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m Paper IF Citations

132 †yMxOwKnNaNgenericNevolutionaryNmethodNforNmolecularNdockingbNProteins:iStructurewiFunctioniandi
BioinformaticsZN2004ZNiiZNfllagdh 4.2 380

131 i†yMxOwKnNaNgraphicalNenvironmentNofNenhancingN†yMxOwKNusingNpharmacologicalNinteractionsN
andNpostascreeningNanalysisbNBMCiBioinformaticsZN2011ZNefNSupplNeZNSgg 3.6 221

130 wonsensusNscoringNcriteriaNforNimprovingNenrichmentNinNvirtualNscreeningbNJournaliofiChemicali
InformationiandiModelingZN2005ZNhiZNeeghahj 6.1 182

129 TheNcuMPNreceptoralikeNproteinNwLPNisNaNnovelNcadia†MPNreceptorNlinkingNcellacellNsignalingNtoN
virulenceNgeneNexpressionNinNXanthomonasNcampestrisbNJournaliofiMoleculariBiologyZN2010ZNgmjZNjhjajf 6.5 150

128 VPSWfnNproteinNstructureNpredictionNserverbNNucleiciAcidsiResearchZN2006ZNghZNWeifak 20.1 110

127 VPSWfavfnNtemplateabasedNproteinNstructureNpredictionNserverbNBMCiBioinformaticsZN2009ZNedZNgjj 3.6 85

126 uurintricarboxylicNacidNinhibitsNinfluenzaNvirusNneuraminidasebNAntiviraliResearchZN2009ZNleZNefgage 10.8 85

125 ProteinNstructureNdatabaseNsearchNandNevolutionaryNclassificationbNNucleiciAcidsiResearchZN2006ZNghZNgjhjaim20.1 83

124 StericNrecognitionNofNTacellNreceptorNcontactNresiduesNisNrequiredNtoNmapNmutantNepitopesNbyN
immunoinformaticalNprogrammesbNImmunologyZN2012ZNegjZNhimahim 7.8 78

123 unNevolutionaryNalgorithmNforNlargeNtravelingNsalesmanNproblemsbNIEEEiTransactionsioniSystemswi
ManwiandiCyberneticsZN2004ZNghZNekelafm 78

122 wrystalNstructureNofNaNsecondaryNvitaminNxgNbindingNsiteNofNmilkNbetaalactoglobulinbNProteins:i
StructurewiFunctioniandiBioinformaticsZN2008ZNkeZNeemkafed 4.2 76

121 uNpharmacophoreabasedNevolutionaryNapproachNforNscreeningNselectiveNestrogenNreceptorN
modulatorsbNProteins:iStructurewiFunctioniandiBioinformaticsZN2005ZNimZNfdiafd 4.2 74

120 wombinatorialNcomputationalNapproachesNtoNidentifyNtetracyclineNderivativesNasNflavivirusNinhibitorsbN
PLoSiONEZN2007ZNfZNehfl 3.7 72

119 PhosphoPOβNTnNaNcomprehensiveNhumanNkinaseNinteractomeNandNphosphoaproteinNdatabasebN
BioinformaticsZN2008ZNfhZNiehafd 7.2 69

118 KxMhvNasNaNtargetNforNprostateNcancernNstructuralNanalysisNandNselectiveNinhibitionNbyNaNnovelN
inhibitorbNJournaliofiMedicinaliChemistryZN2014ZNikZNimkiali 8.3 68

117 KappaaalphaNplotNderivedNstructuralNalphabetNandNvLOSUMalikeNsubstitutionNmatrixNforNrapidNsearchN
ofNproteinNstructureNdatabasebNGenomeiBiologyZN2007ZNlZNRge 18.3 61

116 RelationshipNbetweenNproteinNstructuresNandNdisulfideabondingNpatternsbNProteins:iStructurewi
FunctioniandiBioinformaticsZN2003ZNigZNeai 4.2 49
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115 upplyingNfamilyNcompetitionNtoNevolutionNstrategiesNforNconstrainedNoptimizationbNLectureiNotesiini
ComputeriScienceZN1997ZNfdeafee 0.9 47

114 wrowningNproteinsnNmodulatingNtheNproteinNsurfaceNpropertiesNusingNcrownNethersbNAngewandtei
ChemieixiInternationaliEditionZN2014ZNigZNegdihal 16.4 41

113 xevelopmentNandNevaluationNofNaNgenericNevolutionaryNmethodNforNproteinaligandNdockingbNJournali
ofiComputationaliChemistryZN2004ZNfiZNlhgaik 3.5 40

112 gxapartnernNaNwebNserverNtoNinferNinteractingNpartnersNandNbindingNmodelsbNNucleiciAcidsiResearchZN
2007ZNgiZNWijeak 20.1 37

111 zlexibleNligandNdockingNusingNaNrobustNevolutionaryNalgorithmbNJournaliofiComputationaliChemistryZN
2000ZNfeZNmllamml 3.5 37

110 xNuNmimicNproteinsnNfunctionsZNstructuresZNandNbioinformaticNanalysisbNBiochemistryZN2014ZNigZNfljiakh 3.2 32

109 SiMMapnNaNwebNserverNforNinferringNsiteamoietyNmapNtoNrecognizeNinteractionNpreferencesNbetweenN
proteinNpocketsNandNcompoundNmoietiesbNNucleiciAcidsiResearchZN2010ZNglZNWhfhagd 20.1 32

108 PuwomplexnNaNwebNserverNtoNinferNpeptideNantigenNfamiliesNandNbindingNmodelsNfromNTwRapM–wN
complexesbNNucleiciAcidsiResearchZN2011ZNgmZNWfihajd 20.1 31

107 woaevolutionNpositionsNandNrulesNforNantigenicNvariantsNofNhumanNinfluenzaNuc–gNfNvirusesbNBMCi
BioinformaticsZN2009ZNedNSupplNeZNShe 3.6 30

106 StaphylococcusNaureusNproteinNSuU†βNactsNasNaNuracilaxNuNglycosylaseNinhibitorbNNucleiciAcidsi
ResearchZN2014ZNhfZNegihajh 20.1 29

105 SynthesisNofNacylguanidineNzanamivirNderivativesNasNneuraminidaseNinhibitorsNandNtheNevaluationNofN
theirNbioaactivitiesbNOrganiciandiBiomoleculariChemistryZN2013ZNeeZNgmhgal 3.9 28

104 whangedNepitopesNdriveNtheNantigenicNdriftNforNinfluenzaNuNV–gNfWNvirusesbNBMCiBioinformaticsZN2011
ZNefNSupplNeZNSge 3.6 28

103 uNRobustNyvolutionaryNulgorithmNforNTrainingNNeuralNNetworksbNNeuraliComputingiandiApplicationsZN
2001ZNedZNfehafgd 4.8 28

102 PPβSearchnNaNwebNserverNforNsearchingNhomologousNproteinaproteinNinteractionsNacrossNmultipleN
speciesbNNucleiciAcidsiResearchZN2009ZNgkZNWgjmaki 20.1 27

101 MembraneNproteinaregulatedNnetworksNacrossNhumanNcancersbNNatureiCommunicationsZN2019ZNedZNgege 17.4 26

100 NovelNwlassNββaaSelectiveN–istoneNxeacetylaseNβnhibitorsNxiscoveredNUsingNanNinNSilicoNVirtualN
ScreeningNupproachbNScientificiReportsZN2017ZNkZNgffl 4.9 26

99 ModuleNorganizationNandNvarianceNinNproteinaproteinNinteractionNnetworksbNScientificiReportsZN2015ZN
iZNmglj 4.9 25

98 RationalNxesignNforNwrystallizationNofN˛†aLactoglobulinNandNVitaminNxgNwomplexnNRevealingNaN
SecondaryNvindingNSiteâ� bNCrystaliGrowthiandiDesignZN2008ZNlZNhfjlahfkj 3.5 25

(2008-1997)
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97 UncoveringNzlexibleNuctiveNSiteNwonformationsNofNSuRSawoVafNgwLNProteasesNthroughNProteaseN
PharmacophoreNwlustersNandNwOVβxaemNxrugNRepurposingbNACSiNanoZN2021ZNeiZNlikalkf 16.7 24

96 xesignNandNsynthesisNofNeZfZgatriazoleacontainingNNaacylNzanamivirNanalogsNasNpotentNneuraminidaseN
inhibitorsbNEuropeaniJournaliofiMedicinaliChemistryZN2016ZNefgZNgmkahdj 6.8 23

95
zineagrainedNproteinNfoldNassignmentNbyNsupportNvectorNmachinesNusingNgeneralizedNnpeptideN
codingNschemesNandNjuryNvotingNfromNmultipleaparameterNsetsbNProteins:iStructurewiFunctioniandi
BioinformaticsZN2003ZNidZNigeaj

4.2 22

94 KβxzamMapnNaNdatabaseNofNkinaseainhibitoradiseaseNfamilyNmapsNforNkinaseNinhibitorNselectivityNandN
bindingNmechanismsbNNucleiciAcidsiResearchZN2013ZNheZNxhgdahd 20.1 21

93 StructuresNofN–elicobacterNpyloriNshikimateNkinaseNrevealNaNselectiveNinhibitorainducedafitN
mechanismbNPLoSiONEZN2012ZNkZNegghle 3.7 21

92 TheNinhibitoryNeffectsNofNP††NandNy†w†NagainstNtheNSuRSawoVafNgwalikeNproteasebNBiochemicaliandi
BiophysicaliResearchiCommunicationsZN2021ZNimeZNegdaegd 3.4 21

91 untigenicNsitesNofN–eNeNinfluenzaNvirusNhemagglutininNrevealedNbyNnaturalNisolatesNandNinhibitionN
assaysbNVaccineZN2012ZNgdZNjgfkagk 4.1 19

90 woreNsiteamoietyNmapsNrevealNinhibitorsNandNbindingNmechanismsNofNorthologousNproteinsNbyN
screeningNcompoundNlibrariesbNPLoSiONEZN2012ZNkZNegfehf 3.7 19

89 gxainterologsnNanNevolutionNdatabaseNofNphysicalNproteinaNproteinNinteractionsNacrossNmultipleN
genomesbNBMCiGenomicsZN2010ZNeeNSupplNgZNSk 4.5 19

88 unNevolutionaryNalgorithmNforNtheNsynthesisNofNmultilayerNcoatingsNatNobliqueNlightNincidencebN
JournaliofiLightwaveiTechnologyZN2001ZNemZNiimaikd 4 19

87 †yMnNaN†aussianNyvolutionaryNMethodNforNpredictingNproteinNsideachainNconformationsbNProteini
ScienceZN2002ZNeeZNelmkamdk 6.3 18

86 NovelNLactuloseNandNMelibioseNTargetingNuutophagyNtoNReduceNPolyQNuggregationNinNwellNModelsN
ofNSpinocerebellarNutaxiaNgbNCNSiandiNeurologicaliDisordersixiDrugiTargetsZN2016ZNeiZNgieam 2.6 18

85 PathwayabasedNscreeningNstrategyNforNmultitargetNinhibitorsNofNdiverseNproteinsNinNmetabolicN
pathwaysbNPLoSiComputationaliBiologyZN2013ZNmZNeeddgefk 5 17

84 kawhloroajapiperidinaeaylaquinolineaiZladioneNVPTafjfWZNaNnovelNROwKNinhibitorNblocksNcytoskeletonN
functionNandNcellNmigrationbNBiochemicaliPharmacologyZN2011ZNleZNlijaji 6 17

83 StructuralNsimulationNandNproteinNengineeringNtoNconvertNanNendoachitosanaseNtoNanN
exoachitosanasebNProteiniEngineeringwiDesigniandiSelectionZN2008ZNfeZNijeaj 1.9 17

82 SomeNissuesNofNdesigningNgeneticNalgorithmsNforNtravelingNsalesmanNproblemsbNSoftiComputingZN
2004ZNlZNjlmajmk 3.5 17

81 fastSwOPnNaNfastNwebNserverNforNrecognizingNproteinNstructuralNdomainsNandNSwOPNsuperfamiliesbN
NucleiciAcidsiResearchZN2007ZNgiZNWhglahg 20.1 15

80
TheNpotentialNofNlactuloseNandNmelibioseZNtwoNnovelNtrehalaseaindigestibleNandNautophagyainducingN
disaccharidesZNforNpolyQamediatedNneurodegenerativeNdiseaseNtreatmentbNNeuroToxicologyZN2015ZN
hlZNefdagd

4.4 14
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79 NicotinicNucetylcholineNReceptorNSubtypeNulphaamNMediatesNTripleaNegativeNvreastNwancersNvasedN
onNaNSpontaneousNPulmonaryNMetastasisNMouseNModelbNFrontiersiiniCellulariNeuroscienceZN2017ZNeeZNggj 6.1 14

78
iaxemethyltangeretinNisNmoreNpotentNthanNtangeretinNinNinhibitingNdimethylbenzVaWanthraceneN
VxMvuWcefaOatetradecanoylphorbolaegaacetateNVTPuWainducedNskinNtumorigenesisbNJournaliofi
FunctionaliFoodsZN2014ZNeeZNiflaigk

5.1 14

77 RepurposingNexistingNdrugsnNidentificationNofNSuRSawoVafNgwalikeNproteaseNinhibitorsbNJournaliofi
EnzymeiInhibitioniandiMedicinaliChemistryZN2021ZNgjZNehkaeig 5.6 14

76 wRβSPRcwasmN†enomeNyditingNofNypidermalN†rowthNzactorNReceptorNSufficientlyNubolishedN
OncogenicityNinNunaplasticNThyroidNwancerbNDiseaseiMarkersZN2018ZNfdelZNglgiklg 3.2 13

75 unNevolutionaryNapproachNforNgeneNexpressionNpatternsbNIEEEiTransactionsioniInformationi
TechnologyiiniBiomedicineZN2004ZNlZNjmakl 13

74 –eterogeneousNSelectionN†eneticNulgorithmsNzorNTravelingNSalesmanNProblemsbNEngineeringi
OptimizationZN2003ZNgiZNfmkagee 2 13

73 OmicsabasedNβnvestigationNofNxietainducedNObesityNSynergizedNwithN–vxZNSrcZNandNpigNMutationN
ucceleratingN–epatocarcinogenesisNinNZebrafishNModelbNCancersZN2019ZNeeZN 6.6 13

72 yfficientNevolutionaryNalgorithmNforNtheNthinafilmNsynthesisNofNinhomogeneousNopticalNcoatingsbN
AppliediOpticsZN2001ZNhdZNgfijajk 1.7 12

71
βdentificationNofNβnhibitorsNforNtheNxyxxhNzamilyNofNyxonucleasesNandNaNUniqueNβnhibitionN
MechanismNbyNwrystalNStructureNunalysisNofNwRNahNvoundNwithNfaMorpholinahaylethanesulfonateN
VMySWbNJournaliofiMedicinaliChemistryZN2016ZNimZNldemafm

8.3 11

70 RolesNofNaminoNacidsNinNtheNyscherichiaNcoliNoctaprenylNdiphosphateNsynthaseNactiveNsiteNprobedNbyN
structureaguidedNsiteadirectedNmutagenesisbNBiochemistryZN2012ZNieZNghefam 3.2 11

69 uNfamilyNcompetitionNevolutionaryNalgorithmNforNautomatedNdockingNofNflexibleNligandsNtoNproteinsbN
IEEEiTransactionsioniInformationiTechnologyiiniBiomedicineZN2000ZNhZNffiagk 11

68 βdentificationNofNneuraminidaseNinhibitorsNagainstNdualN–fkhYcβfffRNmutantNstrainsbNScientifici
ReportsZN2017ZNkZNefggj 4.9 10

67 ParallelNscreeningNofNwildatypeNandNdrugaresistantNtargetsNforNantiaresistanceNneuraminidaseN
inhibitorsbNPLoSiONEZN2013ZNlZNeijkdh 3.7 10

66 PwzamilynNaNwebNserverNforNsearchingNhomologousNproteinNcomplexesbNNucleiciAcidsiResearchZN2010ZN
glZNWiejaff 20.1 10

65 MoNetzamilynNaNwebNserverNtoNinferNhomologousNmodulesNandNmoduleamoduleNinteractionNnetworksN
inNvertebratesbNNucleiciAcidsiResearchZN2012ZNhdZNWfjgakd 20.1 10

64 uNgeneticNalgorithmNwithNadaptiveNmutationsNandNfamilyNcompetitionNforNtrainingNneuralNnetworksbN
InternationaliJournaliofiNeuraliSystemsZN2000ZNedZNgggaif 6.2 10

63 unchorabasedNclassificationNandNtypeawNinhibitorsNforNtyrosineNkinasesbNScientificiReportsZN2015ZNiZNedmgl 4.9 9

62 PharmacophoreNanchorNmodelsNofNflaviviralNNSgNproteasesNleadNtoNdrugNrepurposingNforNxyNVN
infectionbNBMCiBioinformaticsZN2017ZNelZNihl 3.6 9

(2017-2017)
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61 TotalNsyntheticNprotoapigenoneNWYwdfNinhibitsNcervicalNcancerNcellNproliferationNandNtumourN
growthNthroughNPβKgNsignallingNpathwaybNBasiciandiClinicaliPharmacologyiandiToxicologyZN2013ZNeegZNlael3.1 9

60 wuPβ–nNaNWebNinterfaceNforNcomparativeNanalysesNandNvisualizationNofNhosta–βVNproteinaproteinN
interactionsbNBMCiMicrobiologyZN2009ZNmZNejh 4.5 9

59 unNevolutionaryNalgorithmNforNsynthesizingNopticalNthinafilmNdesignsbNLectureiNotesiiniComputeri
ScienceZN1998ZNmhkamij 0.9 9

58 uNcombinedNevolutionaryNalgorithmNforNrealNparametersNoptimization 9

57 ZikaNVirusNNSgNProteaseNPharmacophoreNunchorNModelNandNxrugNxiscoverybNScientificiReportsZN2020ZN
edZNlmfm 4.9 8

56 OpticalNcoatingNdesignsNusingNtheNfamilyNcompetitionNevolutionaryNalgorithmbNEvolutionaryi
ComputationZN2001ZNmZNhfeahg 4.3 8

55 ManagementNofNdifferentNkindsNofNheadNandNneckNdefectsNwithNtheNsubmentalNflapNforN
reconstructionbNEuropeaniArchivesiofiOtoxRhinoxLaryngologyZN2015ZNfkfZNgleiam 3.5 7

54 xeepNlearningNwithNevolutionaryNandNgenomicNprofilesNforNidentifyingNcancerNsubtypesbNJournaliofi
BioinformaticsiandiComputationaliBiologyZN2019ZNekZNemhdddi 1 6

53 MoietyalinkageNmapNrevealsNselectiveNnonbisphosphonateNinhibitorsNofNhumanNgeranylgeranylN
diphosphateNsynthasebNJournaliofiChemicaliInformationiandiModelingZN2013ZNigZNffmmagee 6.1 6

52 †enomeawideNstructuralNmodellingNofNTwRapM–wNinteractionsbNBMCiGenomicsZN2013ZNehNSupplNiZNSi 4.5 6

51 ReconstructingNgenomeawideNproteinaproteinNinteractionNnetworksNusingNmultipleNstrategiesNwithN
homologousNmappingbNPLoSiONEZN2015ZNedZNedeejghk 3.7 6

50 –omopharmanNaNnewNconceptNforNexploringNtheNmolecularNbindingNmechanismsNandNdrugN
repurposingbNBMCiGenomicsZN2014ZNeiNSupplNmZNSl 4.5 6

49 SolvingNtravelingNsalesmanNproblemsNbyNcombiningNglobalNandNlocalNsearchNmechanisms 6

48 xuPβxnNaNgxadomainNannotatedNproteinaproteinNinteractionNdatabasebNGenomeiInformaticsZN2006ZNekZNfdjaei 6

47 StericNrecognitionNofNTacellNreceptorNcontactNresiduesNisNrequiredNtoNmapNmutantNepitopesNbyN
immunoinformaticalNprogrammesbNImmunologyZN2012ZNegjZNegmaif 7.8 5

46 unNintegratedNapproachNwithNnewNstrategiesNforNQSuRNmodelsNandNleadNoptimizationbNBMCiGenomics
ZN2017ZNelZNedh 4.5 4

45 uNsiteamoietyNmapNandNvirtualNscreeningNapproachNforNdiscoveryNofNnovelNiaLOXNinhibitorsbNScientifici
ReportsZN2020ZNedZNedied 4.9 4

44
yvaluatingNβnstantaneousNPerfusionNResponsesNofNParotidN†landsNtoN†ustatoryNStimulationNUsingN
–ighaTemporalaResolutionNychoaPlanarNxiffusionaWeightedNβmagingbNAmericaniJournaliofi
NeuroradiologyZN2016ZNgkZNemdmaemei

4.4 4
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43 βnferringNhomologousNproteinaproteinNinteractionsNthroughNpairNpositionNspecificNscoringNmatrixbN
BMCiBioinformaticsZN2013ZNehNSupplNfZNSee 3.6 4

42 wlinicalNassessmentNofNdiodeNlaseraassistedNendoscopicNintrasphenoidalNvidianNneurectomyNinNtheN
treatmentNofNrefractoryNrhinitisbNLasersiiniMedicaliScienceZN2017ZNgfZNfdmkafedh 3.1 3

41
ulternativeNsplicingNinNhumanNcancerNcellsNisNmodulatedNbyNtheNamilorideNderivativeN
gZiadiaminoajachloroaNaVNaVfZjadichlorobenzoylWcarbamimidoylWpyrazineafacarboxidebNMoleculari
OncologyZN2019ZNegZNekhhaekjf

7.9 3

40 SpacearelatedNpharmaamotifsNforNfastNsearchNofNproteinNbindingNmotifsNandNpolypharmacologicalN
targetsbNBMCiGenomicsZN2012ZNegNSupplNkZNSfe 4.5 3

39 LigSeeSVMnNligandabasedNvirtualNscreeningNusingNsupportNvectorNmachinesNandNdataNfusionbN
InternationaliJournaliofiComputationaliBiologyiandiDrugiDesignZN2011ZNhZNfkhalm 0.4 3

38 †emuffinitynNaNscoringNfunctionNforNpredictingNbindingNaffinityNandNvirtualNscreeningbNInternationali
JournaliofiDataiMiningiandiBioinformaticsZN2012ZNjZNfkahe 0.5 3

37 TSwwnNTwoaStageNwombinatorialNwlusteringNforNvirtualNscreeningNusingNproteinaligandNinteractionsN
andNphysicochemicalNfeaturesbNBMCiGenomicsZN2010ZNeeNSupplNhZNSfj 4.5 3

36 yvolutionaryNconservationNofNxNuacontactNresiduesNinNxNuabindingNdomainsbNBMCiBioinformaticsZN
2008ZNmNSupplNjZNSg 3.6 3

35 ModelingNtheNvindingNandNβnhibitionNMechanismNofNNucleotidesNandNSulfotransferaseNUsingN
MolecularNxockingbNJournaliofitheiChineseiChemicaliSocietyZN2003ZNidZNjiiajjg 1.5 3

34 wonsensusNscoringNcriteriaNinNstructureabasedNvirtualNscreening 3

33 uNrobustNevolutionaryNalgorithmNforNglobalNoptimizationbNEngineeringiOptimizationZN2002ZNghZNhdiahfi 2 3

32 uNnewNevolutionaryNapproachNtoNdevelopingNneuralNautonomousNagents 3

31 wonvolutionalNneuralNnetworkNforNhumanNcancerNtypesNpredictionNbyNintegratingNproteinNinteractionN
networksNandNomicsNdatabNScientificiReportsZN2021ZNeeZNfdjme 4.9 3

30 TargetNβdentificationNUsingN–omopharmaNandNNetworkavasedNMethodsNforNPredictingNwompoundsN
ugainstNxengueNVirusaβnfectedNwellsbNMoleculesZN2020ZNfiZN 4.8 2

29 VascularNanatomyNisNaNdeterminingNfactorNofNsuccessfulNsubmentalNflapNraisingnNaNretrospectiveNstudyN
ofNkdNclinicalNcasesbNPeerJZN2017ZNiZNegjdj 3.1 2

28 uTRβPPβnNuNNuTOMaRySβxUyNPRyzyRyNwyNSwORβN†NzUNwTβONNzORNPROTyβNâ��PROTyβNN
βNTyRuwTβONSbNInternationaliJournalioniArtificialiIntelligenceiToolsZN2010ZNemZNfieafjj 0.9 2

27 uNrobustNevolutionaryNalgorithmNforNopticalNthinafilmNdesigns 2

26 βdentificationNofNtheNPwufmNgeneNsignatureNasNaNpredictorNinNprostateNcancerbNJournaliofi
BioinformaticsiandiComputationaliBiologyZN2019ZNekZNemhdddj 1 1

(2019-2013)
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25 unNβntegratedN†enomicNStrategyNtoNβdentifyNw–RNvhNasNaNxiagnosticcPrognosticNviomarkerNforN
TargetedNTherapyNinN–eadNandNNeckNwancerbNCancersZN2020ZNefZN 6.6 1

24 uNhomologousNmappingNmethodNforNthreeadimensionalNreconstructionNofNproteinNnetworksNrevealsN
diseaseaassociatedNmutationsbNBMCiSystemsiBiologyZN2018ZNefZNeg 3.5 1

23 wlinicalNapplicationNofNsuctionatubeaassistedNseptalNsubmucosalNdissectionNforNendoscopicN
septoplastybNEuropeaniArchivesiofiOtoxRhinoxLaryngologyZN2017ZNfkhZNehkeaehki 3.5 1

22 xiodeNlaserNassistedNminimalNinvasiveNsphenoidotomyNforNendoscopicNtransphenoidalNpituitaryN
surgerynNourNtechniqueNandNresultsbNLasersiiniSurgeryiandiMedicineZN2015ZNhkZNfgmahf 3.6 1

21 vindingNuffinityNunalysisNofNProteinaLigandNwomplexesN2008ZN 1

20 unNyvolutionaryNupproachNwithNPharmacophoreavasedNScoringNzunctionsNforNVirtualNxatabaseN
ScreeningbNLectureiNotesiiniComputeriScienceZN2004ZNhleahmf 0.9 1

19 βncorporationNfamilyNcompetitionNintoN†aussianNandNwauchyNmutationsNtoNtrainingNneuralNnetworksN
usingNanNevolutionaryNalgorithm 1

18 unNyvolutionaryNupproachNforNMolecularNxockingbNLectureiNotesiiniComputeriScienceZN2003ZNfgkfafglg 0.9 1

17 uNNanodiamondavasedNSurfaceNTopographyNxownregulatesNtheNMicroRNuNmiRjfgjNtoNynhanceN
NeuronalNxevelopmentNandNRegenerationbNACSiAppliediBioiMaterialsZN2021ZNhZNlmdamdf 4.1 1

16 LossNofNziseNimpairsNproteostasisNduringNskeletalNmuscleNagingNinNxrosophilabNAgingiCellZN2021ZNfdZNeeggkm9.9 1

15 vooleanNfunctionNnetworkNanalysisNofNtimeNcourseNliverNtranscriptomeNdataNtoNrevealNnovelNcircadianN
transcriptionalNregulatorsNinNmammalsbNJournaliofitheiChineseiMedicaliAssociationZN2019ZNlfZNlkfalld 2.8 1

14 xeepNLearningNwithNyvolutionaryNandN†enomicNProfilesNforNβdentifyingNwancerNSubtypesN2018ZN 1

13 UgoninNJNuctsNasNaNSuRSawoVafNgwalikeNProteaseNβnhibitorNandNyxhibitsNuntiainflammatoryN
PropertiesbNFrontiersiiniPharmacologyZN2021ZNefZNkfddel 5.6 1

12 unNintegratedNsystematicNapproachNforNinvestigatingNmicrocurrentNelectricalNnerveNstimulationN
VMyNSWNefficacyNinNSTZainducedNdiabetesNmellitusbNLifeiSciencesZN2021ZNfkmZNeemjid 6.8 0

11 zurinNandNTMPRSSfNResistantNSpikeNβnducesNRobustN–umoralNandNwellularNβmmunityNugainstN
SuRSawoVafNLethalNβnfectionbbNFrontiersiiniImmunologyZN2022ZNegZNlkfdhk 8.4 0

10 TemplateabasedNscoringNfunctionsNforNvisualisingNbiologicalNinsightsNofN–afKbapeptideaTwRN
complexesbNInternationaliJournaliofiDataiMiningiandiBioinformaticsZN2013ZNlZNgfjagk 0.5

9 TheNRelevanceNofNProteinaLigandNβnteractionNProfilesNinNwomputerauidedNNovelNwompoundNxesignN
andNupplicationsbNCurrentiBioinformaticsZN2011ZNjZNglgagll 4.7

8 SoftNenergyNfunctionNandNgenericNevolutionaryNmethodNforNdiscriminatingNnativeNfromNnonnativeN
proteinNconformationsbNJournaliofiComputationaliChemistryZN2008ZNfmZNegjhakg 3.5
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7 †yMPLSnNuNNewNQSuRNMethodNwombiningN†enericNyvolutionaryNMethodNandNPartialNLeastNSquaresbN
LectureiNotesiiniComputeriScienceZN2005ZNefiaegi 0.9

6 womparativeNMolecularNvindingNynergyNunalysisNofN–βVaeNProteaseNβnhibitorsNUsingN†eneticN
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