofJglycemicJtraitsXJNaturecGeneticsVJ2021VJecVJhdZWhfZ 36.3 44

286 teterminantsJofJpenetranceJandJvariableJexpressivityJinJmonogenicJmetabolicJconditionsJacrossJ
ggVahdJexomesXJNaturecCommunicationsVJ2021VJabVJceZe 17.4 5

285 TheJassociationJofJgeneticallyJdeterminedJserumJglycineJwithJcardiovascularJriskJinJuastJqsiansXJ
NutritionpcMetabolismcandcCardiovascularcDiseasesVJ2021VJcaVJahdZWahdd 4.5 0

284 UsingJoffWtargetJdataJfromJwholeWexomeJsequencingJtoJimproveJgenotypingJaccuracyVJassociationJ
analysisJandJpolygenicJriskJpredictionXJBriefingscincBioinformaticsVJ2021VJbbVJ 13.4 3

Jianjun Liu

2



283 αidlifeJ eukocyteJTelomereJ engthJasJanJyndicatorJforJxandgripJStrengthJinJ ateJ ifeXJJournalscofc
GerontologycrcSeriescAcBiologicalcSciencescandcMedicalcSciencesVJ2021VJgfVJagbWage 6.4 1

282
tiscoveryJofJδovelJweneticJRiskJ ociJforJqcuteJsentralJSerousJshorioretinopathyJandJweneticJ
PleiotropicJuffectJWithJqgeWRelatedJαacularJtegenerationXJFrontierscincCellcandcDevelopmentalc
BiologyVJ2021VJiVJfifhhe

5.7 1

281 qJcomprehensiveJriskJscoreJforJeffectiveJriskJstratificationJandJscreeningJofJnasopharyngealJ
carcinomaXJNaturecCommunicationsVJ2021VJabVJeahi 17.4 5

280 x qJslassWyyWRestrictedJsthJTJsellsJsontributeJtoJtheJPromiscuousJymmuneJResponseJinJ
tapsoneWxypersensitiveJPatientsXJJournalcofcInvestigativecDermatologyVJ2021VJadaVJbdabWbdbeXeb 4.3 4

279 ydentificationJofJtypeJbJdiabetesJlociJinJdccVedZJuastJqsianJindividualsXJNatureVJ2020VJehbVJbdZWbde 50.4 89

278
uxpressionJQuantitativeJTraitJ ociJReQT SJαappingJinJ–oreanJPatientsJWithJsrohnQsJtiseaseJandJ
ydentificationJofJPotentialJsausalJwenesJThroughJyntegrationJWithJtiseaseJqssociationsXJFrontierscinc
GeneticsVJ2020VJaaVJdhf

4.5 4

277 wermlineJPolymorphismsJandJ engthJofJSurvivalJofJδasopharyngealJsarcinomajJqnJuxomeWWideJ
qssociationJStudyJinJαultipleJsohortsXJAdvancedcScienceVJ2020VJgVJaiZcgbg 13.6 4

276
PlasmaJosteoprotegerinJasJaJbiomarkerJofJpoorJglycaemicJcontrolJthatJpredictsJprogressionJofJ
albuminuriaJinJtypeJbJdiabetesJmellitusjJqJcWyearJlongitudinalJcohortJstudyXJDiabetescResearchcandc
ClinicalcPracticeVJ2020VJafaVJaZgiib

7.4 1

275 qssociationJofJvariantsJwithJhemoglobinJqacJandJimpactJonJdiabetesJdiagnosisJinJuastJqsianJ
individualsXJBMJcOpencDiabetescResearchcandcCareVJ2020VJhVJ 4.5 7

274 ValidationJstudyJofJx qWrTacjZaJasJaJbiomarkerJofJdapsoneJhypersensitivityJsyndromeJinJleprosyJ
patientsJinJyndonesiaXJPLoScNeglectedcTropicalcDiseasesVJ2020VJadVJeZZZhgdf 4.8 5

273 weneticJliabilityJinJindividualsJatJultraWhighJriskJofJpsychosisjJqJcomparisonJstudyJofJiJpsychiatricJ
traitsXJPLoScONEVJ2020VJaeVJeZbdcaZd 3.7 1

272
ynteractionJbetweenJaJhaptoglobinJgeneticJvariantJandJcoronaryJarteryJdiseaseJRsqtSJriskJfactorsJ
onJsqtJseverityJinJSingaporeanJshineseJpopulationXJMolecularcGeneticsciamp;cGenomiccMedicineVJ
2020VJhVJeadeZ

2.3 1

271 uffectJofJplasmaJpolyunsaturatedJfattyJacidJlevelsJonJleukocyteJtelomereJlengthsJinJtheJ
SingaporeanJshineseJpopulationXJNutritioncJournalVJ2020VJaiVJaai 4.3 3

270 wenomeWWideJqssociationJforJxbqacJinJαalayJydentifiedJteletionJonJS sdqaJthatJynfluencesJxbqacJ
yndependentJofJwlycemiaXJJournalcofcClinicalcEndocrinologycandcMetabolismVJ2020VJaZeVJ 5.6 4

269 yTP–rJandJZδvahdJareJassociatedJwithJParkinsonQsJdiseaseJriskJinJuastJqsiansXJNeurobiologycofcAging
VJ2020VJhfVJbZaXeaeWbZaXeag 5.6 2

268 qnalysisJofJdgJδonWαxsJqnkylosingJSpondylitisJSusceptibilityJ ociJRegardingJqssociatedJVariantsJ
acrossJWhitesJandJxanJshineseXJJournalcofcRheumatologyVJ2020VJdgVJfgdWfha 4.1 1

267 TuberculosisJinfectionJandJlungJadenocarcinomajJαendelianJrandomizationJandJpathwayJanalysisJofJ
genomeWwideJassociationJstudyJdataJfromJneverWsmokingJqsianJwomenXJGenomicsVJ2020VJaabVJabbcWabcb4.3 8

266 ydentificationJofJRiskJ ociJforJParkinsonJtiseaseJinJqsiansJandJsomparisonJofJRiskJretweenJqsiansJ
andJuuropeansjJqJwenomeWWideJqssociationJStudyXJJAMAcNeurologyVJ2020VJggVJgdfWged 17.2 84

(2020-2021)
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265 ValidationJstudyJofJx qWrTacjZaJasJaJbiomarkerJofJdapsoneJhypersensitivityJsyndromeJinJleprosyJ
patientsJinJyndonesiaJ2020VJadVJeZZZhgdf

264 ValidationJstudyJofJx qWrTacjZaJasJaJbiomarkerJofJdapsoneJhypersensitivityJsyndromeJinJleprosyJ
patientsJinJyndonesiaJ2020VJadVJeZZZhgdf

263 ValidationJstudyJofJx qWrTacjZaJasJaJbiomarkerJofJdapsoneJhypersensitivityJsyndromeJinJleprosyJ
patientsJinJyndonesiaJ2020VJadVJeZZZhgdf

262 ValidationJstudyJofJx qWrTacjZaJasJaJbiomarkerJofJdapsoneJhypersensitivityJsyndromeJinJleprosyJ
patientsJinJyndonesiaJ2020VJadVJeZZZhgdf

261 wenomeWwideJassociationJmetaWanalysesJandJfineWmappingJelucidateJpathwaysJinfluencingJ
albuminuriaXJNaturecCommunicationsVJ2019VJaZVJdacZ 17.4 43

260 qssociationJofJrirthJWeightJWithJTypeJbJtiabetesJandJwlycemicJTraitsjJqJαendelianJRandomizationJ
StudyXJJAMAcNetworkcOpenVJ2019VJbVJeaiaZiae 10.4 14

259 αultiancestryJwenomeWWideJqssociationJStudyJofJ ipidJ evelsJyncorporatingJweneWqlcoholJ
ynteractionsXJAmericancJournalcofcEpidemiologyVJ2019VJahhVJaZccWaZed 3.8 39

258 αultiWancestryJstudyJofJbloodJlipidJlevelsJidentifiesJfourJlociJinteractingJwithJphysicalJactivityXJ
NaturecCommunicationsVJ2019VJaZVJcgf 17.4 41

257 wenomeJsequencingJanalysisJidentifiesJupsteinWrarrJvirusJsubtypesJassociatedJwithJhighJriskJofJ
nasopharyngealJcarcinomaXJNaturecGeneticsVJ2019VJeaVJaacaWaacf 36.3 70

256  ociJforJhumanJleukocyteJtelomereJlengthJinJtheJSingaporeanJshineseJpopulationJandJtransWethnicJ
geneticJstudiesXJNaturecCommunicationsVJ2019VJaZVJbdia 17.4 29

255 qJcatalogJofJgeneticJlociJassociatedJwithJkidneyJfunctionJfromJanalysesJofJaJmillionJindividualsXJ
NaturecGeneticsVJ2019VJeaVJiegWigb 36.3 217

254 uxomeJsequencingJofJbZVgia´ casesJofJtypeJbJdiabetesJandJbdVddZ´ controlsXJNatureVJ2019VJegZVJgaWgf 50.4 129

253 qssociationJofJTRqPaJwithJinfliximabWinducedJmucosalJhealingJinJsrohnQsJdiseaseXJJournalcofc
GastroenterologycandcHepatologyclAustraliamVJ2019VJcdVJbaahWbabe 4 1

252 uvaluationJofJProspectiveJx qWrTacjZaJScreeningJtoJPreventJtapsoneJxypersensitivityJSyndromeJ
inJPatientsJWithJ eprosyXJJAMAcDermatologyVJ2019VJaeeVJfffWfgb 5.1 29

251 tapsoneWJandJnitrosoJdapsoneWspecificJactivationJofJTJcellsJfromJhypersensitiveJpatientsJexpressingJ
theJriskJalleleJx qWrTacjZaXJAllergy:cEuropeancJournalcofcAllergycandcClinicalcImmunologyVJ2019VJgdVJaeccWaedh9.3 19

250 qJmultiWancestryJgenomeWwideJstudyJincorporatingJgeneWsmokingJinteractionsJidentifiesJmultipleJ
newJlociJforJpulseJpressureJandJmeanJarterialJpressureXJHumancMolecularcGeneticsVJ2019VJbhVJbfaeWbfcc 5.6 14

249 αultiWancestryJgenomeWwideJgeneWsmokingJinteractionJstudyJofJchgVbgbJindividualsJidentifiesJnewJ
lociJassociatedJwithJserumJlipidsXJNaturecGeneticsVJ2019VJeaVJfcfWfdh 36.3 59

248  argeWScaleJWholeWwenomeJSequencingJofJThreeJtiverseJqsianJPopulationsJinJSingaporeXJCellVJ2019
VJagiVJgcfWgdiXeae 56.2 51
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247 qssociationsJofJautozygosityJwithJaJbroadJrangeJofJhumanJphenotypesXJNaturecCommunicationsVJ
2019VJaZVJdieg 17.4 40

246 somparativeJgeneticJarchitecturesJofJschizophreniaJinJuastJqsianJandJuuropeanJpopulationsXJNaturec
GeneticsVJ2019VJeaVJafgZWafgh 36.3 185

245 uvaluationJofJnovelJParkinsonQsJdiseaseJcandidateJgenesJinJtheJshineseJpopulationXJNeurobiologycofc
AgingVJ2019VJgdVJbceXeaWbceXed 5.6 5

244 tisruptionJofJ RR–bJinJZebrafishJleadsJtoJhyperactivityJandJweakenedJantibacterialJresponseXJ
BiochemicalcandcBiophysicalcResearchcCommunicationsVJ2018VJdigVJaaZdWaaZi 3.4 11

243 qssociationJofJtheJnovelJsusceptibleJlocusJrsibffaeZJwithJclinicalJfeaturesJofJpsoriasisJvulgarisJinJ
theJshineseJxanJpopulationXJExperimentalcDermatologyVJ2018VJbgVJgdhWgec 4 1

242 qJ argeWScaleJαultiWancestryJwenomeWwideJStudyJqccountingJforJSmokingJrehaviorJydentifiesJ
αultipleJSignificantJ ociJforJrloodJPressureXJAmericancJournalcofcHumancGeneticsVJ2018VJaZbVJcgeWdZZ 11 59

241 δovelJSusceptibilityJ ociJforJαoyamoyaJtiseaseJRevealedJbyJaJwenomeWWideJqssociationJStudyXJ
StrokeVJ2018VJdiVJaaWah 6.7 31

240 qJwenomeWWideJqssociationJStudyJofJtiabeticJ–idneyJtiseaseJinJSubjectsJWithJTypeJbJtiabetesXJ
DiabetesVJ2018VJfgVJadadWadbg 0.9 71

239 ymmunochipJαetaWqnalysisJofJynflammatoryJrowelJtiseaseJydentifiesJThreeJδovelJ ociJandJvourJ
δovelJqssociationsJinJPreviouslyJReportedJ ociXJJournalcofcCrohnkscandcColitisVJ2018VJabVJgcZWgda 1.5 16

238 qrrayWbasedJsequencingJofJfilaggrinJgeneJforJcomprehensiveJdetectionJofJdiseaseWassociatedJ
variantsXJJournalcofcAllergycandcClinicalcImmunologyVJ2018VJadaVJhadWhaf 11.5 26

237 uδPPaJαutationJsausesJRecessiveJsoleJtiseaseJbyJqlteringJαelanogenesisXJJournalcofcInvestigativec
DermatologyVJ2018VJachVJbiaWcZZ 4.3 11

236
uxomeJSequencingJandJRareJVariantJqnalysisJReveals´ αultipleJvilaggrinJαutationsJinJ
rangladeshi´ vamiliesJwithJqtopicJuczemaJand´ qdditionalJRiskJwenesXJJournalcofcInvestigativec
DermatologyVJ2018VJachVJbfgdWbfgg

4.3 19

235 weneWdietJinteractionJeffectsJonJrαyJlevelsJinJtheJSingaporeJshineseJpopulationXJNutritioncJournalVJ
2018VJagVJca 4.3 7

234 qnJyntergenicJVariantJrsibfhhggJretweenJx qWtRqJandJx qWtRrJsontributesJtoJtheJslinicalJ
sourseJandJ ongWtermJOutcomeJofJUlcerativeJsolitisXJJournalcofcCrohnkscandcColitisVJ2018VJabVJaaacWaaba 1.5 10

233 δovelJgeneticJassociationsJforJbloodJpressureJidentifiedJviaJgeneWalcoholJinteractionJinJupJtoJegZ–J
individualsJacrossJmultipleJancestriesXJPLoScONEVJ2018VJacVJeZaihaff 3.7 31

232 αetaWanalysisJofJthreeJgenomeWwideJassociationJstudiesJidentifiesJtwoJlociJthatJpredictJsurvivalJandJ
treatmentJoutcomeJinJbreastJcancerXJOncotargetVJ2018VJiVJdbdiWdbeg 3.3 8

231 ynterethnicJanalysesJofJbloodJpressureJlociJinJpopulationsJofJuastJqsianJandJuuropeanJdescentXJ
NaturecCommunicationsVJ2018VJiVJeZeb 17.4 29

230 qssociationJretweenJTelomereJ engthJandJRiskJofJsancerJandJδonWδeoplasticJtiseasesjJqJ
αendelianJRandomizationJStudyXJJAMAcOncologyVJ2017VJcVJfcfWfea 13.4 236

(2017-2019)
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229 wenomeWwideJanalysesJofJnonWsyndromicJcleftJlipJwithJpalateJidentifyJadJnovelJlociJandJgeneticJ
heterogeneityXJNaturecCommunicationsVJ2017VJhVJadcfd 17.4 131

228
qssociationJanalysesJofJuastJqsianJindividualsJandJtransWancestryJanalysesJwithJuuropeanJindividualsJ
revealJnewJlociJassociatedJwithJcholesterolJandJtriglycerideJlevelsXJHumancMolecularcGeneticsVJ2017VJ
bfVJaggZWaghd

5.6 90

227 PossibleJynteractionJretweenJsigaretteJSmokingJandJx qWtRraJVariationJinJtheJRiskJofJvollicularJ
 ymphomaXJAmericancJournalcofcEpidemiologyVJ2017VJaheVJfhaWfhg 3.8 7

226 qrterialJstiffnessJisJanJindependentJpredictorJforJalbuminuriaJprogressionJamongJqsiansJwithJtypeJbJ
diabetesWqJprospectiveJcohortJstudyXJJournalcofcDiabetescandcItscComplicationsVJ2017VJcaVJiccWich 3.2 15

225 qJ owWvrequencyJynactivatingJVariantJunrichedJinJtheJvinnishJPopulationJysJqssociatedJWithJvastingJ
ynsulinJ evelsJandJTypeJbJtiabetesJRiskXJDiabetesVJ2017VJffVJbZaiWbZcb 0.9 29

224 wenomeWWideJqssociationJStudyJαetaWqnalysisJofJ ongWTermJqverageJrloodJPressureJinJuastJ
qsiansXJCirculation:cCardiovascularcGeneticsVJ2017VJaZVJeZZaebg 20

223 yntegrationJofJexpressionJquantitativeJtraitJlociJandJpleiotropyJidentifiesJaJnovelJpsoriasisJ
susceptibilityJgeneVJPTPδaXJJournalcofcGenecMedicineVJ2017VJaiVJebici 3.5 3

222 uxomeJchipJmetaWanalysisJidentifiesJnovelJlociJandJuastJqsianWspecificJcodingJvariantsJthatJ
contributeJtoJlipidJlevelsJandJcoronaryJarteryJdiseaseXJNaturecGeneticsVJ2017VJdiVJagbbWagcZ 36.3 83

221
ympactJofJcommonJgeneticJdeterminantsJofJxemoglobinJqacJonJtypeJbJdiabetesJriskJandJdiagnosisJ
inJancestrallyJdiverseJpopulationsjJqJtransethnicJgenomeWwideJmetaWanalysisXJPLoScMedicineVJ2017VJ
adVJeaZZbchc

11.6 223

220 ustimationJofJkinshipJcoefficientJinJstructuredJandJadmixedJpopulationsJusingJsparseJsequencingJ
dataXJPLoScGeneticsVJ2017VJacVJeaZZgZba 6 13

219 wenomeWWideJqnalysisJofJProteinWsodingJVariantsJinJ eprosyXJJournalcofcInvestigativecDermatologyVJ
2017VJacgVJbeddWbeea 4.3 26

218 qssociationJqnalysisJofJtheJαxsJinJ upusJδephritisXJJournalcofcthecAmericancSocietycofcNephrology:c
JASNVJ2017VJbhVJcchcWccid 12.7 13

217 weneticJassociationJofJtelomereJlengthJwithJhepatocellularJcarcinomaJriskjJqJαendelianJ
randomizationJanalysisXJCancercEpidemiologyVJ2017VJeZVJciWde 2.8 10

216 wermlineJvariationJinJqtqαTS aJisJassociatedJwithJprognosisJfollowingJbreastJcancerJtreatmentJinJ
youngJwomenXJNaturecCommunicationsVJ2017VJhVJafcb 17.4 13

215 UtilityJofJgeneticJandJnonWgeneticJriskJfactorsJinJpredictingJcoronaryJheartJdiseaseJinJSingaporeanJ
shineseXJEuropeancJournalcofcPreventivecCardiologyVJ2017VJbdVJaecWafZ 3.9 9

214 SequenceJdataJandJassociationJstatisticsJfromJabVidZJtypeJbJdiabetesJcasesJandJcontrolsXJScientificc
DataVJ2017VJdVJagZagi 8.2 22

213 wenomeWwideJassociationJstudyJidentifiesJaJmissenseJvariantJatJqPOqeJforJcoronaryJarteryJdiseaseJ
inJαultiWuthnicJsohortsJfromJSoutheastJqsiaXJScientificcReportsVJ2017VJgVJagiba 4.9 14

212 TPecWbasedJinteractionJanalysisJidentifiesJcisWeQT JvariantsJforJTPecrPbVJvrXObhVJandJvqαecqJ
thatJassociateJwithJsurvivalJandJtreatmentJoutcomeJinJbreastJcancerXJOncotargetVJ2017VJhVJahchaWahcih 3.3 7
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211 wenomeWwideJassociationJstudyJofJParkinsonQsJdiseaseJinJuastJqsiansXJHumancMolecularcGeneticsVJ
2017VJbfVJbbfWbcb 5.6 75

210
qssociationJbetweenJwWqSWidentifiedJlungJadenocarcinomaJsusceptibilityJlociJandJuwvRJmutationsJ
inJneverWsmokingJqsianJwomenVJandJcomparisonJwithJfindingsJfromJWesternJpopulationsXJHumanc
MolecularcGeneticsVJ2017VJbfVJdedWdfe

5.6 40

209 uvaluationJofJtransethnicJfineJmappingJwithJpopulationWspecificJandJcosmopolitanJimputationJ
referenceJpanelsJinJdiverseJqsianJpopulationsXJEuropeancJournalcofcHumancGeneticsVJ2016VJbdVJeibWi 5.3 4

208 qssociationJstudyJconfirmsJtwoJsusceptibilityJlociJforJbreastJcancerJinJshineseJxanJwomenXJBreastc
CancercResearchcandcTreatmentVJ2016VJaeiVJdccWdb 4.4 3

207 ydentificationJofJ ociJatJaqbaJandJafqbcJThatJqffectJSusceptibilityJtoJynflammatoryJrowelJtiseaseJ
inJ–oreansXJGastroenterologyVJ2016VJaeaVJaZifWaZiiXed 13.3 22

206
ynteractionJretweenJPeroxisomeJProliferatorJqctivatedJReceptorJ˛·JandJupithelialJαembraneJ
ProteinJbJPolymorphismsJynfluencesJxt WsJ evelsJinJtheJshineseJPopulationXJAnnalscofcHumanc
GeneticsVJ2016VJhZVJbhbWic

2.2

205  owJ˛–WdefensinJgeneJcopyJnumberJincreasesJtheJriskJforJygqJnephropathyJandJrenalJdysfunctionXJ
SciencecTranslationalcMedicineVJ2016VJhVJcderahh 17.5 21

204 qnJextendedJgenomeWwideJassociationJstudyJidentifiesJnovelJsusceptibilityJlociJforJnasopharyngealJ
carcinomaXJHumancMolecularcGeneticsVJ2016VJbeVJcfbfWcfcd 5.6 27

203 vemaleJchromosomeJXJmosaicismJisJageWrelatedJandJpreferentiallyJaffectsJtheJinactivatedJXJ
chromosomeXJNaturecCommunicationsVJ2016VJgVJaahdc 17.4 59

202 ydentificationJofJfourJnovelJsusceptibilityJlociJforJoestrogenJreceptorJnegativeJbreastJcancerXJNaturec
CommunicationsVJ2016VJgVJaacge 17.4 64

201
vineWmappingJanalysisJrevealedJcomplexJpleiotropicJeffectJandJtissueWspecificJregulatoryJ
mechanismJofJTδvSvaeJinJprimaryJbiliaryJcholangitisVJsrohnQsJdiseaseJandJleprosyXJScientificcReportsVJ
2016VJfVJcadbi

4.9 9

200  inkingJaJgenomeWwideJassociationJstudyJsignalJtoJaJ RR–bJcodingJvariantJinJParkinsonQsJdiseaseXJ
MovementcDisordersVJ2016VJcaVJdhdWg 7 8

199 PreparationJandJcatalyticJperformanceJofJaJnovelJhighlyJdispersedJbifunctionalJcatalystJ
PtpveWαsαWdaXJRSCcAdvancesVJ2016VJfVJacdfaWacdfh 3.7 8

198 αetaWanalysisJofJgenomeWwideJassociationJstudiesJidentifiesJmultipleJlungJcancerJsusceptibilityJlociJ
inJneverWsmokingJqsianJwomenXJHumancMolecularcGeneticsVJ2016VJbeVJfbZWi 5.6 32

197 vunctionalJvariantsJofJagqabWbaJareJassociatedJwithJallergicJasthmaJbutJnotJallergicJrhinitisXJJournalc
ofcAllergycandcClinicalcImmunologyVJ2016VJacgVJgehWffXec 11.5 24

196 vineJmappingJtheJαxsJregionJidentifiedJfourJindependentJvariantsJmodifyingJsusceptibilityJtoJ
chronicJhepatitisJrJinJxanJshineseXJHumancMolecularcGeneticsVJ2016VJbeVJabbeWcb 5.6 24

195 sommonJsusceptibilityJvariantsJareJsharedJbetweenJschizophreniaJandJpsoriasisJinJtheJxanJshineseJ
populationXJJournalcofcPsychiatrycandcNeuroscienceVJ2016VJdaVJdacWdba 4.5 10

194 ydentificationJofJTenJqdditionalJSusceptibilityJ ociJforJUlcerativeJsolitisJThroughJymmunochipJ
qnalysisJinJ–oreansXJInflammatorycBowelcDiseasesVJ2016VJbbVJacWi 4.5 30

(2016-2017)
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193 TheJgeneticJarchitectureJofJtypeJbJdiabetesXJNatureVJ2016VJecfVJdaWdg 50.4 704

192 PatientJsurvivalJandJtumorJcharacteristicsJassociatedJwithJsxu–bjpXyaegTJWJfindingsJfromJtheJrreastJ
sancerJqssociationJsonsortiumXJBreastcCancercResearchVJ2016VJahVJih 8.3 26

191 qJlargeWscaleJgenomeWwideJassociationJandJmetaWanalysisJidentifiedJfourJnovelJsusceptibilityJlociJ
forJleprosyXJNaturecCommunicationsVJ2016VJgVJacgfZ 17.4 37

190 TheJx qJqllelesJrTZhZaJandJtRraTZcZaJqreJqssociatedJwithJtermatitisJxerpetiformisJinJaJshineseJ
PopulationXJJournalcofcInvestigativecDermatologyVJ2016VJacfVJecZWecb 4.3 3

189 teepJsequencingJofJtheJαxsJregionJinJtheJshineseJpopulationJcontributesJtoJstudiesJofJcomplexJ
diseaseXJNaturecGeneticsVJ2016VJdhVJgdZWf 36.3 129

188 srossWsancerJwenomeWWideJqnalysisJofJ ungVJOvaryVJrreastVJProstateVJandJsolorectalJsancerJ
RevealsJδovelJPleiotropicJqssociationsXJCancercResearchVJ2016VJgfVJeaZcWad 10.1 66

187 weneticJriskJofJextranodalJnaturalJkillerJTWcellJlymphomajJaJgenomeWwideJassociationJstudyXJLancetc
OncologypcTheVJ2016VJagVJabdZWg 21.7 58

186 wenomeWwideJassociationJanalysisJofJmoreJthanJabZVZZZJindividualsJidentifiesJaeJnewJsusceptibilityJ
lociJforJbreastJcancerXJNaturecGeneticsVJ2015VJdgVJcgcWhZ 36.3 406

185 SynthesisVJcharacterizationJandJcatalyticJperformanceJofJwellWorderedJmesoporousJδiWαsαWdaJwithJ
highJnickelJcontentXJMicroporouscandcMesoporouscMaterialsVJ2015VJbZhVJahaWahg 5.3 37

184 ymprovingJpowerJforJrobustJtransWethnicJmetaWanalysisJofJrareJandJlowWfrequencyJvariantsJwithJaJ
partitioningJapproachXJEuropeancJournalcofcHumancGeneticsVJ2015VJbcVJbchWdd 5.3 2

183 ynteractionJeffectsJbetweenJParaoxonaseJaJvariantsJandJcigaretteJsmokingJonJriskJofJcoronaryJ
heartJdiseaseJinJaJSingaporeanJshineseJpopulationXJAtherosclerosisVJ2015VJbdZVJdZWe 3.1 14

182 sandidateJlocusJanalysisJofJtheJTuRTWs PTαa JcancerJriskJregionJonJchromosomeJepaeJidentifiesJ
multipleJindependentJvariantsJassociatedJwithJendometrialJcancerJriskXJHumancGeneticsVJ2015VJacdVJbcaWde6.3 30

181 ymmunochipJanalysisJidentificationJofJfJadditionalJsusceptibilityJlociJforJsrohnQsJdiseaseJinJ–oreansXJ
InflammatorycBowelcDiseasesVJ2015VJbaVJaWg 4.5 43

180 TransWancestryJgenomeWwideJassociationJstudyJidentifiesJabJgeneticJlociJinfluencingJbloodJpressureJ
andJimplicatesJaJroleJforJtδqJmethylationXJNaturecGeneticsVJ2015VJdgVJabhbWabic 36.3 223

179 wenomeWwideJanalysisJofJtheJgeneticJregulationJofJgeneJexpressionJinJhumanJneutrophilsXJNaturec
CommunicationsVJ2015VJfVJgiga 17.4 21

178 αetaWanalysisJofJgenomeWwideJassociationJstudiesJofJadultJheightJinJuastJqsiansJidentifiesJagJnovelJ
lociXJHumancMolecularcGeneticsVJ2015VJbdVJagiaWhZZ 5.6 71

177 ydentificationJandJcharacterizationJofJnovelJassociationsJinJtheJsqSPhYq SbsRabJregionJonJ
chromosomeJbJwithJbreastJcancerJriskXJHumancMolecularcGeneticsVJ2015VJbdVJbheWih 5.6 35

176 vineWmappingJofJtheJxδvarJmulticancerJlocusJidentifiesJcandidateJvariantsJthatJmediateJ
endometrialJcancerJriskXJHumancMolecularcGeneticsVJ2015VJbdVJadghWib 5.6 46

Jianjun Liu
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175 qJgenomeWwideJassociationJstudyJofJnWcJandJnWfJplasmaJfattyJacidsJinJaJSingaporeanJshineseJ
populationXJGenescandcNutritionVJ2015VJaZVJec 4.3 35

174 qJpolymorphismJinJtheJbaseJexcisionJrepairJgeneJPqRPbJisJassociatedJwithJdifferentialJprognosisJbyJ
chemotherapyJamongJpostmenopausalJbreastJcancerJpatientsXJBMCcCancerVJ2015VJaeVJigh 4.8 6

173
weneticJvariantsJassociatedJwithJlongerJtelomereJlengthJareJassociatedJwithJincreasedJlungJcancerJ
riskJamongJneverWsmokingJwomenJinJqsiajJaJreportJfromJtheJfemaleJlungJcancerJconsortiumJinJqsiaXJ
InternationalcJournalcofcCancerVJ2015VJacgVJcaaWi

7.5 55

172 qnalysisJofJxeritabilityJandJSharedJxeritabilityJrasedJonJwenomeWWideJqssociationJStudiesJforJ
ThirteenJsancerJTypesXJJournalcofcthecNationalcCancercInstituteVJ2015VJaZgVJdjvbgi 9.7 107

171 weneticsJofJTypeJbJtiabetesJandJslinicalJUtilityXJGenesVJ2015VJfVJcgbWhd 4.2 26

170 PredictionJofJbreastJcancerJriskJbasedJonJprofilingJwithJcommonJgeneticJvariantsXJJournalcofcthec
NationalcCancercInstituteVJ2015VJaZgVJ 9.7 324

169 wenomeWwideJmetaWanalysisJidentifiesJmultipleJnovelJassociationsJandJethnicJheterogeneityJofJ
psoriasisJsusceptibilityXJNaturecCommunicationsVJ2015VJfVJfiaf 17.4 115

168 sharacterizationJofJlargeJstructuralJgeneticJmosaicismJinJhumanJautosomesXJAmericancJournalcofc
HumancGeneticsVJ2015VJifVJdhgWig 11 77

167 PolymorphismJatJaiqacXdaJPredictsJrreastJsancerJSurvivalJSpecificallyJafterJundocrineJTherapyXJ
ClinicalcCancercResearchVJ2015VJbaVJdZhfWdZif 12.9 10

166 qJcommonJvariantJnearJTwvrRcJisJassociatedJwithJprimaryJopenJangleJglaucomaXJHumancMolecularc
GeneticsVJ2015VJbdVJchhZWib 5.6 84

165 wenomeWwideJassociationJmetaWanalysisJidentifiesJnovelJvariantsJassociatedJwithJfastingJplasmaJ
glucoseJinJuastJqsiansXJDiabetesVJ2015VJfdVJbiaWh 0.9 43

164 weneticJvariantsJofJinducibleJcostimulatorJareJassociatedJwithJallergicJasthmaJsusceptibilityXJJournalc
ofcAllergycandcClinicalcImmunologyVJ2015VJaceVJeefWh 11.5 3

163 δewJlociJandJcodingJvariantsJconferJriskJforJageWrelatedJmacularJdegenerationJinJuastJqsiansXJ
NaturecCommunicationsVJ2015VJfVJfZfc 17.4 118

162 qJfunctionalJbrainWderivedJneurotrophicJfactorJRrtδvSJgeneJvariantJincreasesJtheJriskJofJ
moderateWtoWsevereJallergicJrhinitisXJJournalcofcAllergycandcClinicalcImmunologyVJ2015VJaceVJadhfWicXeh 11.5 19

161 vineWmappingJidentifiesJtwoJadditionalJbreastJcancerJsusceptibilityJlociJatJiqcaXbXJHumancMolecularc
GeneticsVJ2015VJbdVJbiffWhd 5.6 36

160 tiscoveryJofJsixJnewJsusceptibilityJlociJandJanalysisJofJpleiotropicJeffectsJinJleprosyXJNaturecGenetics
VJ2015VJdgVJbfgWga 36.3 86

159 TheJSδPJrsfeZZhdcJinJafpacXcJisJassociatedJwithJsurvivalJspecificallyJamongJchemotherapyWtreatedJ
breastJcancerJpatientsXJOncotargetVJ2015VJfVJgciZWdZg 3.3 14

158
qJgenomeWwideJassociationJstudyJofJearlyWonsetJbreastJcancerJidentifiesJPv–αJasJaJnovelJbreastJ
cancerJgeneJandJsupportsJaJcommonJgeneticJspectrumJforJbreastJcancerJatJanyJageXJCancerc
EpidemiologycBiomarkerscandcPreventionVJ2014VJbcVJfehWfi

4 63

(2014-2015)
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157 wenomeWwideJassociationJstudyJidentifiesJbeJknownJbreastJcancerJsusceptibilityJlociJasJriskJfactorsJ
forJtripleWnegativeJbreastJcancerXJCarcinogenesisVJ2014VJceVJaZabWi 4.6 121

156 qJlargeWscaleJscreenJforJcodingJvariantsJpredisposingJtoJpsoriasisXJNaturecGeneticsVJ2014VJdfVJdeWeZ 36.3 148

155 wenomeWwideJassociationJstudyJidentifiesJfiveJsusceptibilityJlociJforJfollicularJlymphomaJoutsideJ
theJx qJregionXJAmericancJournalcofcHumancGeneticsVJ2014VJieVJdfbWga 11 74

154 weneWageJinteractionsJinJbloodJpressureJregulationjJaJlargeWscaleJinvestigationJwithJtheJsxqRwuVJ
wlobalJrPgenVJandJysrPJsonsortiaXJAmericancJournalcofcHumancGeneticsVJ2014VJieVJbdWch 11 80

153 qJcommonJmissenseJvariantJinJδUtTaeJconfersJsusceptibilityJtoJthiopurineWinducedJleukopeniaXJ
NaturecGeneticsVJ2014VJdfVJaZagWbZ 36.3 321

152 wenomeWwideJassociationJstudyJofJsrohnQsJdiseaseJinJ–oreansJrevealedJthreeJnewJsusceptibilityJlociJ
andJcommonJattributesJofJgeneticJsusceptibilityJacrossJethnicJpopulationsXJGutVJ2014VJfcVJhZWg 19.2 130

151 SynthesisJandJpropertiesJofJacrylonitrileWmethylJitaconateJcopolymersJasJspunJcarbonJfiberJ
precursorsXJFiberscandcPolymersVJ2014VJaeVJaehcWaehh 2 4

150 uvidenceJthatJbreastJcancerJriskJatJtheJbqceJlocusJisJmediatedJthroughJywvrPeJregulationXJNaturec
CommunicationsVJ2014VJdVJdiii 17.4 87

149 weneticJvariationJinJmitoticJregulatoryJpathwayJgenesJisJassociatedJwithJbreastJtumorJgradeXJ
HumancMolecularcGeneticsVJ2014VJbcVJfZcdWdf 5.6 11

148 weneticJvariationJatJsYPcqJisJassociatedJwithJageJatJmenarcheJandJbreastJcancerJriskjJaJ
caseWcontrolJstudyXJBreastcCancercResearchVJ2014VJafVJRea 8.3 12

147 qJgenomeJwideJmetaWanalysisJstudyJforJidentificationJofJcommonJvariationJassociatedJwithJbreastJ
cancerJprognosisXJPLoScONEVJ2014VJiVJeaZadhh 3.7 24

146 αicroRδqJrelatedJpolymorphismsJandJbreastJcancerJriskXJPLoScONEVJ2014VJiVJeaZiigc 3.7 37

145 qJcomprehensiveJassociationJanalysisJconfirmsJZαyZaJtoJbeJaJsusceptibilityJgeneJforJvitiligoJinJ
shineseJpopulationXJJournalcofcMedicalcGeneticsVJ2014VJeaVJcdeWec 5.8 15

144 αultipleJnonglycemicJgenomicJlociJareJnewlyJassociatedJwithJbloodJlevelJofJglycatedJhemoglobinJinJ
uastJqsiansXJDiabetesVJ2014VJfcVJbeeaWfb 0.9 46

143 qnalysisJofJnonWsynonymousWcodingJvariantsJofJParkinsonQsJdiseaseWrelatedJpathogenicJandJ
susceptibilityJgenesJinJuastJqsianJpopulationsXJHumancMolecularcGeneticsVJ2014VJbcVJchiaWg 5.6 26

142 qJmetaWanalysisJofJgenomeWwideJassociationJstudiesJforJadiponectinJlevelsJinJuastJqsiansJidentifiesJ
aJnovelJlocusJnearJWtRaaWvwvRbXJHumancMolecularcGeneticsVJ2014VJbcVJaaZhWai 5.6 53

141 isalljJaJgenotypeWcallingJalgorithmJforJrareVJlowWfrequencyJandJcommonJvariantsJonJtheJylluminaJ
exomeJarrayXJBioinformaticsVJ2014VJcZVJagadWbZ 7.2 2

140 bqcfXcJisJassociatedJwithJprognosisJforJoestrogenJreceptorWnegativeJbreastJcancerJpatientsJtreatedJ
withJchemotherapyXJNaturecCommunicationsVJ2014VJeVJdZea 17.4 13
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139
ymputationJandJsubsetWbasedJassociationJanalysisJacrossJdifferentJcancerJtypesJidentifiesJmultipleJ
independentJriskJlociJinJtheJTuRTWs PTαa JregionJonJchromosomeJepaeXccXJHumancMolecularc
GeneticsVJ2014VJbcVJffafWcc

5.6 77

138 qJcomprehensiveJevaluationJofJtheJroleJofJgeneticJvariationJinJfollicularJlymphomaJsurvivalXJBMCc
MedicalcGeneticsVJ2014VJaeVJaac 2.1 12

137 rreastJcancerJriskJassessmentJusingJgeneticJvariantsJandJriskJfactorsJinJaJSingaporeJshineseJ
populationXJBreastcCancercResearchVJ2014VJafVJRfd 8.3 22

136 wenomeWwideJlinkageVJexomeJsequencingJandJfunctionalJanalysesJidentifyJqrsrfJasJtheJpathogenicJ
geneJofJdyschromatosisJuniversalisJhereditariaXJPLoScONEVJ2014VJiVJehgbeZ 3.7 21

135 zointJeffectsJofJknownJtypeJbJdiabetesJsusceptibilityJlociJinJgenomeWwideJassociationJstudyJofJ
SingaporeJshinesejJtheJSingaporeJshineseJhealthJstudyXJPLoScONEVJ2014VJiVJehggfb 3.7 14

134 qnalysisJofJPOvUTaJgeneJmutationJinJaJshineseJfamilyJwithJtowlingWtegosJdiseaseXJPLoScONEVJ
2014VJiVJeaZddif 3.7 8

133 αetaWanalysisJofJgeneWlevelJassociationsJforJrareJvariantsJbasedJonJsingleWvariantJstatisticsXJ
AmericancJournalcofcHumancGeneticsVJ2013VJicVJbcfWdh 11 49

132 PolymorphismsJinJoxidativeJstressWrelatedJgenesJandJmortalityJinJbreastJcancerJpatientsWWpotentialJ
differentialJeffectsJbyJradiotherapyoXJBreastVJ2013VJbbVJhagWbc 3.6 25

131 δewJlociJassociatedJwithJchronicJhepatitisJrJvirusJinfectionJinJxanJshineseXJNaturecGeneticsVJ2013VJ
deVJadiiWeZc 36.3 108

130 sodingJvariantsJatJhexaWallelicJaminoJacidJacJofJx qWtRraJexplainJindependentJSδPJassociationsJ
withJfollicularJlymphomaJriskXJAmericancJournalcofcHumancGeneticsVJ2013VJicVJafgWgb 11 26

129 vineWscaleJmappingJofJtheJvwvRbJbreastJcancerJriskJlocusjJputativeJfunctionalJvariantsJdifferentiallyJ
bindJvOXqaJandJubvaXJAmericancJournalcofcHumancGeneticsVJ2013VJicVJaZdfWfZ 11 80

128 αultipleJindependentJvariantsJatJtheJTuRTJlocusJareJassociatedJwithJtelomereJlengthJandJrisksJofJ
breastJandJovarianJcancerXJNaturecGeneticsVJ2013VJdeVJcgaWhdVJchdeaWb 36.3 422

127 ydentificationJofJgeneticJmarkersJwithJsynergisticJsurvivalJeffectJinJcancerXJBMCcSystemscBiologyVJ
2013VJgJSupplJaVJSb 3.5 1

126 vunctionalJvariantsJatJtheJaaqacJriskJlocusJforJbreastJcancerJregulateJcyclinJtaJexpressionJthroughJ
longWrangeJenhancersXJAmericancJournalcofcHumancGeneticsVJ2013VJibVJdhiWeZc 11 167

125 wermlineJvariationJinJTPecJregulatoryJnetworkJgenesJassociatesJwithJbreastJcancerJsurvivalJandJ
treatmentJoutcomeXJInternationalcJournalcofcCancerVJ2013VJacbVJbZddWee 7.5 9

124
ReplicationJofJgenomeWwideJassociationJstudyJlociJforJallergicJrhinitisJandJhouseJdustJmiteJ
sensitizationJinJanJqsianJpopulationJofJethnicJshineseJinJSingaporeXJJournalcofcAllergycandcClinicalc
ImmunologyVJ2013VJacaVJadcaWcXeh

11.5 12

123 wenomeWwideJassociationJstudiesJidentifyJfourJuRJnegativeWspecificJbreastJcancerJriskJlociXJNaturec
GeneticsVJ2013VJdeVJcibWhVJciheaWb 36.3 327

122  argeWscaleJgenotypingJidentifiesJdaJnewJlociJassociatedJwithJbreastJcancerJriskXJNaturecGeneticsVJ
2013VJdeVJcecWfaVJcfaeaWb 36.3 813

(2013-2014)
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121 wenomeWwideJmetaWanalysisJidentifiesJaaJnewJlociJforJanthropometricJtraitsJandJprovidesJinsightsJ
intoJgeneticJarchitectureXJNaturecGeneticsVJ2013VJdeVJeZaWab 36.3 437

120 wenomeWwideJassociationJanalysesJinJxanJshineseJidentifyJtwoJnewJsusceptibilityJlociJforJ
amyotrophicJlateralJsclerosisXJNaturecGeneticsVJ2013VJdeVJfigWgZZ 36.3 52

119
qJgenomeWwideJassociationJstudyJtoJidentifyJgeneticJsusceptibilityJlociJthatJmodifyJductalJandJ
lobularJpostmenopausalJbreastJcancerJriskJassociatedJwithJmenopausalJhormoneJtherapyJusejJaJ
twoWstageJdesignJwithJreplicationXJBreastcCancercResearchcandcTreatmentVJ2013VJachVJebiWedb

4.4 14

118 weneticJmodifiersJofJmenopausalJhormoneJreplacementJtherapyJandJbreastJcancerJriskjJaJ
genomeWwideJinteractionJstudyXJEndocrinerRelatedcCancerVJ2013VJbZVJhgeWhg 5.7 19

117 uvidenceJofJgeneWenvironmentJinteractionsJbetweenJcommonJbreastJcancerJsusceptibilityJlociJandJ
establishedJenvironmentalJriskJfactorsXJPLoScGeneticsVJ2013VJiVJeaZZcbhd 6 112

116  argeWscaleJgenotypingJidentifiesJaJnewJlocusJatJbbqacXbJassociatedJwithJfemaleJbreastJsizeXJ
JournalcofcMedicalcGeneticsVJ2013VJeZVJfffWgc 5.8 11

115 somparingJmethodsJforJperformingJtransWethnicJmetaWanalysisJofJgenomeWwideJassociationJstudiesXJ
HumancMolecularcGeneticsVJ2013VJbbVJbcZcWaa 5.6 48

114 qnJassociationJstudyJofJTO  JandJsqRtJwithJleprosyJsusceptibilityJinJshineseJpopulationXJHumanc
MolecularcGeneticsVJ2013VJbbVJddcZWg 5.6 14

113 ydentificationJofJinheritedJgeneticJvariationsJinfluencingJprognosisJinJearlyWonsetJbreastJcancerXJ
CancercResearchVJ2013VJgcVJahhcWia 10.1 36

112 XJchromosomeWwideJassociationJstudyJofJfollicularJlymphomaXJBritishcJournalcofcHaematologyVJ2013VJ
afbVJhehWfb 4.5 4

111 wenomeWwideJassociationJanalysesJidentifyJmultipleJlociJassociatedJwithJcentralJcornealJthicknessJ
andJkeratoconusXJNaturecGeneticsVJ2013VJdeVJaeeWfc 36.3 222

110 wenomeWwideJassociationJstudyJofJrJcellJnonWxodgkinJlymphomaJidentifiesJcqbgJasJaJsusceptibilityJ
locusJinJtheJshineseJpopulationXJNaturecGeneticsVJ2013VJdeVJhZdWg 36.3 31

109 wenomeWwideJassociationJstudyJofJulcerativeJcolitisJinJ–oreansJsuggestsJextensiveJoverlappingJofJ
geneticJsusceptibilityJwithJsaucasiansXJInflammatorycBowelcDiseasesVJ2013VJaiVJiedWff 4.5 62

108 wenomeWwideJassociationJstudyJofJretinopathyJinJindividualsJwithoutJdiabetesXJPLoScONEVJ2013VJhVJeedbcb3.7 11

107 qreJsWreactiveJproteinJassociatedJgeneticJvariantsJassociatedJwithJserumJlevelsJandJretinalJmarkersJ
ofJmicrovascularJpathologyJinJqsianJpopulationsJfromJSingaporeoXJPLoScONEVJ2013VJhVJefgfeZ 3.7 18

106
qJstudyJassessingJtheJassociationJofJglycatedJhemoglobinJqasJRxbqasSJassociatedJvariantsJwithJ
xbqasVJchronicJkidneyJdiseaseJandJdiabeticJretinopathyJinJpopulationsJofJqsianJancestryXJPLoScONEVJ
2013VJhVJegigfg

3.7 20

105 weneticJassociationsJofJtypeJbJdiabetesJwithJisletJamyloidJpolypeptideJprocessingJandJdegradingJ
pathwaysJinJasianJpopulationsXJPLoScONEVJ2013VJhVJefbcgh 3.7 6

104 PreparationJofJmesoporousJferrisilicateJwithJhighJcontentJofJframeworkJironJbyJpxWmodificationJ
methodJandJitsJcatalyticJperformanceXJJournalcofcColloidcandcInterfacecScienceVJ2012VJcffVJaadWaai 9.3 25
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103 rimetallicJironJandJcobaltJincorporatedJαvyYαsαWdaJcompositeJandJitsJcatalyticJpropertiesXJ
MaterialscResearchcBulletinVJ2012VJdgVJaadbWaadh 5.1 10

102 δoJevidenceJforJassociationJofJinheritedJvariationJinJgenesJinvolvedJinJmitosisJandJpercentJ
mammographicJdensityXJBreastcCancercResearchVJ2012VJadVJRg 8.3 2

101 rreastJcancerJriskJpredictionJandJindividualisedJscreeningJbasedJonJcommonJgeneticJvariationJandJ
breastJdensityJmeasurementXJBreastcCancercResearchVJ2012VJadVJRbe 8.3 93

100 ydentificationJofJfourJnovelJvariantsJthatJinfluenceJcentralJcornealJthicknessJinJmultiWethnicJqsianJ
populationsXJHumancMolecularcGeneticsVJ2012VJbaVJdcgWde 5.6 61

99 wenomeWwideJassociationJanalysisJidentifiesJnewJlungJcancerJsusceptibilityJlociJinJneverWsmokingJ
womenJinJqsiaXJNaturecGeneticsVJ2012VJddVJaccZWe 36.3 237

98 wenomeWwideJassociationJanalysisJidentifiesJthreeJnewJbreastJcancerJsusceptibilityJlociXJNaturec
GeneticsVJ2012VJddVJcabWh 36.3 237

97 wenomeWwideJassociationJanalysesJidentifyJthreeJnewJsusceptibilityJlociJforJprimaryJangleJclosureJ
glaucomaXJNaturecGeneticsVJ2012VJddVJaadbWaadf 36.3 160

96
iqcaXbWrshfefhfJasJaJsusceptibilityJlocusJforJestrogenJreceptorWpositiveJbreastJcancerjJevidenceJ
fromJtheJrreastJsancerJqssociationJsonsortiumXJCancercEpidemiologycBiomarkerscandcPreventionVJ
2012VJbaVJaghcWia

4 17

95 qJmetaWanalysisJofJgenomeWwideJassociationJstudiesJofJfollicularJlymphomaXJBMCcGenomicsVJ2012VJ
acVJeaf 4.5 16

94 αetaWanalysesJidentifyJacJlociJassociatedJwithJageJatJmenopauseJandJhighlightJtδqJrepairJandJ
immuneJpathwaysXJNaturecGeneticsVJ2012VJddVJbfZWh 36.3 243

93
ydentificationJofJy ahRqPYy ahRaJandJy abrJasJleprosyJriskJgenesJdemonstratesJsharedJ
pathogenesisJbetweenJinflammationJandJinfectiousJdiseasesXJAmericancJournalcofcHumancGeneticsVJ
2012VJiaVJiceWda

11 58

92 αetaWanalysisJidentifiesJmultipleJlociJassociatedJwithJkidneyJfunctionWrelatedJtraitsJinJeastJqsianJ
populationsXJNaturecGeneticsVJ2012VJddVJiZdWi 36.3 201

91 qJmetaWanalysisJofJgenomeWwideJassociationJstudiesJofJbreastJcancerJidentifiesJtwoJnovelJ
susceptibilityJlociJatJfqadJandJbZqaaXJHumancMolecularcGeneticsVJ2012VJbaVJecgcWhd 5.6 143

90 weneticJvariantsJinJuRJcofactorJgenesJandJendometrialJcancerJriskXJPLoScONEVJ2012VJgVJedbdde 3.7 3

89 aaqacJisJaJsusceptibilityJlocusJforJhormoneJreceptorJpositiveJbreastJcancerXJHumancMutationVJ2012VJ
ccVJaabcWcb 4.7 33

88 ValidationJofJwWqSJlociJforJatopicJdermatitisJinJaJSingaporeJshineseJpopulationXJJournalcofc
InvestigativecDermatologyVJ2012VJacbVJaeZeWg 4.3 1

87 wWqSJidentifiesJnovelJsusceptibilityJlociJonJfpbaXcbJandJbaqbaXcJforJhepatocellularJcarcinomaJinJ
chronicJhepatitisJrJvirusJcarriersXJPLoScGeneticsVJ2012VJhVJeaZZbgia 6 142

86 δaturalJpositiveJselectionJandJnorthWsouthJgeneticJdiversityJinJuastJqsiaXJEuropeancJournalcofcHumanc
GeneticsVJ2012VJbZVJaZbWaZ 5.3 38

(2012-2012)
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85
sommonJbreastJcancerJsusceptibilityJvariantsJinJ SPaJandJRqtea aJareJassociatedJwithJ
mammographicJdensityJmeasuresJthatJpredictJbreastJcancerJriskXJCancercEpidemiologycBiomarkersc
andcPreventionVJ2012VJbaVJaaefWff

4 92

84 ydentificationJofJaJnovelJpercentJmammographicJdensityJlocusJatJabqbdXJHumancMolecularcGeneticsVJ
2012VJbaVJcbiiWcZe 5.6 28

83 qJstatisticalJmethodJforJregionWbasedJmetaWanalysisJofJgenomeWwideJassociationJstudiesJinJ
geneticallyJdiverseJpopulationsXJEuropeancJournalcofcHumancGeneticsVJ2012VJbZVJdfiWge 5.3 12

82
sxu–bTaaZZdelsJheterozygosityJinJwomenJwithJbreastJcancerJassociatedJwithJearlyJdeathVJbreastJ
cancerWspecificJdeathVJandJincreasedJriskJofJaJsecondJbreastJcancerXJJournalcofcClinicalcOncologyVJ
2012VJcZVJdcZhWaf

2.2 134

81 TheJroleJofJgeneticJbreastJcancerJsusceptibilityJvariantsJasJprognosticJfactorsXJHumancMolecularc
GeneticsVJ2012VJbaVJcibfWci 5.6 75

80 shromosomeJbpadJisJlinkedJtoJsusceptibilityJtoJleprosyXJPLoScONEVJ2012VJgVJebigdg 3.7 8

79 somparisonJofJfqbeJbreastJcancerJhitsJfromJqsianJandJuuropeanJwenomeJWideJqssociationJStudiesJ
inJtheJrreastJsancerJqssociationJsonsortiumJRrsqsSXJPLoScONEVJ2012VJgVJedbchZ 3.7 49

78 qJgenomeWwideJassociationJstudyJinJxanJshineseJidentifiesJnewJsusceptibilityJlociJforJankylosingJ
spondylitisXJNaturecGeneticsVJ2011VJddVJgcWg 36.3 123

77 wenomeWwideJassociationJstudyJinJindividualsJofJSouthJqsianJancestryJidentifiesJsixJnewJtypeJbJ
diabetesJsusceptibilityJlociXJNaturecGeneticsVJ2011VJdcVJihdWi 36.3 406

76 ydentificationJofJtwoJnewJlociJatJy bcRJandJRqrcbJthatJinfluenceJsusceptibilityJtoJleprosyXJNaturec
GeneticsVJ2011VJdcVJabdgWea 36.3 133

75 weneticJvariationJofJuSRaJandJitsJcoWactivatorJPPqRwsarJisJsynergisticJinJaugmentingJtheJriskJofJ
estrogenJreceptorWpositiveJbreastJcancerXJBreastcCancercResearchVJ2011VJacVJRaZ 8.3 12

74 SwedishJpopulationJsubstructureJrevealedJbyJgenomeWwideJsingleJnucleotideJpolymorphismJdataXJ
PLoScONEVJ2011VJfVJeafgdg 3.7 28

73 TheJgeneticJstructureJofJtheJSwedishJpopulationXJPLoScONEVJ2011VJfVJebbedg 3.7 53

72 sommonJvariantsJinJZδvcfeJareJassociatedJwithJbothJmammographicJdensityJandJbreastJcancerJ
riskXJNaturecGeneticsVJ2011VJdcVJaheWg 36.3 96

71 wenomeWwideJassociationJstudyJidentifiesJaJcommonJvariantJassociatedJwithJriskJofJendometrialJ
cancerXJNaturecGeneticsVJ2011VJdcVJdeaWd 36.3 121

70 qJcombinedJanalysisJofJgenomeWwideJassociationJstudiesJinJbreastJcancerXJBreastcCancercResearchc
andcTreatmentVJ2011VJabfVJgagWbg 4.4 85

69 weneticJvariationJinJtheJandrogenJestrogenJconversionJpathwayJinJrelationJtoJbreastJcancerJ
prognosticatorsXJBreastcCancercResearchcandcTreatmentVJ2011VJabgVJeZcWi 4.4 6

68
vineJmappingJofJcandidateJregionsJforJbipolarJdisorderJprovidesJstrongJevidenceJforJsusceptibilityJ
lociJonJchromosomesJgqXJAmericancJournalcofcMedicalcGeneticscPartcB:cNeuropsychiatriccGeneticsVJ
2011VJaefVJafhWgf

3.5 4
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67 SgtWsδVVJaJdatabaseJforJcommonJandJrareJcopyJnumberJvariantsJinJthreeJqsianJpopulationsXJHumanc
MutationVJ2011VJcbVJacdaWi 4.7 25

66 PolymorphismsJinJoxidativeJstressWrelatedJgenesJandJpostmenopausalJbreastJcancerJriskXJ
InternationalcJournalcofcCancerVJ2011VJabiVJadfgWgf 7.5 29

65 qssociationsJofJbreastJcancerJriskJfactorsJwithJtumorJsubtypesjJaJpooledJanalysisJfromJtheJrreastJ
sancerJqssociationJsonsortiumJstudiesXJJournalcofcthecNationalcCancercInstituteVJ2011VJaZcVJbeZWfc 9.7 513

64 weneticJriskJandJaJprimaryJroleJforJcellWmediatedJimmuneJmechanismsJinJmultipleJsclerosisXJNatureVJ
2011VJdgfVJbadWi 50.4 1948

63
 owJpenetranceJbreastJcancerJsusceptibilityJlociJareJassociatedJwithJspecificJbreastJtumorJ
subtypesjJfindingsJfromJtheJrreastJsancerJqssociationJsonsortiumXJHumancMolecularcGeneticsVJ2011
VJbZVJcbhiWcZc

5.6 140

62 qJcommonJvariantJatJtheJTuRTWs PTαa JlocusJisJassociatedJwithJestrogenJreceptorWnegativeJbreastJ
cancerXJNaturecGeneticsVJ2011VJdcVJabaZWd 36.3 253

61 sommonJbreastJcancerJsusceptibilityJlociJareJassociatedJwithJtripleWnegativeJbreastJcancerXJCancerc
ResearchVJ2011VJgaVJfbdZWi 10.1 100

60 rreastJcancerJsusceptibilityJpolymorphismsJandJendometrialJcancerJriskjJaJsollaborativeJ
undometrialJsancerJStudyXJCarcinogenesisVJ2011VJcbVJahfbWf 4.6 4

59 ProgesteroneJreceptorJgeneJvariantsJandJriskJofJendometrialJcancerXJCarcinogenesisVJ2011VJcbVJccaWe 4.6 18

58 qssociationJofJvariantsJinJvRqPaJandJPtwvRqJwithJcornealJcurvatureJinJqsianJpopulationsJfromJ
SingaporeXJHumancMolecularcGeneticsVJ2011VJbZVJcficWh 5.6 46

57 TransferabilityJofJtypeJbJdiabetesJimplicatedJlociJinJmultiWethnicJcohortsJfromJSoutheastJqsiaXJPLoSc
GeneticsVJ2011VJgVJeaZZacfc 6 119

56 wWqSJofJfollicularJlymphomaJrevealsJallelicJheterogeneityJatJfpbaXcbJandJsuggestsJsharedJgeneticJ
susceptibilityJwithJdiffuseJlargeJrWcellJlymphomaXJPLoScGeneticsVJ2011VJgVJeaZZacgh 6 84

55 wenomeWwideJmetaWanalysisJofJfiveJqsianJcohortsJidentifiesJPtwvRqJasJaJsusceptibilityJlocusJforJ
cornealJastigmatismXJPLoScGeneticsVJ2011VJgVJeaZZbdZb 6 33

54 wenomeWwideJassociationJstudyJforJatopyJandJallergicJrhinitisJinJaJSingaporeJshineseJpopulationXJ
PLoScONEVJ2011VJfVJeaigai 3.7 60

53 xundredsJofJvariantsJclusteredJinJgenomicJlociJandJbiologicalJpathwaysJaffectJhumanJheightXJ
NatureVJ2010VJdfgVJhcbWh 50.4 1514

52 wenomeWwideJassociationJstudyJofJfollicularJlymphomaJidentifiesJaJriskJlocusJatJfpbaXcbXJNaturec
GeneticsVJ2010VJdbVJffaWd 36.3 137

51 qssociationJanalysesJofJbdiVgifJindividualsJrevealJahJnewJlociJassociatedJwithJbodyJmassJindexXJ
NaturecGeneticsVJ2010VJdbVJicgWdh 36.3 2267

50
sommonJpolymorphismsJinJyTwqbVJPOδaJandJTxrSbJareJassociatedJwithJcoronaryJatherosclerosisJinJ
aJcandidateJgeneJassociationJstudyJofJtheJshineseJxanJpopulationXJJournalcofcHumancGeneticsVJ2010
VJeeVJdiZWd

4.3 21

(2010-2011)
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49 αissenseJvariantsJinJqTαJinJbfVaZaJbreastJcancerJcasesJandJbiVhdbJcontrolsXJCancercEpidemiologyc
BiomarkerscandcPreventionVJ2010VJaiVJbadcWea 4 31

48 αultiWvariantJpathwayJassociationJanalysisJrevealsJtheJimportanceJofJgeneticJdeterminantsJofJ
estrogenJmetabolismJinJbreastJandJendometrialJcancerJsusceptibilityXJPLoScGeneticsVJ2010VJfVJeaZZaZab 6 36

47 teletionJofJtheJWtdZJdomainJofJ RR–bJinJZebrafishJcausesJParkinsonismWlikeJlossJofJneuronsJandJ
locomotiveJdefectXJPLoScGeneticsVJ2010VJfVJeaZZZiad 6 96

46 qJgenomeWwideJassociationJscanJonJestrogenJreceptorWnegativeJbreastJcancerXJBreastcCancerc
ResearchVJ2010VJabVJRic 8.3 32

45 qJgenomeWwideJassociationJstudyJofJnasopharyngealJcarcinomaJidentifiesJthreeJnewJsusceptibilityJ
lociXJNaturecGeneticsVJ2010VJdbVJeiiWfZc 36.3 306

44 weneticJvariationJinJtheJestrogenJmetabolicJpathwayJandJmammographicJdensityJasJanJ
intermediateJphenotypeJofJbreastJcancerXJBreastcCancercResearchVJ2010VJabVJRai 8.3 14

43
qssessingJinteractionsJbetweenJtheJassociationsJofJcommonJgeneticJsusceptibilityJvariantsVJ
reproductiveJhistoryJandJbodyJmassJindexJwithJbreastJcancerJriskJinJtheJbreastJcancerJassociationJ
consortiumjJaJcombinedJcaseWcontrolJstudyXJBreastcCancercResearchVJ2010VJabVJRaaZ

8.3 74

42 rirthJweightVJbreastJcancerJsusceptibilityJlociVJandJbreastJcancerJriskXJCancercCausescandcControlVJ
2010VJbaVJfhiWif 2.8 23

41 qssociationJofJuSRaJgeneJtaggingJSδPsJwithJbreastJcancerJriskXJHumancMolecularcGeneticsVJ2009VJahVJaacaWi5.6 75

40 RiskJofJestrogenJreceptorWpositiveJandJWnegativeJbreastJcancerJandJsingleWnucleotideJpolymorphismJ
bqceWrsacchgZdbXJJournalcofcthecNationalcCancercInstituteVJ2009VJaZaVJaZabWh 9.7 90

39 δoJevidenceJthatJwqTqcJrsegZfacJSδPJmodifiesJbreastJcancerJriskXJBreastcCancercResearchcandc
TreatmentVJ2009VJaagVJcgaWi 4.4 10

38 wermWlineJvariationJatJaJfunctionalJpecJbindingJsiteJincreasesJsusceptibilityJtoJbreastJcancerJ
developmentXJThecHUGOcJournalVJ2009VJcVJcaWdZ 4

37 uvidenceJforJanJassociationJofJx qWtRraTaeJandJtRraTZiJwithJleprosyJandJtheJimpactJofJtRraTZiJ
onJdiseaseJonsetJinJaJshineseJxanJpopulationXJBMCcMedicalcGeneticsVJ2009VJaZVJacc 2.1 27

36 δewlyJdiscoveredJbreastJcancerJsusceptibilityJlociJonJcpbdJandJagqbcXbXJNaturecGeneticsVJ2009VJdaVJeheWiZ36.3 393

35 weneticJstructureJofJtheJxanJshineseJpopulationJrevealedJbyJgenomeWwideJSδPJvariationXJAmericanc
JournalcofcHumancGeneticsVJ2009VJheVJggeWhe 11 241

34 viveJpolymorphismsJandJbreastJcancerJriskjJresultsJfromJtheJrreastJsancerJqssociationJsonsortiumXJ
CancercEpidemiologycBiomarkerscandcPreventionVJ2009VJahVJafaZWf 4 53

33 uSRaJandJuwvJgeneticJvariationJinJrelationJtoJbreastJcancerJriskJandJsurvivalXJBreastcCancercResearchVJ
2008VJaZVJRae 8.3 30

32 qssociationJofJTδvSvaeJwithJsrohnQsJdiseaseJinJ–oreansXJAmericancJournalcofcGastroenterologyVJ
2008VJaZcVJadcgWdb 0.7 69
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31 xeterogeneityJofJbreastJcancerJassociationsJwithJfiveJsusceptibilityJlociJbyJclinicalJandJpathologicalJ
characteristicsXJPLoScGeneticsVJ2008VJdVJeaZZZZed 6 280

30 qJcommonJcodingJvariantJinJsqSPhJisJassociatedJwithJbreastJcancerJriskXJNaturecGeneticsVJ2007VJciVJcebWh36.3 557

29 wenomeWwideJassociationJstudyJidentifiesJnovelJbreastJcancerJsusceptibilityJlociXJNatureVJ2007VJddgVJaZhgWic50.4 1957

28 uffectJofJqTαVJsxu–bJandJuRrrbJTqwSδPsJandJhaplotypesJonJendometrialJcancerJriskXJHumanc
MolecularcGeneticsVJ2007VJafVJaedWfd 5.6 17

27
somprehensiveJanalysisJofJtheJqTαVJsxu–bJandJuRrrbJgenesJinJrelationJtoJbreastJtumourJ
characteristicsJandJsurvivaljJaJpopulationWbasedJcaseWcontrolJandJfollowWupJstudyXJBreastcCancerc
ResearchVJ2006VJhVJRfg

8.3 15

26 xighWthroughputJgenomicJtechnologyJinJresearchJandJclinicalJmanagementJofJbreastJcancerXJ
uvolvingJlandscapeJofJgeneticJepidemiologicalJstudiesXJBreastcCancercResearchVJ2006VJhVJbZi 8.3 9

25 qJglobalJmapJofJpecJtranscriptionWfactorJbindingJsitesJinJtheJhumanJgenomeXJCellVJ2006VJabdVJbZgWai 56.2 958

24  inkageJdisequilibriumJmappingJofJsxu–bjJcommonJvariationJandJbreastJcancerJriskXJPLoScMedicineVJ
2006VJcVJeafh 11.6 30

23 sombinedJanalysisJfromJelevenJlinkageJstudiesJofJbipolarJdisorderJprovidesJstrongJevidenceJofJ
susceptibilityJlociJonJchromosomesJfqJandJhqXJAmericancJournalcofcHumancGeneticsVJ2005VJggVJehbWie 11 192

22 SqRSJtransmissionJpatternJinJSingaporeJreassessedJbyJviralJsequenceJvariationJanalysisXJPLoSc
MedicineVJ2005VJbVJedc 11.6 30

21 αutationalJdynamicsJofJtheJSqRSJcoronavirusJinJcellJcultureJandJhumanJpopulationsJisolatedJinJ
bZZcXJBMCcInfectiouscDiseasesVJ2004VJdVJcb 4 46

20 wenomeJscanJmetaWanalysisJofJschizophreniaJandJbipolarJdisorderVJpartJyyyjJripolarJdisorderXJ
AmericancJournalcofcHumancGeneticsVJ2003VJgcVJdiWfb 11 353

19 qJgenomewideJscreenJofJcdeJfamiliesJforJautismWsusceptibilityJlociXJAmericancJournalcofcHumanc
GeneticsVJ2003VJgcVJhhfWig 11 224

18 urJsimplexJsuperficialisJresultingJfromJaJmutationJinJtheJtypeJVyyJcollagenJgeneXJJournalcofc
InvestigativecDermatologyVJ2002VJaahVJedgWi 4.3 15

17 uvidenceJforJaJlanguageJquantitativeJtraitJlocusJonJchromosomeJgqJinJmultiplexJautismJfamiliesXJ
AmericancJournalcofcHumancGeneticsVJ2002VJgZVJfZWga 11 222

16 wenomewideJlinkageJanalysisJofJceliacJdiseaseJinJvinnishJfamiliesXJAmericancJournalcofcHumanc
GeneticsVJ2002VJgZVJeaWi 11 80

15 qJfollowWupJlinkageJstudyJsupportsJevidenceJforJaJbipolarJaffectiveJdisorderJlocusJonJchromosomeJ
baqbbXJAmericancJournalcofcMedicalcGeneticscPartcAVJ2001VJaZeVJahiWid 40

14 qJgenomewideJscreenJforJautismJsusceptibilityJlociXJAmericancJournalcofcHumancGeneticsVJ2001VJfiVJcbgWdZ11 267

(2001-2008)
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13 weneticJarchitectureJofJaJmorphologicalJshapeJdifferenceJbetweenJtwoJtrosophilaJspeciesXJ
GeneticsVJ2000VJaedVJbiiWcaZ 4 146

12 qJcomprehensiveJlinkageJanalysisJofJchromosomeJbaqbbJsupportsJpriorJevidenceJforJaJputativeJ
bipolarJaffectiveJdisorderJlocusXJAmericancJournalcofcHumancGeneticsVJ1999VJfdVJbaZWg 11 99

11 sharacterizationJofJtheJhumanJglutamateJreceptorJsubunitJcJgeneJRwRyqcSVJaJcandidateJforJbipolarJ
disorderJandJnonspecificJXWlinkedJmentalJretardationXJGenomicsVJ1999VJfbVJcefWfh 4.3 75

10
QUqδTyTqTyVuJwuδuTysJqδq YSySJOvJtyVuRwuδsuJyδJαq uJSusOδtqRYJSuXUq JTRqyTSJ
ruTWuuδJtROSOPxy qJSyαU qδSJqδtJtROSOPxy qJαqURyTyqδqXJEvolution;cInternationalc
JournalcofcOrganiccEvolutionVJ1997VJeaVJhafWhcb

3.8 81

9 qnJintrogressionJanalysisJofJquantitativeJtraitJlociJthatJcontributeJtoJaJmorphologicalJdifferenceJ
betweenJtrosophilaJsimulansJandJtXJmauritianaXJGeneticsVJ1997VJadeVJcciWdh 4 54

8 weneticJanalysisJofJaJmorphologicalJshapeJdifferenceJinJtheJmaleJgenitaliaJofJtrosophilaJsimulansJ
andJtXJmauritianaXJGeneticsVJ1996VJadbVJaabiWde 4 159

7 TheJTransWqncestralJwenomicJqrchitectureJofJwlycaemicJTraits 1

6 teterminantsJofJpenetranceJandJvariableJexpressivityJinJmonogenicJmetabolicJconditionsJacrossJ
ggVahdJexomes 1

5 TransWancestryJgeneticJstudyJofJtypeJbJdiabetesJhighlightsJtheJpowerJofJdiverseJpopulationsJforJ
discoveryJandJtranslation 10

4 RareJcodingJvariantsJinJceJgenesJassociateJwithJcirculatingJlipidJlevelsJâ��JaJmultiWancestryJanalysisJofJ
agZVZZZJexomes 2

3 weneticJdiscoveryJandJtranslationalJdecisionJsupportJfromJexomeJsequencingJofJbZVgiaJtypeJbJ
diabetesJcasesJandJbdVddZJcontrolsJfromJfiveJancestries 2

2  argeWscaleJwholeWgenomeJsequencingJofJthreeJdiverseJqsianJpopulationsJinJSingapore 3

1 ydentificationJofJtypeJbJdiabetesJlociJinJdccVedZJuastJqsianJindividuals 4
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