39

papers

41

all docs

361413

1,427 20
citations h-index
4] 4]
docs citations times ranked

330143
37

g-index

1468

citing authors



10

12

14

16

18

“

ARTICLE IF CITATIONS

A banana aquaporin gene, MaPIP1;1, is involved in tolerance to drought and salt stresses. BMC Plant

Biology, 2014, 14, 59.

Musa balbisiana genome reveals subgenome evolution and functional divergence. Nature Plants, 2019,
5,810-821. o3 132

The auxin response factor gene family in banana: genome-wide identification and expression analyses
during development, ripening, and abiotic stress. Frontiers in Plant Science, 2015, 6, 742.

Genome-wide analyses of SWEET family proteins reveal involvement in fruit development and

abiotic/biotic stress responses in banana. Scientific Reports, 2017, 7, 3536. 3.3 80

De Novo characterization of the banana root transcriptome and analysis of gene expression under
Fusarium oxysporum f. sp. Cubense tropical race 4 infection. BMC Genomics, 2012, 13, 650.

Genome-Wide Identification and Expression Analyses of Aquaporin Gene Family during Development

and Abiotic Stress in Banana. International Journal of Molecular Sciences, 2015, 16, 19728-19751. 41 69

Genome-wide analyses of the bZIP family reveal their involvement in the development, ripening and
abiotic stress response in banana. Scientific Reports, 2016, 6, 30203.

Comparative physiological and transcriptomic analyses provide integrated insight into osmotic, cold,

and salt stress tolerance mechanisms in banana. Scientific Reports, 2017, 7, 43007. 33 65

An aquaporin gene MaPIP2-7 is involved in tolerance to drought, cold and salt stresses in transgenic
banana (Musa acuminata L.). Plant Physiology and Biochemistry, 2020, 147, 66-76.

The core regulatory network of the abscisic acid pathway in banana: genome-wide identification and

expression analyses during development, ripening, and abiotic stress. BMC Plant Biology, 2017, 17, 145. 3.6 51

Involvement of a banana MADS-box transcription factor gene in ethylene-induced fruit ripening. Plant
Cell Reports, 2009, 28, 103-111.

Genome-wide analysis of banana MADS-box family closely related to fruit development and ripening. 3.3 36
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