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Characterization of the Fungal Microbiota (Mycobiome) in Healthy and Dandruff-Afflicted Human

Scalps. PLoS ONE, 2012, 7, e32847. 2.5 105
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rpoA is a useful gene for identification and classification of Streptococcus pneumoniae from the
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Salivary microbiome differences in prepubertal children with and without adrenal androgen excess. 9.3 3
Pediatric Research, 2022, 91, 1797-1803. ’

Comparative genome analysis of Lactococcus garvieae using a suppression subtractive hybridization

library: discovery of novel DNA signatures. FEMS Microbiology Letters, 2011, 325, 77-84.

Endospore-Forming Bacteria are Associated with Maintenance of Remission following Intestinal

Resection in Crohna€™s Disease. Gastroenterology, 2017, 152, $192-S193. 1.3 2



HEEKUK PARK

# ARTICLE IF CITATIONS
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