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ARTICLE

OMA orthology in 2021: website overhaul, conserved isoforms, ancestral gene order and more.
Nucleic Acids Research, 2021, 49, D373-D379.

The Bgee suite: integrated curated expression atlas and comparative transcriptomics in animals.
Nucleic Acids Research, 2021, 49, D831-D847.

Enabling semantic queries across federated bioinformatics databases. Database: the Journal of
Biological Databases and Curation, 2019, 2019, .

Semantic Integration and Enrichment of Heterogeneous Biological Databases. Methods in Molecular
Biology, 2019, 1910, 655-690.

A hands-on introduction to querying evolutionary relationships across multiple data sources using

SPARQL. F1000Research, 2019, 8, 1822.

A hands-on introduction to querying evolutionary relationships across multiple data sources using
SPARQL. F1000Research, 2019, 8, 1822.
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