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genesWKmutationsWKdrugsKandKmetabolitesYKNucleicdAcidsdResearchWK2008WKbeWKWbhhXc[d 20.1 180
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NucleicdAcidsdResearchWK2014WKcaWKsbaeXbd 20.1 159

342 rurrentKprogressKinKcomputationalKmetabolomicsYKBriefingsdindBioinformaticsWK2007WKgWKafhXhb 13.4 159

341 }odulationKofKstructureKandKantibacterialKandKhemolyticKactivityKbyKringKsizeKinKcyclicKgramicidinK₅K
analogsYKJournaldofdBiologicaldChemistryWK1996WKaf]WKadae]Xg 5.4 159

340 P₀tsxα—₀iKaKwebKserverKforKpredictingKproteinKtorsionKangleKrestraintsYKNucleicdAcidsdResearchWK
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303 romputationalKstrategiesKforKmetaboliteKidentificationKinKmetabolomicsYKBioanalysisWK2009WK]WK]dfhXhe 2.1 89
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JournaldofdthedAmericandChemicaldSocietyWK2002WK]acWK]a[bX]b 16.4 88
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respiratoryKsyndromeKbr{proYKJournaldofdMedicinaldChemistryWK2004WKcfWKe]]bXe 8.3 87

300 ppplicationKofKtheKrandomKcoilKindexKtoKstudyingKproteinKflexibilityYKJournaldofdBiomoleculardNMRWK
2008WKc[WKb]Xcg 3 86

299 ₅olutionKstructureKofKcarnobacteriocinKqaKandKimplicationsKforKstructureXactivityKrelationshipsK
amongKtypeKxxaKbacteriocinsKfromKlacticKacidKbacteriaYKBiochemistryWK1999WKbgWK]dcbgXcf 3.2 86

298 }etabolomicsKandKfirstXtrimesterKpredictionKofKearlyXonsetKpreeclampsiaYKJournaldofdMaternalrFetald
anddNeonataldMedicineWK2012WKadWK]gc[Xf 2 85

297 rancerK}etabolomicsKandKtheKwumanK}etabolomeKsatabaseYKMetabolitesWK2016WKeWK 5.6 84

296 rurrentKandKuutureKPerspectivesKonKtheK₅tructuralKxdentificationKofK₅mallK}oleculesKinKqiologicalK
₅ystemsYKMetabolitesWK2016WKeWK 5.6 84

295 Y}sqKaY[iKaKsignificantlyKexpandedKversionKofKtheKyeastKmetabolomeKdatabaseYKNucleicdAcidsd
ResearchWK2017WKcdWKscc[Xsccd 20.1 83

294 putomatedK]wKandK]brKchemicalKshiftKpredictionKusingKtheKqio}ag₀esqankYKJournaldofdBiomoleculard
NMRWK1997WK][WKbahXbe 3 81

293 ProteomeKpnalystiKcustomKpredictionsKwithKexplanationsKinKaKwebXbasedKtoolKforKhighXthroughputK
proteomeKannotationsYKNucleicdAcidsdResearchWK2004WKbaWKWbedXf] 20.1 80

292 setailedKbiophysicalKcharacterizationKofKtheKacidXinducedKPrPScTKtoKPrPS˛†TKconversionKprocessYK
BiochemistryWK2011WKd[WK]]eaXfb 3.2 79

291 txposomeXtxploreriKaKmanuallyXcuratedKdatabaseKonKbiomarkersKofKexposureKtoKdietaryKandK
environmentalKfactorsYKNucleicdAcidsdResearchWK2017WKcdWKshfhXshgc 20.1 77

290 romputationalKPredictionKofKtlectronKxonizationK}assK₅pectraKtoKpssistKinKvrZ}₅KrompoundK
xdentificationYKAnalyticaldChemistryWK2016WKggWKfeghXhf 7.8 76

289 αheKqovineK₀uminalKuluidK}etabolomeYKMetabolomicsWK2013WKhWKbe[Xbfg 4.7 75

288 xsKrancerKaKveneticKsiseaseKorKaK}etabolicKsiseasenYKEBioMedicineWK2015WKaWKcfgXh 8.8 73

287 tr}sqKaY[iKpKricherKresourceKforKunderstandingKtheKbiochemistryKofKtYKcoliYKNucleicdAcidsdResearchWK
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ralculationKofKlocalKwaterKdensitiesKinKbiologicalKsystemsiKaKcomparisonKofKmolecularKdynamicsK
simulationsKandKtheKbsX₀x₅}XzwKmolecularKtheoryKofKsolvationYKJournaldofdPhysicaldChemistrydBWK
2011WK]]dWKb]hXag
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284 Pwp₅αWKPwp₅αt₀KandKPwp₅αt₅αiKαoolsKforKfindingKprophageKinKbacterialKgenomesYKBriefingsdind
BioinformaticsWK2019WKa[WK]de[X]def 13.4 71

283 rhemicalKrompositionKofKrommercialKrowRsK}ilkYKJournaldofdAgriculturaldanddFooddChemistryWK2019WK
efWKcghfXch]c 5.7 70

282 ₀ecommendedKstrategiesKforKspectralKprocessingKandKpostXprocessingKofK]sKwX–}₀KdataKofK
biofluidsKwithKaKparticularKfocusKonKurineYKMetabolomicsWK2018WK]cWKb] 4.7 70

281 }inimumKinformationKaboutKaKbioactiveKentityKS}xpqtTYKNaturedReviewsdDrugdDiscoveryWK2011WK][WKee]Xh 64.1 69

280 xnformaticsKandKsataKpnalyticsKtoK₅upportKtxposomeXqasedKsiscoveryKforKPublicKwealthYKAnnuald
ReviewdofdPublicdHealthWK2017WKbgWKafhXahc 20.6 68

279 –}₀KmetabolomicsiKpKlookKaheadYKJournaldofdMagneticdResonanceWK2019WKb[eWK]ddX]e] 3 68

278 xmprovingKearlyKdrugKdiscoveryKthroughKps}tKmodellingiKanKoverviewYKDrugsdindRdanddDWK2007WKgWKbchXea 3.4 67
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276 –}₀iKpredictionKofKproteinKflexibilityYKNaturedProtocolsWK2006WK]WKegbXg 18.8 65
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synamicKrelationshipsKamongKtypeKxxaKbacteriocinsiKtemperatureKeffectsKonKantimicrobialKactivityK
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273 rombiningKtraditionalKdietaryKassessmentKmethodsKwithKnovelKmetabolomicsKtechniquesiKpresentK
effortsKbyKtheKuoodKqiomarkerKpllianceYKProceedingsdofdthedNutritiondSocietyWK2017WKfeWKe]hXeaf 2.9 62

272 ₅mallKmoleculeKinhibitorsKofKt₀rr]XXPuKproteinXproteinKinteractionKsynergizeKalkylatingKagentsKinK
cancerKcellsYKMoleculardPharmacologyWK2013WKgcWK]aXac 4.3 61

271 xdentificationKofKnovelKandKknownKoocyteXspecificKgenesKusingKcomplementaryKs–pKsubtractionKandK
microarrayKanalysisKinKthreeKdifferentKspeciesYKBiologydofdReproductionWK2005WKfbWKebXf] 3.9 60

270 rtβK}assK}ediatorKbY[iKpK}etaboliteKpnnotationKαoolYKJournaldofdProteomedResearchWK2019WK]gWKfhfXg[a 5.6 59

269 romputationalKapproachesKtoKmetabolomicsYKMethodsdindMoleculardBiologyWK2010WKdhbWKagbXb]b 1.4 57

268 Plas}apperiKaKwebKserverKforKdrawingKandKautoXannotatingKplasmidKmapsYKNucleicdAcidsdResearchWK
2004WKbaWKWee[Xc 20.1 56

(2004-2011)

9



267 }icrobiomeKandKmetabolomeKmodifyingKeffectsKofKseveralKcardiovascularKdiseaseKinterventionsKinK
apoXtKmiceYKMicrobiomeWK2017WKdWKb[ 16.6 55

266 uirstXtrimesterKmetabolomicKdetectionKofKlateXonsetKpreeclampsiaYKAmericandJournaldofdObstetricsd
anddGynecologyWK2013WKa[gWKdgYe]Xf 6.4 55

265 αheK₀rxKserveriKrapidKandKaccurateKcalculationKofKproteinKflexibilityKusingKchemicalKshiftsYKNucleicd
AcidsdResearchWK2007WKbdWKWdb]Xf 20.1 55

264 ppplicationKofKsolidKphaseKpeptideKsynthesisKtoKengineeringKPt—â��peptideKblockKcopolymersKforK
drugKdeliveryYKColloidsdanddSurfacesdB:dBiointerfacesWK2003WKb[WKbabXbbc 6 54

263 ₀esolutionXbyXproxyiKaKsimpleKmeasureKforKassessingKandKcomparingKtheKoverallKqualityKofK–}₀K
proteinKstructuresYKJournaldofdBiomoleculardNMRWK2012WKdbWK]efXg[ 3 52

262 }etpααiKaKwebXbasedKmetabolomicsKtoolKforKanalyzingKtimeXseriesKandKtwoXfactorKdatasetsYK
BioinformaticsWK2011WKafWKacddXe 7.2 52

261 PastureKueedingKrhangesKtheKqovineK₀umenKandK}ilkK}etabolomeYKMetabolitesWK2018WKgWK 5.6 51

260
pnaloguesKofKbacteriocinsiKantimicrobialKspecificityKandKinteractionsKofKleucocinKpKwithKitsK
enantiomerWKcarnobacteriocinKqaWKandKtruncatedKderivativesYKJournaldofdMedicinaldChemistryWK2000WK
cbWKcdfhXg]

8.3 51

259 wairKmetabolomicsiKidentificationKofKfetalKcompromiseKprovidesKproofKofKconceptKforKbiomarkerK
discoveryYKTheranosticsWK2014WKcWKhdbXh 12.1 50

258 pKschemeKforKaKflexibleKclassificationKofKdietaryKandKhealthKbiomarkersYKGenesdanddNutritionWK2017WK
]aWKbc 4.3 49

257 P₀—αtβ₅aiKaKwebKserverKforKcomprehensiveKproteinKstructureKpredictionKandKstructureXbasedK
annotationYKNucleicdAcidsdResearchWK2008WKbeWKWa[aXh 20.1 49

256 γlXlinkerXγhKorientationXdependentKexpressionKofKsingleKchainKuvXcontainingKanKengineeredK
disulfideXstabilizedKbondKinKtheKframeworkKregionsYKJournaldofdBiochemistryWK1995WK]]gWKgadXb] 3.1 49

255 }etabolomicsKProfilingKofKrriticallyKxllKroronavirusKsiseaseKa[]hKPatientsiKxdentificationKofK
siagnosticKandKPrognosticKqiomarkersK2020WKaWKe[afa 49

254 ₅P{p₅wWKaKhashedKidentifierKforKmassKspectraYKNaturedBiotechnologyWK2016WKbcWK][hhX]][] 44.5 48

253 γirtualKscreeningKandKbiologicalKevaluationKofKinhibitorsKtargetingKtheKXPpXt₀rr]KinteractionYKPLoSd
ONEWK2012WKfWKed]bah 3.7 48

252 vuidelinesKforKqiomarkerKofKuoodKxntakeK₀eviewsKSqux₀evTiKhowKtoKconductKanKextensiveKliteratureK
searchKforKbiomarkerKofKfoodKintakeKdiscoveryYKGenesdanddNutritionWK2018WK]bWKb 4.3 47

251
pssociationKthermodynamicsKandKconformationalKstabilityKofKbetaXsheetKamyloidKbetaS]fXcaTK
oligomersiKeffectsKofKtaaQKSsutchTKmutationKandKchargeKneutralizationYKBiophysicaldJournalWK2010WK
hgWKagaXhe

2.9 46

250 –}₀KspectroscopyKandKproteinKstructureKdeterminationiKapplicationsKtoKdrugKdiscoveryKandK
developmentYKCurrentdPharmaceuticaldBiotechnologyWK2005WKeWK][dXa[ 2.6 46
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249 srugqankKandKitsKrelevanceKtoKpharmacogenomicsYKPharmacogenomicsWK2008WKhWK]]ddXea 2.6 45

248 rlinicalKphenotypeKclusteringKinKcardiovascularKriskKpatientsKforKtheKidentificationKofKresponsiveK
metabotypesKafterKredKwineKpolyphenolKintakeYKJournaldofdNutritionaldBiochemistryWK2016WKagWK]]cXa[ 6.3 44

247 ve–}₀iKaKwebKserverKforKrapidK–}₀XbasedKproteinKstructureKdeterminationYKNucleicdAcidsdResearchWK
2009WKbfWKWef[Xf 20.1 44

246 }etabolomicsKinKmonitoringKkidneyKtransplantsYKCurrentdOpiniondindNephrologydanddHypertensionWK
2006WK]dWKebfXca 3.5 44

245 γalidationKofKmetabolomicKmodelsKforKpredictionKofKearlyXonsetKpreeclampsiaYKAmericandJournaldofd
ObstetricsdanddGynecologyWK2015WKa]bWKdb[Ye]Xdb[Ye][ 6.4 43

244 sevelopmentKofKaKnovelKvirtualKscreeningKcascadeKprotocolKtoKidentifyKpotentialKtrypanothioneK
reductaseKinhibitorsYKJournaldofdMedicinaldChemistryWK2009WKdaWK]ef[Xg[ 8.3 43

243 xnternationalK₀ingKαrialKofKaKwighK₀esolutionKαargetedK}etabolomicsKandK{ipidomicsKPlatformKforK
₅erumKandKPlasmaKpnalysisYKAnalyticaldChemistryWK2019WKh]WK]cc[fX]cc]e 7.8 42

242 rp}₀piKchemicalKshiftKbasedKcomputerKaidedKproteinK–}₀KassignmentsYKJournaldofdBiomoleculard
NMRWK1998WK]aWKbhdXc[d 3 42

241 wydrationKeffectsKonKtheKwtαXsKprionKandKamyloidXbetaKfibrillousKaggregatesWKstudiedKwithK
threeXdimensionalKmolecularKtheoryKofKsolvationYKBiophysicaldJournalWK2008WKhdWKcdc[Xg 2.9 42

240 qac}apiKanKinteractiveKpictureKatlasKofKannotatedKbacterialKgenomesYKNucleicdAcidsdResearchWK2005WK
bbWKsb]fXa[ 20.1 42

239 vrX}₅K}etabolomicsKxdentifiesK}etaboliteKplterationsKαhatKPrecedeK₅ubclinicalK}astitisKinKtheK
qloodKofKαransitionKsairyKrowsYKJournaldofdProteomedResearchWK2017WK]eWKcbbXcce 5.6 41

238 αheKqovineK}etabolomeYKMetabolitesWK2020WK][WK 5.6 40

237 r₅xKaY[iKaKsignificantlyKimprovedKversionKofKtheKrhemicalK₅hiftKxndexYKJournaldofdBiomoleculardNMRWK
2014WKe[WK]b]Xce 3 40

236 βseKofKproteinaseKzKnonspecificKdigestionKforKselectiveKandKcomprehensiveKidentificationKofK
interpeptideKcrossXlinksiKapplicationKtoKprionKproteinsYKMoleculardanddCellulardProteomicsWK2012WK]]WK}]]]Y[]bdac7.6 40

235 pccurateKpredictionKofKproteinKtorsionKanglesKusingKchemicalKshiftsKandKsequenceKhomologyYK
MagneticdResonancedindChemistryWK2006WKccK₅pecK–oWK₅]dgXef 2.1 40

234 }ovie}akeriKaKwebKserverKforKrapidKrenderingKofKproteinKmotionsKandKinteractionsYKNucleicdAcidsd
ResearchWK2005WKbbWKWbdgXea 20.1 40

233 putomatedKbacterialKgenomeKanalysisKandKannotationYKCurrentdOpiniondindMicrobiologyWK2006WKhWKd[dX][ 7.9 40

232 {earningKtoKpredictKcancerXassociatedKskeletalKmuscleKwastingKfromK]wX–}₀KprofilesKofKurinaryK
metabolitesYKMetabolomicsWK2011WKfWKadXbc 4.7 38

(2011-2008)
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231 nmr}{iKpKrommunityK₅upportedK—penKsataK₅tandardKforKtheKsescriptionWK₅torageWKandKtxchangeK
ofK–}₀KsataYKAnalyticaldChemistryWK2018WKh[WKechXede 7.8 37

230 ₅imulationsKofKxnterdigitatedKtlectrodeKxnteractionsKwithKvoldK–anoparticlesKforKxmpedanceXqasedK
qiosensingKppplicationsYKSensorsWK2015WK]dWKaa]haXa[g 3.8 36

229 }etabolomeKanalysisKofKa[KtaxonomicallyKrelatedKbenzylisoquinolineKalkaloidXproducingKplantsYK
BMCdPlantdBiologyWK2015WK]dWKaa[ 5.3 36

228 }etabolomicKanalysisKforKfirstXtrimesterKsownKsyndromeKpredictionYKAmericandJournaldofdObstetricsd
anddGynecologyWK2013WKa[gWKbf]Ye]Xg 6.4 36

227 PerspectiveiKsietaryKqiomarkersKofKxntakeKandKtxposureXtxplorationKwithK—micsKppproachesYK
AdvancesdindNutritionWK2020WK]]WKa[[Xa]d 10 35

226
sevelopmentKofKisotopeKlabelingKliquidKchromatographyKmassKspectrometryKforKmouseKurineK
metabolomicsiKquantitativeKmetabolomicKstudyKofKtransgenicKmiceKrelatedKtoKplzheimerRsKdiseaseYK
JournaldofdProteomedResearchWK2014WK]bWKccdfXeh

5.6 35

225
sevelopmentKofKtcomâ��â��KandKretentionKindexKmodelsKforKnontargetedKmetabolomicsiKidentificationK
ofK]WbXdicyclohexylureaKinKhumanKserumKbyKwP{rZmassKspectrometryYKJournaldofdChemicald
InformationdanddModelingWK2012WKdaWK]aaaXbf

6.1 35

224 PathqankiKaKcomprehensiveKpathwayKdatabaseKforKmodelKorganismsYKNucleicdAcidsdResearchWK2020WK
cgWKscf[Xscfg 20.1 35

223 pKsensitiveWKhighXthroughputK{rX}₅Z}₅KmethodKforKmeasuringKcatecholaminesKinKlowKvolumeK
serumYKAnalyticadChimicadActaWK2018WK][bfWK]dhX]ef 6.6 34

222 }etabolomicKpredictionKofKfetalKcongenitalKheartKdefectKinKtheKfirstKtrimesterYKAmericandJournaldofd
ObstetricsdanddGynecologyWK2014WKa]]WKac[Ye]Xac[Ye]c 6.4 34

221 bsX₀x₅}XsockiKpK–ewKuragmentXqasedKsrugKsesignKProtocolYKJournaldofdChemicaldTheorydandd
ComputationWK2012WKgWKbbdeXfa 6.4 34

220 txploringKhumanKmetabolitesKusingKtheKhumanKmetabolomeKdatabaseYKCurrentdProtocolsdind
BioinformaticsWK2009WKrhapterK]cWKβnit]cYg 24.2 33

219 qioinformaticsKinKdrugKdevelopmentKandKassessmentYKDrugdMetabolismdReviewsWK2005WKbfWKafhXb][ 7 33

218 –}₀KsolutionKstructureKofKtheKprecursorKforKcarnobacteriocinKqaWKanKantimicrobialKpeptideKfromK
rarnobacteriumKpiscicolaYKFEBSdJournalWK2004WKaf]WK]fcgXde 33

217 βnravelingKtheKunknownKareasKofKtheKhumanKmetabolomeiKtheKroleKofKinfraredKionKspectroscopyYK
JournaldofdInheriteddMetabolicdDiseaseWK2018WKc]WKbefXbff 5.4 32

216 }etabolomicsiKaKcomplementaryKtoolKinKrenalKtransplantationYKContributionsdTodNephrologyWK2008WK
]e[WKfeXgf 1.6 32

215 }etabolicKsignaturesKofKwuntingtonRsKdiseaseKSwsTiKS]TwK–}₀KanalysisKofKtheKpolarKmetabolomeKinK
postXmortemKhumanKbrainYKBiochimicadEtdBiophysicadActadrdMoleculardBasisdofdDiseaseWK2016WK]geaWK]efdXgc6.9 31

214 ryp₀eactiKpK₅oftwareKαoolKforKinK₅ilicoK₀eactantKPredictionKforKwumanKrytochromeKPcd[KtnzymesYK
JournaldofdChemicaldInformationdanddModelingWK2018WKdgWK]agaX]ah] 6.1 31
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213
tdibleKnutsKdeliverKpolyphenolsKandKtheirKtransformationKproductsKtoKtheKlargeKintestineiKpnKinKvitroK
fermentationKmodelKcombiningKtargetedZuntargetedKmetabolomicsYKFooddResearchdInternationalWK
2019WK]]eWKfgeXfhc

7 31

212 rharacterizationKofKbiopharmaceuticalsKbyK–}₀KspectroscopyYKTrACdrdTrendsdindAnalyticaldChemistryWK
2013WKcgWKheX]]] 14.6 30

211 pKprobabilisticKapproachKforKvalidatingKproteinK–}₀KchemicalKshiftKassignmentsYKJournaldofd
BiomoleculardNMRWK2010WKcfWKgdXhh 3 30

210 pKsimpleKmethodKtoKadjustKinconsistentlyKreferencedK]brKandK]d–KchemicalKshiftKassignmentsKofK
proteinsYKJournaldofdBiomoleculardNMRWK2005WKb]WK]cbXg 3 30

209 sevelopingKtrendsKinKaptamerXbasedKbiosensorKdevicesKandKtheirKapplicationsYKIEEEdTransactionsdond
BiomedicaldCircuitsdanddSystemsWK2014WKgWKcX]c 5.1 29

208 pKsimpleKmethodKtoKquantitativelyKmeasureKpolypeptideKyw–wKalphaKcouplingKconstantsKfromK
α—r₅YKorK–—t₅YKspectraYKJournaldofdBiomoleculardNMRWK1997WK][WKbfbXga 3 28

207 }etaboliteKprofilingKandKexpressionKanalysisKofKflavonoidWKvitaminKrKandKtocopherolKbiosynthesisK
genesKinKtheKantioxidantXrichKseaKbuckthornKSwippophaeKrhamnoidesK{YTYKPhytochemistryWK2015WK]]gWK]g]Xh]4 27

206 siscoveryKofKsmallKmoleculeKinhibitorsKthatKinteractKwithK˛‡XtubulinYKChemicaldBiologydanddDrugd
DesignWK2012WKfhWKebhXda 2.9 27

205 –}₀KtxchangeKuormatiKaKunifiedKandKopenKstandardKforKrepresentationKofK–}₀KrestraintKdataYK
NaturedStructuraldanddMoleculardBiologyWK2015WKaaWKcbbXc 17.6 26

204 ₅hakingKaloneKinducesKdeKnovoKconversionKofKrecombinantKprionKproteinsKtoK˛†XsheetKrichKoligomersK
andKfibrilsYKPLoSdONEWK2014WKhWKehgfdb 3.7 26

203 ₅tQ₅ttiKaKcomprehensiveKprogramKsuiteKforKproteinKsequenceKanalysisYKBioinformaticsWK1994WK][WK]a]Xba 7.2 26

202 uunctionalizedKgoldKnanoparticleXenhancedKcompetitiveKassayKforKsensitiveKsmallXmoleculeK
metaboliteKdetectionKusingKsurfaceKplasmonKresonanceYKAnalystqdTheWK2017WK]cbWKaghXahe 5 26

201 }etabotypingKrevealsKdistinctKmetabolicKalterationsKinKketoticKcowsKandKidentifiesKearlyKpredictiveK
serumKbiomarkersKforKtheKriskKofKdiseaseYKMetabolomicsWK2017WK]bWK] 4.7 25

200 Pp}sqiKaKcomprehensiveKPseudomonasKaeruginosaKmetabolomeKdatabaseYKNucleicdAcidsdResearchWK
2018WKceWKsdfdXsdg[ 20.1 25

199 αheKprionKproteinKbindsKthiamineYKFEBSdJournalWK2011WKafgWKc[[aX]c 5.7 25

198 xdentificationKofKaKnovelKarchaebacterialKthioredoxiniKdeterminationKofKfunctionKthroughKstructureYK
BiochemistryWK2002WKc]WKcfe[Xf[ 3.2 25

197 romputationalKsystemsKbiologyKinKcanceriKmodelingKmethodsKandKapplicationsYKGenedRegulationdandd
SystemsdBiologyWK2007WK]WKh]X]][ 2 25

196 pKsimpleKmethodKtoKmeasureKproteinKsideXchainKmobilityKusingK–}₀KchemicalKshiftsYKJournaldofdthed
AmericandChemicaldSocietyWK2013WK]bdWK]cdbeXh 16.4 24

(2013-2019)
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195 {ipopolysaccharideKinducedKconversionKofKrecombinantKprionKproteinYKPrionWK2014WKgWK 2.3 24

194 rhapterKbiK₅mallKmoleculesKandKdiseaseYKPLoSdComputationaldBiologyWK2012WKgWKe][[ag[d 5 24

193 venomicKsequenceKandKactivityKofKz₅][WKaKtransposableKphageKofKtheKqurkholderiaKcepaciaKcomplexYK
BMCdGenomicsWK2008WKhWKe]d 4.5 24

192 synamicKcellularKautomataiKanKalternativeKapproachKtoKcellularKsimulationYKIndSilicodBiologyWK2005WKdWK]bhXe]2 24

191 βrinaryK}etabolomicsKforK–oninvasiveKsetectionKofKpntibodyX}ediatedK₀ejectionKinKrhildrenKpfterK
zidneyKαransplantationYKTransplantationWK2017WK][]WKaddbXade] 1.8 23

190 ₅almonellaKphagesKandKprophagesiKgenomicsWKtaxonomyWKandKappliedKaspectsYKMethodsdindMoleculard
BiologyWK2015WK]aadWKabfXgf 1.4 23

189 xnKsilicoKidentificationKofKgenesKinKbacteriophageKs–pYKMethodsdindMoleculardBiologyWK2009WKd[aWKdfXgh 1.4 23

188 –}₀KsolutionKstructuresKofKtheKapoKandKpeptideXinhibitedKhumanKrhinovirusKbrKproteaseKS₅erotypeK
]cTiKstructuralKandKdynamicKcomparisonYKBiochemistryWK2007WKceWK]ahcdXdg 3.2 22

187 }agneticK₀esonanceKsiagnosticsiKpK–ewKαechnologyKforKwighXαhroughputKrlinicalKsiagnosticsYK
ClinicaldChemistryWK2001WKcfWK]h]gX]ha] 5.5 22

186 βsingKsrugqankKforKxnK₅ilicoKsrugKtxplorationKandKsiscoveryYKCurrentdProtocolsdindBioinformaticsWK
2016WKdcWK]cYcY]X]cYcYb] 24.2 22

185 sevelopmentKandKγalidationKofKaKwighXαhroughputK}assK₅pectrometryKqasedKβrineK}etabolomicK
αestKforKtheKsetectionKofKrolonicKpdenomatousKPolypsYKMetabolitesWK2017WKfWK 5.6 21

184 }olecularKsignaturesKofKendXstageKheartKfailureYKJournaldofdCardiacdFailureWK2011WK]fWKgefXfc 3.3 21

183
₀elativeKandKregionalKstabilitiesKofKtheKhamsterWKmouseWKrabbitWKandKbovineKprionKproteinsKtowardK
ureaKunfoldingKassessedKbyKnuclearKmagneticKresonanceKandKcircularKdichroismKspectroscopiesYK
BiochemistryWK2011WKd[WKfdbeXcd

3.2 21

182 romparativeKanalysisKofKessentialKcollectiveKdynamicsKandK–}₀XderivedKflexibilityKprofilesKinK
evolutionarilyKdiverseKprionKproteinsYKPrionWK2011WKdWK]ggXa[[ 2.3 21

181 PepαoolKandKveneαooliKplatformXindependentKtoolsKforKbiologicalKsequenceKanalysisYKMethodsdind
MoleculardBiologyWK2000WK]baWKhbX]]b 1.4 21

180
xmprovedKsyntheticKmethodsKforKtheKselectiveKdeuterationKofKaromaticKaminoKacidsiKapplicationsKofK
selectiveKprotonationKtowardsKtheKidentificationKofKproteinKfoldingKintermediatesKthroughKnuclearK
magneticKresonanceYKBBAdrdProteinsdanddProteomicsWK1993WK]]ecWKbeXce

21

179
romparisonKofKtheKmetabolomicKprofilesKofKirritableKbowelKsyndromeKpatientsKwithKulcerativeKcolitisK
patientsKandKhealthyKcontrolsiKnewKinsightsKintoKpathophysiologyKandKpotentialKbiomarkersYK
AlimentarydPharmacologydanddTherapeuticsWK2019WKchWKfabXfba

6.1 20

178 αransformationKofKpolyphenolsKfoundKinKpigmentedKglutenXfreeKfloursKduringKinKvitroKlargeK
intestinalKfermentationYKFooddChemistryWK2019WKahgWK]ad[eg 8.5 20
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177 pKwighXPerformingKPlasmaK}etaboliteKPanelKforKtarlyX₅tageK{ungKrancerKsetectionYKCancersWK2020WK
]aWK 6.6 20

176 }etabolomicKdeterminationKofKpathogenesisKofKlateXonsetKpreeclampsiaYKJournaldofdMaternalrFetald
anddNeonataldMedicineWK2017WKb[WKedgXeec 2 20

175 PathwaysKwithKPathWhizYKNucleicdAcidsdResearchWK2015WKcbWKWddaXh 20.1 20

174
₀oleKofKwaterKinKligandKbindingKtoKmaltoseXbindingKproteiniKinsightKfromKaKnewKdockingKprotocolK
basedKonKtheKbsX₀x₅}XzwKmolecularKtheoryKofKsolvationYKJournaldofdChemicaldInformationdandd
ModelingWK2015WKddWKb]fXag

6.1 20

173 PredictionKofKskeletalKmuscleKandKfatKmassKinKpatientsKwithKadvancedKcancerKusingKaKmetabolomicK
approachYKJournaldofdNutritionWK2012WK]caWK]cXa] 4.1 20

172 pKmethodKforKtheKfacileKsolidXphaseKsynthesisKofKgramicidinK₅KandKitsKanalogsYKInternationaldJournald
ofdPeptidedResearchdanddTherapeuticsWK1996WKbWKdbXe[ 20

171 xnterX{aboratoryK₀obustnessKofK–extXvenerationKqileKpcidK₅tudyKinK}iceKandKwumansiKxnternationalK
₀ingKαrialKxnvolvingK]aK{aboratoriesYKjournaldofdapplieddlaboratorydmedicineqdTheWK2016WK]WK]ahX]ca 2 20

170 }etabolomicsKppproachK₀evealsKplteredKPlasmaKpminoKpcidKandK₅phingolipidKProfilesKpssociatedK
withKPatholologicalK₅tateKinKαransitionKsairyKrowsYKCurrentdMetabolomicsWK2015WKaWK]gcX]hd 1 19

169 PpXv—₅βqiKaKsearchableKdatabaseKofKmodelKorganismKproteinKsequencesKwithKtheirKpredictedKveneK
—ntologyKmolecularKfunctionKandKsubcellularKlocalizationYKNucleicdAcidsdResearchWK2005WKbbWKs]cfXdb 20.1 19

168 pssessingKtheKperformanceKofKgenomeXwideKassociationKstudiesKforKpredictingKdiseaseKriskYKPLoSd
ONEWK2019WK]cWKe[aa[a]d 3.7 19

167 u—qxiKanKontologyKtoKrepresentKfoodKintakeKdataKandKassociateKitKwithKmetabolomicKdataYKDatabase:d
thedJournaldofdBiologicaldDatabasesdanddCurationWK2020WKa[a[WK 5 18

166 ₅ildenafilKαherapyK–ormalizesKtheKpberrantK}etabolomicKProfileKinKtheKromtSXZXTK}ouseK}odelKofK
PreeclampsiaZuetalKvrowthK₀estrictionYKScientificdReportsWK2015WKdWK]gac] 4.9 18

165 βsingKmultipleKstructuralKproteomicsKapproachesKforKtheKcharacterizationKofKprionKproteinsYKJournald
ofdProteomicsWK2013WKg]WKb]Xca 3.9 17

164 βnravelingKtheKmeaningKofKchemicalKshiftsKinKproteinK–}₀YKBiochimicadEtdBiophysicadActadrdProteinsd
anddProteomicsWK2017WK]gedWK]decX]dfe 4 17

163 ₀esolutionXenhancedKnativeKacidicKgelKelectrophoresisiKaKmethodKforKresolvingWKsizingWKandK
quantifyingKprionKproteinKoligomersYKAnalyticaldBiochemistryWK2012WKcaeWKdcXea 3.1 17

162 vel₅capeiKaKwebXbasedKserverKforKinteractivelyKannotatingWKmanipulatingWKcomparingKandKarchivingK
]sKandKasKgelKimagesYKBioinformaticsWK2004WKa[WKhfeXg 7.2 17

161 ₅erumKmetabolomicKmarkersKforKtraumaticKbrainKinjuryiKaKmouseKmodelYKMetabolomicsWK2016WK]aWK] 4.7 17

160 setectingK₀enalKpllograftKxnflammationKβsingKQuantitativeKβrineK}etabolomicsKandKrXr{][YK
TransplantationdDirectWK2016WKaWKefg 2.3 16

(2016-2020)
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159 }etabolomicKprofilingKofKtheKexcretoryXsecretoryKproductsKofKhookwormKandKwhipwormYK
MetabolomicsWK2019WK]dWK][] 4.7 16

158 }etabolomicKanalysisKforKfirstXtrimesterKtrisomyK]gKdetectionYKAmericandJournaldofdObstetricsdandd
GynecologyWK2013WKa[hWKedYe]Xh 6.4 16

157 PPαXsqiKtheKproteinKpropertyKpredictionKandKtestingKdatabaseYKNucleicdAcidsdResearchWK2008WKbeWKsaaaXh 20.1 16

156 sietaryKandKmetabolomicKdeterminantsKofKrelapseKinKulcerativeKcolitisKpatientsiKpKpilotKprospectiveK
cohortKstudyYKWorlddJournaldofdGastroenterologyWK2017WKabWKbgh[Xbghh 5.6 16

155 }arkersqiKanKonlineKdatabaseKofKmolecularKbiomarkersYKNucleicdAcidsdResearchWK2021WKchWKs]adhXs]aef 20.1 16

154 romprehensiveKαargetedK}etabolomicKpssayKforKβrineKpnalysisYKAnalyticaldChemistryWK2020WKhaWK][eafX][ebc7.8 15

153 –anoX—ptomechanicalK₅ystemsKforKvasKrhromatographyYKNanodLettersWK2016WK]eWKehfdXehg] 11.5 15

152 αheKuseKofKmetabolomicsKinKpopulationXbasedKresearchYKAdvancesdindNutritionWK2014WKdWKfgdXg 10 15

151 ProgenyKofKtobaccoKmosaicKvirusXinfectedK–icotianaKtabacumKplantsKexhibitKtransXgenerationalK
changesKinKmetabolicKprofilesYKBiocatalysisdanddAgriculturaldBiotechnologyWK2012WK]WK]]dX]ab 4.2 15

150 sxZ{rX}₅Z}₅XqasedK}etabolicKProfilingKforKxdentificationKofKtarlyKPredictiveK₅erumKqiomarkersKofK
}etritisKinKαransitionKsairyKrowsYKJournaldofdAgriculturaldanddFooddChemistryWK2017WKedWKgd][Xgda] 5.7 15

149 bsX₀x₅}XzwKapproachKforKbiomolecularKmodellingKatKnanoscaleiKthermodynamicsKofKfibrilKformationK
andKbeyondYKMoleculardSimulationWK2011WKbfWKf]gXfag 2 15

148 txposomeXtxplorerKaY[iKanKupdateKincorporatingKcandidateKdietaryKbiomarkersKandKdietaryK
associationsKwithKcancerKriskYKNucleicdAcidsdResearchWK2020WKcgWKsh[gXsh]a 20.1 15

147 }etabolomicKpredictionKofKendometrialKcancerYKMetabolomicsWK2017WK]cWKe 4.7 15

146
xnsightsKintoKoriginsKandKfunctionKofKtheKunexploredKmajorityKofKtheKreductiveKdehalogenaseKgeneK
familyKasKaKresultKofKgenomeKassemblyKandKorthologKgroupKclassificationYKEnvironmentaldSciences:d
ProcessesdanddImpactsWK2020WKaaWKeebXefg

4.3 13

145 xdentificationKofKcandidateKbiomarkersKofKbrainKdamageKinKaKmouseKmodelKofKclosedKheadKinjuryiKaK
metabolomicKpilotKstudyYKMetabolomicsWK2016WK]aWK] 4.7 13

144 qrassicaKvillosaWKaKsystemKforKstudyingKnonXglandularKtrichomesKandKgenesKinKtheKqrassicasYKPlantd
MoleculardBiologyWK2014WKgdWKd]hXbh 4.6 13

143 sefectsKinKfattyKacidKamideKhydrolaseKaKinKaKmaleKwithKneurologicKandKpsychiatricKsymptomsYK
OrphanetdJournaldofdRaredDiseasesWK2015WK][WKbg 4.2 13

142 txploringKtheKessentialKcollectiveKdynamicsKofKinteractingKproteinsiKapplicationKtoKprionKproteinK
dimersYKProteins:dStructureqdFunctiondanddBioinformaticsWK2012WKg[WK]gcfXed 4.2 13
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141 qac}apiKanKupXtoXdateKelectronicKatlasKofKannotatedKbacterialKgenomesYKNucleicdAcidsdResearchWK
2012WKc[WKsdhhXe[c 20.1 13

140 rompleteK]wKandKnonXcarbonylicK]brKassignmentsKofKnativeKhenKeggXwhiteKlysozymeYKJournaldofd
BiomoleculardNMRWK2000WK]fWKgbXc 3 13

139 –anoporeKanalysisKofKwildXtypeKandKmutantKprionKproteinKSPrPSrTTiKsingleKmoleculeKdiscriminationK
andKPrPSrTKkineticsYKPLoSdONEWK2013WKgWKedchga 3.7 13

138 αargetedK}etabolicKProfilingKofKPostX}ortemKqrainKfromKxnfantsKWhoKsiedKfromK₅uddenKxnfantK
seathK₅yndromeYKJournaldofdProteomedResearchWK2017WK]eWKadgfXadhe 5.6 12

137 ₀ecombinantKxncretinX₅ecretingK}icrobeKxmprovesK}etabolicKsysfunctionKinKwighXuatKsietKuedK
₀odentsYKScientificdReportsWK2017WKfWK]bdab 4.9 12

136 pnKimprovedKmethodKtoKdetectKcorrectKproteinKfoldsKusingKpartialKclusteringYKBMCdBioinformaticsWK
2013WK]cWK]] 3.6 12

135 sifferentialKmetaboliteKprofilesKandKsalinityKtoleranceKbetweenKtwoKgeneticallyKrelatedK
brownXseededKandKyellowXseededKqrassicaKcarinataKlinesYKPlantdScienceWK2013WK]hgWK]fXae 5.3 12

134 }etabolomicKanalysisKofKcoldKacclimationKofKprcticK}esorhizobiumKspYKstrainK–bbYKPLoSdONEWK2013WK
gWKegcg[] 3.7 12

133 —₀qWKaKhomologyXbasedKprogramKforKtheKpredictionKofKproteinK–}₀KchemicalKshiftsYKJournaldofd
BiomoleculardNMRWK1997WK][WK]edX]fh 3 12

132
{iquidKchromatographyKelectrosprayKionizationKandKmatrixXassistedKlaserKdesorptionKionizationK
tandemKmassKspectrometryKforKtheKanalysisKofKlipidKraftKproteomeKofKmonocytesYKAnalyticadChimicad
ActaWK2008WKeafWKgaXh[

6.6 12

131 PeptideKrescueKofKanK–XterminalKtruncationKofKtheK₅toffelKfragmentKofKtaqKs–pKpolymeraseYKProteind
ScienceWK1996WKdWK]fgdXha 6.3 12

130 qio₅pideriKaKwebKserverKforKautomatingKmetabolomeKannotationsYKPacificdSymposiumdond
BiocomputingdPacificdSymposiumdondBiocomputingWK2007WK]cdXde 1.3 12

129 βseKofKaKliposomeKantigenKdeliveryKsystemKtoKalterKimmuneKresponsesKinKvivoYKJournaldofd
PharmaceuticaldSciencesWK1998WKgfWK]cagXba 3.9 11

128 P₅pKfluoroimmunoassaysKusingKantiXP₅pK₅cuvKandKquantumXdotKconjugatesYKNanomedicineWK2008WKbWKcfdXgb5.6 11

127 ₅tructuralKandKfunctionalKcharacterizationKofKaKthioredoxinXlikeKproteinKS}t[g[fTKfromK
}ethanobacteriumKthermoautotrophicumYKBiochemistryWK2003WKcaWKg[[]X][ 3.2 11

126 αheKqioαoolsK₅uiteYKpKcomprehensiveKsuiteKofKplatformXindependentKbioinformaticsKtoolsYKMoleculard
BiotechnologyWK2001WK]hWKdhXff 3 11

125 αargetedKmetabolomicsKidentifiesKhighKperformingKdiagnosticKandKprognosticKbiomarkersKforK
r—γxsX]hYKScientificdReportsWK2021WK]]WK]cfba 4.9 11

124 pKsimpleKinKvitroKassayKforKassessingKtheKefficacyWKmechanismsKandKkineticsKofKantiXprionKfibrilK
compoundsYKPrionWK2018WK]aWKag[Xb[[ 2.3 11
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123 ru}XxsKcY[iK}oreKpccurateKt₅xX}₅Z}₅K₅pectralKPredictionKandKrompoundKxdentificationYKAnalyticald
ChemistryWK2021WKhbWK]]ehaX]]f[[ 7.8 11

122
tvolutionKofKrenalKfunctionKandKurinaryKbiomarkerKindicatorsKofKinflammationKonKserialKkidneyK
biopsiesKinKpediatricKkidneyKtransplantKrecipientsKwithKandKwithoutKrejectionYKPediatricd
TransplantationWK2018WKaaWKe]ba[a

1.8 10

121 xntroductionKtoKrheminformaticsYKCurrentdProtocolsdindBioinformaticsWK2016WKdbWK]cY]Y]X]cY]Ya] 24.2 10

120 –onXinvasiveKstagingKofKchronicKkidneyKallograftKdamageKusingKurineKmetabolomicKprofilingYK
PediatricdTransplantationWK2018WKaaWKe]baae 1.8 10

119 }olecularKdockingKofKthiamineKrevealsKsimilarityKinKbindingKpropertiesKbetweenKtheKprionKproteinK
andKotherKthiamineXbindingKproteinsYKJournaldofdMoleculardModelingWK2013WK]hWKdaadXbd 2 10

118 xntroductionKtoKcheminformaticsYKCurrentdProtocolsdindBioinformaticsWK2007WKrhapterK]cWKβnitK]cY] 24.2 10

117 romputationalK₅ystemsKqiologyKinKranceriK}odelingK}ethodsKandKppplicationsYKGenedRegulationd
anddSystemsdBiologyWK2007WK]WK]]ffead[[f[[][[ 2 10

116 ProductionKofKanKantiXprostateXspecificKantigenKsingleXchainKantibodyKfragmentKfromKPichiaKpastorisYK
ProteindExpressiondanddPurificationWK2001WKabWKc]hXad 2 10

115 ronstrainedKmultipleKsequenceKalignmentKusingKXp{xv–YKBioinformaticsWK1994WK][WKegfXg 7.2 10

114 qioinformaticsKinKsrugKsevelopmentKandKpssessmentYKDrugdMetabolismdReviewsWK2005WKbfWKafhXb][ 7 10

113
xnKsilicoKstudiesKandKfluorescenceKbindingKassaysKofKpotentialKantiXprionKcompoundsKrevealKanK
importantKbindingKsiteKforKprionKinhibitionKfromKPrPSrTKtoKPrPS₅cTYKEuropeandJournaldofdMedicinald
ChemistryWK2015WKh]WK]]gXb]

6.8 9

112 αheKroleKofKtheKwumanK}etabolomeKsatabaseKinKinbornKerrorsKofKmetabolismYKJournaldofdInheritedd
MetabolicdDiseaseWK2018WKc]WKbahXbbe 5.4 9

111 ProteinKcontactKorderKpredictionKfromKprimaryKsequencesYKBMCdBioinformaticsWK2008WKhWKadd 3.6 9

110 ₅olutionKstructuresKofKreducedKandKoxidizedKbacteriophageKαcKglutaredoxinYKJournaldofdBiomoleculard
NMRWK2004WKahWKgdXh[ 3 9

109 xmpactKofKqovineKsietKonK}etabolomicKProfileKofK₅kimK}ilkKandKWheyKProteinKxngredientsYK
MetabolitesWK2019WKhWK 5.6 9

108 ProtocolsKforK–}₀KpnalysisKinK{ivestockK}etabolomicsYKMethodsdindMoleculardBiologyWK2019WK]hheWKb]]Xbac1.4 8

107 pccessibleKsurfaceKareaKfromK–}₀KchemicalKshiftsYKJournaldofdBiomoleculardNMRWK2015WKeaWKbgfXc[] 3 8

106 αheKβrinaryK}etabolomeKofKwealthyK–ewbornsYKMetabolitesWK2020WK][WK 5.6 8
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105 βsingKisotopicallyXcodedKhydrogenKperoxideKasKaKsurfaceKmodificationKreagentKforKtheKstructuralK
characterizationKofKprionKproteinKaggregatesYKJournaldofdProteomicsWK2014WK][[WK]e[Xe 3.9 8

104 txperimentalKandKcomputationalKstudyKofKtheKinteractionKofKnovelKcolchicinoidsKwithKaKrecombinantK
humanK˛–xZ˛†xXtubulinKheterodimerYKChemicaldBiologydanddDrugdDesignWK2013WKgaWKe[Xf[ 2.9 8

103 pKrobustKalgorithmKforKoptimizingKproteinKstructuresKwithK–}₀KchemicalKshiftsYKJournaldofd
BiomoleculardNMRWK2015WKebWKaddXec 3 8

102 siscoveringKdrugKtargetsKthroughKtheKwebYKComparativedBiochemistrydanddPhysiologydPartdD:d
GenomicsdanddProteomicsWK2007WKaWKhX]f 2 8

101 }etabolomicsKinKwumansKandK—therK}ammalsadbXagg 8

100 rhemicalKlanguageKmodelsKenableKnavigationKinKsparselyKpopulatedKchemicalKspaceYKNaturedMachined
IntelligenceWK2021WKbWKfdhXff[ 22.5 8

99 αargetedKmetabolomicsKhighlightsKperturbedKmetabolismKinKtheKbrainKofKautismKspectrumKdisorderK
sufferersYKMetabolomicsWK2020WK]eWKdh 4.7 7

98 xnitialK₅tructuralK}odelsKofKtheKp˛†caKsimerKfromK₀eplicaKtxchangeK}olecularKsynamicsK
₅imulationsYKACSdOmegaWK2017WKaWKfea]Xfebe 3.9 7

97 randidateKserumKmetaboliteKbiomarkersKofKresidualKfeedKintakeKandKcarcassKmeritKinKsheepYKJournald
ofdAnimaldScienceWK2020WKhgWK 0.7 7

96 αoolsKforKProteinKαechnologiesbadXbcc 7

95 ₅ystemsKqiologyK₀esourcesKprisingKfromKtheKwumanK}etabolomeKProjectK2012WK]dfX]fd 7

94 pKfastWKsensitiveWKsingleXstepKcolorimetricKdipstickKassayKforKquantifyingKascorbicKacidKinKurineYK
AnalyticaldBiochemistryWK2019WKdg[WK]X]b 3.1 6

93 βrinaryK}etabolomicsKaroundKParturitionKxdentifiesK}etaboliteKplterationsKinKsairyKrowsKpffectedK
PostpartumKbyK{amenessiKPreliminaryK₅tudyYKDairyWK2020WK]WKa 2.6 6

92 αheKbacterialKnanorecorderiKengineeringKtYKcoliKtoKfunctionKasKaKchemicalKrecordingKdeviceYKPLoSd
ONEWK2011WKeWKeafddh 3.7 6

91 uacileKmeasurementKofKpolypeptideKyw–wKalphaKcouplingKconstantsKfromKw}QrXyKspectraYKJournald
ofdBiomoleculardNMRWK1998WK]]WKbahXbe 3 6

90 rharacterizationKofKaKhighlyKpotentKantimicrobialKpeptideKmicrocinK–KfromKuropathogenicK
tscherichiaKcoliYKFEMSdMicrobiologydLettersWK2016WKbebWK 2.9 6

89
pK₅impleKandKronvenientK₅ynthesisKofKβnlabeledKandKrX{abeledK
bXSbXwydroxyphenylTXbXwydroxypropionicKpcidKandKxtsKQuantificationKinKwumanKβrineK₅amplesYK
MetabolitesWK2018WKgWK

5.6 6

88 xdentificationKofKserumKmetabolitesKassociatedKwithKtheKriskKofKmetritisKinKtransitionKdairyKcowsYK
CanadiandJournaldofdAnimaldScienceWK2018WKhgWKdadXdbf 0.9 5

(2018-2014)
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87 xsolationKofKsolubleKscuvKantibodyKfragmentsKspecificKforKsmallKbiomarkerKmoleculeWK{XrarnitineWK
usingKphageKdisplayYKJournaldofdImmunologicaldMethodsWK2016WKcagWKhX]h 2.5 5

86 xnKsilicoKdrugKexplorationKandKdiscoveryKusingKsrugqankYKCurrentdProtocolsdindBioinformaticsWK2007WK
rhapterK]cWKβnitK]cYc 24.2 5

85 sesignWKsynthesisKandKcharacterizationKofKaKwaterXsolubleK˛†XsheetKpeptideYKTechniquesdindProteind
ChemistryWK1995WKeWKcd]Xcdf 5

84 }assXspecXbasedKurinaryKmetabotypingKaroundKparturitionKidentifiesKscreeningKbiomarkersKforK
subclinicalKmastitisKinKdairyKcowsYKResearchdindVeterinarydScienceWK2020WK]ahWKbhXda 2.5 5

83 ₅erumK}etaboliteKqiomarkersKforKPredictingK₀esidualKueedKxntakeKS₀uxTKofKYoungKpngusKqullsYK
MetabolitesWK2020WK][WK 5.6 5

82 ₀oleKofKpolysaccharideKandKlipidKinKlipopolysaccharideKinducedKprionKproteinKconversionYKPrionWK2016
WK][WKceeXcgb 2.3 5

81 –onXinvasiveKPointXofXrareKseviceKαoKsiagnoseKpcuteK}esentericKxschemiaYKACSdSensorsWK2018WKbWKaaheXab[a9.2 5

80 }etabolomicKsataKtxplorationKandKpnalysisKwithKtheKwumanK}etabolomeKsatabaseYKMethodsdind
MoleculardBiologyWK2020WKa][cWK]edX]gc 1.4 5

79 –onXinvasiveKdifferentiationKofKnonXrejectionKkidneyKinjuryKfromKacuteKrejectionKinKpediatricKrenalK
transplantKrecipientsYKPediatricdTransplantationWK2019WKabWKe]bbec 1.8 4

78 }ilkK}etabotypingKxdentifiesK}etaboliteKplterationsKinKtheKWholeK₀awK}ilkKofKsairyKrowsKwithK
{amenessYKJournaldofdAgriculturaldanddFooddChemistryWK2020WKegWKcd[fXcd]c 5.7 4

77 pnKimpedanceKdetectionKcircuitKforKapplicationsKinKaKportableKbiosensorKsystemK2016WK 4

76
αheKroleKofKhydrationKeffectsKinKdXfluorouridineKbindingKtoK₅—s]iKinsightKfromKaKnewKbsX₀x₅}XzwK
basedKprotocolKforKincludingKstructuralKwaterKinKdockingKsimulationsYKJournaldofdComputerrAidedd
MoleculardDesignWK2019WKbbWKh]bXhae

4.2 4

75 pKsimpleKandKsensitiveKbiosensorKforKrapidKdetectionKofKnanoparticlesKinKwaterYKJournaldofd
NanoparticledResearchWK2014WK]eWK] 2.3 4

74 —nlineKsatabasesKandKWebK₅erversKforKsrugK}etabolismK₀esearchYKMethodsdanddPrinciplesdind
MedicinaldChemistryWK2014WKdbXfc 0.4 4

73 }etallotypingKofKketoticKdairyKcowsKrevealsKmajorKalterationsKprecedingWKassociatingWKandKfollowingK
theKdiseaseKoccurrenceYKMetabolomicsWK2017WK]bWK] 4.7 4

72 xdentificationKandKcharacterizationKofKnw]]]X]iKpKnovelKmyovirusKwithKbroadKactivityKagainstKclinicalK
isolatesKofYKBacteriophageWK2013WKbWKeaeech 4

71 ₅olutionK₅tructureKofK}αw[ffeKfromK}ethanobacteriumKthermoautotrophicumYKJournaldofd
BiomoleculardNMRWK2005WKbbWKd]Xe 3 4

70 pKdeepKgenerativeKmodelKenablesKautomatedKstructureKelucidationKofKnovelKpsychoactiveK
substancesYKNaturedMachinedIntelligenceWK2021WKbWKhfbXhgc 22.5 4
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69 putomatedKαoolsKforKtheKpnalysisKofK]sX–}₀KandKasX–}₀K₅pectraYKMethodsdindMoleculardBiologyWK
2019WKa[bfWKcahXcch 1.4 4

68 pKromprehensiveKαargetedK}etabolomicsKpssayKforKrropKPlantK₅ampleKpnalysisYKMetabolitesWK2021WK
]]WK 5.6 4

67 ryProductiKpK₅oftwareKαoolKforKpccuratelyKPredictingKtheKqyproductsKofKwumanKrytochromeKPcd[K
}etabolismYKJournaldofdChemicaldInformationdanddModelingWK2021WKe]WKb]agXb]c[ 6.1 4

66 uirstXtrimesterKmetabolomicKpredictionKofKstillbirthYKJournaldofdMaternalrFetaldanddNeonatald
MedicineWK2019WKbaWKbcbdXbcc] 2 4

65 PredictingKPp}PpKpermeabilityKusingKtheKbsX₀x₅}XzwKtheoryiKareKweKthereKyetnYKJournaldofd
ComputerrAideddMoleculardDesignWK2021WKbdWKae]Xaeh 4.2 4

64 pK}ultiXPlatformK}etabolomicsKppproachKxdentifiesKβrinaryK}etaboliteK₅ignaturesKαhatK
sifferentiateKzetoticKuromKwealthyKsairyKrowsYKFrontiersdindVeterinarydScienceWK2021WKgWKdhdhgb 3.1 4

63 PeptideXbasedKfluorescenceKbiosensorsKforKdetectionZmeasurementKofKnanoparticlesYKAnalyticaldandd
BioanalyticaldChemistryWK2017WKc[hWKh[bXh]d 4.4 3

62 PreparationKandKcharacterizationKofKaKhighlyKsolubleKp˛†KpeptideKvariantYKProteindExpressiondandd
PurificationWK2019WK]ecWK][dcg[ 2 3

61 PorousK–anophotonicK—ptomechanicalKqeamsKforKtnhancedK}assKpdsorptionYKACSdSensorsWK2019WKcWK]]hfX]a[a9.2 3

60 ₀ecombinantKmouseKprionKproteinKaloneKorKinKcombinationKwithKlipopolysaccharideKaltersK
expressionKofKinnateKimmunityKgenesKinKtheKcolonKofKmiceYKPrionWK2015WKhWKdhXfb 2.3 3

59 tffectKofKsietKonKtheKγitaminKqKProfileKofKqovineK}ilkXqasedKProteinKxngredientsYKFoodsWK2020WKhWK 4.9 3

58 pKWebKαoolKforKveneratingKwighKQualityK}achineXreadableKqiologicalKPathwaysYKJournaldofd
VisualizeddExperimentsWK2017WK 1.6 3

57 txploringKtheKwumanK}etabolomeKbyK–uclearK}agneticK₀esonanceK₅pectroscopyKandK}assK₅pectrometrybXah 3

56 tvidenceKforKcopurificationKofKmicronucleiKinKsucroseKdensityKgradientXenrichedKplasmaKmembranesK
fromKcellKlinesYKAnalyticaldBiochemistryWK2010WKbheWKehXfd 3.1 3

55 rompleteK]wWK]brKandK]d–KbackboneKassignmentsKforKtheKhepatitisKpKvirusKbrKproteaseYKJournaldofd
BiomoleculardNMRWK2001WK]hWK]gfXg 3 3

54 tmergingKtechnologiesKandKtheirKimpactKonKregulatoryKscienceYKExperimentaldBiologydanddMedicineWK
2021WK]dbdbf[aa]][daag[ 3.7 3

53 xdentifyingKputativeKdrugKtargetsKandKpotentialKdrugKleadsiKstartingKpointsKforKvirtualKscreeningKandK
dockingYKMethodsdindMoleculardBiologyWK2008WKccbWKbbbXd] 1.4 3

52 vutK}icroenvironmentKandKqacterialKxnvasionKinKPaediatricKxnflammatoryKqowelKsiseasesYKJournaldofd
PediatricdGastroenterologydanddNutritionWK2020WKf]WKeacXeba 2.8 3

(2020-2019)
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51 WorkshopKreportiKαowardKtheKdevelopmentKofKaKhumanKwholeKstoolKreferenceKmaterialKforK
metabolomicKandKmetagenomicKgutKmicrobiomeKmeasurementsYKMetabolomicsWK2020WK]eWK]]h 4.7 3

50 txcretoryZ₅ecretoryK}etabolomeKofKtheKZoonoticK₀oundwormKParasiteYKBiomoleculesWK2020WK][WK 5.9 3

49 ₀apidKandKreliableKproteinKstructureKdeterminationKviaKchemicalKshiftKthreadingYKJournaldofd
BiomoleculardNMRWK2018WKf[WKbbXd] 3 3

48
αheKcompoundK
SbX{dX[SaWdXdimethoxyphenylTamino]X]WbWcXthiadiazolidinXaXyl}XdWgXmethoxyXawXchromenXaXoneTK
inhibitsKtheKprionKproteinKconversionKfromKPrPKtoKPrPKwithKlowerKxrKinK₅c–aaKcellsYKBioorganicdandd
MedicinaldChemistryWK2017WKadWKdgfdXdggg

3.4 2

47 ₅erumKmetabolomicsKidentifiesKmetaboliteKpanelsKthatKdifferentiateKlameKdairyKcowsKfromKhealthyK
onesYKMetabolomicsWK2020WK]eWKfb 4.7 2

46 vrowthKofK}alignantK–onXr–₅KαumorsKpltersKqrainK}etabolomeYKFrontiersdindGeneticsWK2018WKhWKc] 4.5 2

45 srugqankddXed 2

44 ₅patiotemporalKintegrationKofKmolecularKandKanatomicalKdataKinKvirtualKrealityKusingKsemanticK
mappingYKInternationaldJournaldofdNanomedicineWK2009WKcWKfhXgh 7.3 2

43 ₅olidKphaseKsynthesisKofKacylglycineKhumanKmetabolitesYKBioorganicdanddMedicinaldChemistrydLettersWK
2009WK]hWKef[eXg 2.9 2

42
βnderstandingKrlostridiumKacetobutylicumKpαrrKgacK}etabolismKβsingKvenomeX₅caleK
αhermodynamicsKandK}etabolomicsXbasedK}odelingYKIFACdPostprintdVolumesdIPPVdtdInternationald
FederationdofdAutomaticdControlWK2010WKcbWK]aeX]b]

2

41 qackboneK]wWK]d–KandK]brKassignmentsKforKtheKhumanKrhinovirusKbrKproteaseKSserotypeK]cTYK
JournaldofdBiomoleculardNMRWK2003WKaeWKgdXe 3 2

40 pnKimprovedKsynthesisKofK˛–X]brKglycineKandKheteronuclearK–}₀KstudiesKofKitsKincorporationKintoK
thioredoxinYKJournaldofdLabelleddCompoundsdanddRadiopharmaceuticalsWK1992WKb]WK][]hX][ag 1.9 2

39 }etabolomicsKinKtxerciseKandK₅portsiKpK₅ystematicK₀eviewYKSportsdMedicineWK2021WK] 10.6 2

38 ₅erumKmetabolicKfingerprintingKofKpreXlamenessKdairyKcowsKbyKvrX}₅KrevealsKtypicalKprofilesKthatK
canKidentifyKsusceptibleKcowsYKJournaldofdProteomicsWK2020WKa]bWK][bea[ 3.9 2

37 ₅olventKrompositionKtffectsKonKtheK₅tructuralKPropertiesKofKtheKp˛†caK}onomerKfromKtheK
bsX₀x₅}XzwK}olecularKαheoryKofK₅olvationYKJournaldofdPhysicaldChemistrydBWK2019WK]abWKach]Xad[e 3.4 2

36 uoodKronstituentKandKuoodK}etaboliteKsatabasesK2021WKaX]g 2

35 ₀esidueXspecificKmobilityKchangesKinKsolubleKoligomersKofKtheKprionKproteinKdefineKregionsKinvolvedK
inKaggregationYKBiochimicadEtdBiophysicadActadrdProteinsdanddProteomicsWK2018WK]geeWKhgaXhgg 4 2

34 pKrrossXPlatformK}etabolomicsKromparisonKxdentifiesK₅erumK}etaboliteK₅ignaturesKofK{iverK
uibrosisKProgressionKinKrhronicKwepatitisKrKPatientsYKFrontiersdindMoleculardBiosciencesWK2021WKgWKefebch 5.6 2
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33 xmmunometabolicKsignaturesKpredictKriskKofKprogressionKtoKsepsisKinKr—γxsX]hYKPLoSdONEWK2021WK]eWKe[adefgc3.7 2

32 pKαargetedK₅erumK}etabolomicsKvrX}₅KppproachKxdentifiesKPredictiveKqloodKqiomarkersKforK
₀etainedKPlacentaKinKwolsteinKsairyKrowsYKMetabolitesWK2021WK]]WK 5.6 2

31 ₅imulatingKelectricalKpropertiesKofKinterdigitatedKelectrodeKdesignsKforKimpedanceXbasedK
biosensingKapplicationsK2015WK 1

30 γalueXbasedKhealthcareKdeliveryKthroughKmetabolomicsXbasedKpersonalizedKhealthKplatformYK
HealthcaredManagementdForumWK2020WKbbWK]aeX]bc 1.7 1

29 ProteinsiKwormonesWKtnzymesWKandK}onoclonalKpntibodiesâ��qackgroundeh]Xfbe 1

28 rompleteK]wWK]brKandK]d–K–}₀KassignmentsKofK}αw[ffeKfromK}ethanobacteriumK
thermoautotrophicumYKJournaldofdBiomoleculardNMRWK2004WKb[WKcdhXe[ 3 1

27 qloodK}etabolomicKPhenotypingKofKsryKrowsKrouldKPredictKtheKwighK}ilkK₅omaticKrellsKinKtarlyK
{actationâ��PreliminaryK₀esultsYKDairyWK2022WKbWKdhXff 2.6 1

26 pssessingKtheKperformanceKofKgenomeXwideKassociationKstudiesKforKpredictingKdiseaseKrisk 1

25 txploringKqiologicalKxmpactsKofKPrenatalK–utritionKandK₅electionKforK₀esidualKueedKxntakeKonKqeefK
rattleKβsingK—micsKαechnologiesiKpK₀eviewYKFrontiersdindGeneticsWK2021WK]aWKfa[aeg 4.5 1

24 srugXtargetKdiscoveryKinKsilicoiKusingKtheKwebKtoKidentifyKnovelKmolecularKtargetsKforKdrugKactionYK
SEBdExperimentaldBiologydSeriesWK2007WKdgWK]cdXfe 1

23 pdvancesKinK}etabolomicsXsrivenKsiagnosticKqreedingKandKrropKxmprovementYKMetabolitesWK2022WK
]aWKd]] 5.6 1

22 pKranadianK₅tudyKofKrisplatinK}etabolomicsKandK–ephrotoxicityKSprrt–αTiKpKrlinicalK₀esearchK
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