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72 yharacterizationMofMaMgeflbgefmMHumanMSeasonalMHhMInfluenzaMwMVirusMSpilloverMNowMEndemicMtoM
UcScMSwineccMMSphereaM2022aMeeeneogf 5 2

71 yonsensusMofMwllMSolutionsMforMIntractableMPhylogeneticMTreeMInferencecMIEEEzACMfTransactionsfonf
ComputationalfBiologyfandfBioinformaticsaM2021aMfnaMfiobflf 3 1

70 wntigenicMdistanceMbetweenMNorthMwmericanMswineMandMhumanMseasonalMHhNgMinfluenzaMwMvirusesMasM
anMindicationMofMzoonoticMriskMtoMhumanscMJournalfoffVirologyaM2021aMJVIefhmigf 6.6 1

69 SpatialMandMtemporalMcoevolutionMofMNgMneuraminidaseMandMHfMandMHhMhemagglutininMgenesMofM
influenzaMwMvirusMinMUSMswineccMVirusfEvolutionaM2021aMmaMveabeoe 3.7 1

68 MachineMLearningMPredictionMandMExperimentalMValidationMofMwntigenicMzriftMinMHhMInfluenzaMwM
VirusesMinMSwinecMMSphereaM2021aMlaM 5 1

67 SwineMInfluenzaMwMVirusesMandMtheMTangledMRelationshipMwithMHumanscMColdfSpringfHarborf
PerspectivesfinfMedicineaM2021aMffaM 5.4 30

66 yharacterizationMofMcontemporaryMgefecfMHhNgMswineMinfluenzaMwMvirusesMcirculatingMinMUnitedM
StatesMpigscMVirologyaM2021aMkkhaMoibfef 3.6 2

65
EvolutionMandMwntigenicMwdvancementMofMNgMNeuraminidaseMofMSwineMInfluenzaMwMVirusesM
yirculatingMinMtheMUnitedMStatesMfollowingMTwoMSeparateMIntroductionsMfromMHumanMSeasonalM
VirusescMJournalfoffVirologyaM2021aMokaMeeelhggf

6.6 3

64 octoFLUshowpManMInteractiveMToolMzescribingMSpatialMandMTemporalMTrendsMinMtheMGeneticMziversityM
ofMInfluenzaMwMVirusMinMUcScMSwineccMMicrobiologyfResourcefAnnouncementsaM2021aMfeaMeefenfgf 1.3 0

63 werosolMTransmissionMfromMInfectedMSwineMtoMFerretsMofManMHhNgMVirusMyollectedMfromManM
wgriculturalMFairMandMwssociatedMwithMHumanMVariantMInfectionscMJournalfoffVirologyaM2020aMoiaM 6.6 8

62 InfluenzaMwMVirusMFieldMSurveillanceMatMaMSwinebHumanMInterfacecMMSphereaM2020aMkaM 5 14

61 zetectionMofMliveMattenuatedMinfluenzaMvaccineMvirusMandMevidenceMofMreassortmentMinMtheMUcScMswineM
populationcMJournalfoffVeterinaryfDiagnosticfInvestigationaM2020aMhgaMhefbhff 1.5 11

60 yomparativeMVirulenceMandMGenomicMwnalysisMofMIsolatescMFrontiersfinfMicrobiologyaM2020aMffaMlgenih 5.7 5

59 wMxriefMIntroductionMtoMInfluenzaMwMVirusMinMSwinecMMethodsfinfMolecularfBiologyaM2020aMgfghaMgiobgmf 1.4 2

58 yomparisonMofMmultilocusMsequenceMtypesMfoundMamongMNorthMwmericanMisolatesMofMfromMcattleaM
bisonaMandMdeeraMgeembgefmcMJournalfoffVeterinaryfDiagnosticfInvestigationaM2019aMhfaMnooboei 1.5 6

57 octoFLUpMwutomatedMylassificationMforMtheMEvolutionaryMOriginMofMInfluenzaMwMVirusMGeneMSequencesM
zetectedMinMUcScMSwinecMMicrobiologyfResourcefAnnouncementsaM2019aMnaM 1.3 14

56 RobinsonbFouldsMReticulationMNetworksM2019aM 2
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55 LifebcycleMmediatedMeffectsMofMurbanizationMonMparasiteMcommunitiesMinMtheMestuarineMfishaMFundulusM
heteroclituscMPLoSfONEaM2019aMfiaMeeggknol 3.7 0

54 wntigenicMevolutionMofMHhNgMinfluenzaMwMvirusesMinMswineMinMtheMUnitedMStatesMfromMgefgMtoMgeflcM
InfluenzafandfOtherfRespiratoryfVirusesaM2019aMfhaMnhboe 5.6 18

53 RegionalMpatternsMofMgeneticMdiversityMinMswineMinfluenzaMwMvirusesMinMtheMUnitedMStatesMfromMgefeM
toMgeflcMInfluenzafandfOtherfRespiratoryfVirusesaM2019aMfhaMglgbgmh 5.6 34

52 wntigenicMandMgeneticMevolutionMofMcontemporaryMswineMHfMinfluenzaMvirusesMinMtheMUnitedMStatescM
VirologyaM2018aMkfnaMikbki 3.6 41

51 PorcineMreproductiveMandMrespiratoryMdiseaseMviruspMEvolutionMandMrecombinationMyieldsMdistinctM
ORFkMRFLPMfbmbiMvirusesMwithMindividualMpathogenicitycMVirologyaM2018aMkfhaMflnbfmo 3.6 38

50 ISUMFLUturepMaMveterinaryMdiagnosticMlaboratoryMwebbbasedMplatformMtoMmonitorMtheMtemporalM
geneticMpatternsMofMInfluenzaMwMvirusMinMswinecMBMCfBioinformaticsaM2018aMfoaMhom 3.6 25

49 SelectiveMconstraintMandMadaptiveMpotentialMofMWestMNileMvirusMwithinMandMamongMnaturallyMinfectedM
avianMhostsMandMmosquitoMvectorscMVirusfEvolutionaM2018aMiaMveyefh 3.7 12

48
yompleteMGenomeMSequencesMofMTwoMNovelMHumanbLikeMHhNgMInfluenzaMwMVirusesaM
wdswinedOklahomadlkonedgefmMUHhNgVMandMwdSwinedOklahomadlkgledgefmMUHhNgVaMzetectedMinM
SwineMinMtheMUnitedMStatescMMicrobiologyfResourcefAnnouncementsaM2018aMmaM

1.3 11

47
TheMemergenceMofMnovelMsparrowMdeltacoronavirusesMinMtheMUnitedMStatesMmoreMcloselyMrelatedMtoM
porcineMdeltacoronavirusesMthanMsparrowMdeltacoronavirusMHKUfmcMEmergingfMicrobesfandf
InfectionsaM2018aMmaMfek

18.9 21

46 InfluenzaMwMvirusMvaccinesMforMswinecMVeterinaryfMicrobiologyaM2017aMgelaMhkbii 3.3 58

45 yulexMFlavivirusMzuringMWestMNileMVirusMEpidemicMandMInterepidemicMYearsMinMyhicagoaMUnitedMStatescM
VectorvBornefandfZoonoticfDiseasesaM2017aMfmaMklmbkmk 2.4 12

44 InfluenzaMwUHhNgVMVirusMinMSwineMatMwgriculturalMFairsMandMTransmissionMtoMHumansaMMichiganMandM
OhioaMUSwaMgeflcMEmergingfInfectiousfDiseasesaM2017aMghaMfkkfbfkkk 10.2 50

43 InfluenzaMResearchMzatabasepMwnMintegratedMbioinformaticsMresourceMforMinfluenzaMvirusMresearchcM
NucleicfAcidsfResearchaM2017aMikaMzillbzimi 20.1 174

42 wMhighlyMpathogenicMavianbderivedMinfluenzaMvirusMHkNfMwithMgeeoMpandemicMHfNfMinternalMgenesM
demonstratesMincreasedMreplicationMandMtransmissionMinMpigscMJournalfoffGeneralfVirologyaM2017aMonaMfnbhe4.9 9

41 TheMgenomicMevolutionMofMHfMinfluenzaMwMvirusesMfromMswineMdetectedMinMtheMUnitedMStatesMbetweenM
geeoMandMgeflcMJournalfoffGeneralfVirologyaM2017aMonaMgeefbgefe 4.9 37

40 TheMMolecularMzeterminantsMofMwntibodyMRecognitionMandMwntigenicMzriftMinMtheMHhMHemagglutininM
ofMSwineMInfluenzaMwMViruscMJournalfoffVirologyaM2016aMoeaMngllbne 6.6 31

39 TheMavianboriginMHhNgMcanineMinfluenzaMvirusMthatMrecentlyMemergedMinMtheMUnitedMStatesMhasMlimitedM
replicationMinMswinecMInfluenzafandfOtherfRespiratoryfVirusesaM2016aMfeaMigobhg 5.6 7

38 EffectMofMTrappingMMethodsaMWeatheraMandMLandscapeMonMEstimatesMofMtheMyulexMVectorMMosquitoM
wbundancecMEnvironmentalfHealthfInsightsaM2016aMfeaMohbfeh 1.4 8

(2016-2019)

3



37 zecreasedMFlightMwctivityMinMyulexMpipiensMUzipterapMyulicidaeVMNaturallyMInfectedMWithMyulexM
flaviviruscMJournalfoffMedicalfEntomologyaM2016aMkhaMghhbl 2.2 14

36 TheMglobalMantigenicMdiversityMofMswineMinfluenzaMwMvirusescMELifeaM2016aMkaMefggfm 8.9 106

35 TheMwormTsMeyeMviewMofMcommunityMecologyM2016aMffebfhe 1

34 wMPhylogenybxasedMGlobalMNomenclatureMSystemMandMwutomatedMwnnotationMToolMforMHfM
HemagglutininMGenesMfromMSwineMInfluenzaMwMVirusescMMSphereaM2016aMfaM 5 84

33 yharacterizationMofMcobcirculatingMswineMinfluenzaMwMvirusesMinMNorthMwmericaMandMtheMidentificationM
ofMaMnovelMHfMgeneticMcladeMwithMantigenicMsignificancecMVirusfResearchaM2015aMgefaMgibhf 6.4 45

32
NovelMReassortantMHumanbLikeMHhNgMandMHhNfMInfluenzaMwMVirusesMzetectedMinMPigsMwreMVirulentM
andMwntigenicallyMzistinctMfromMSwineMVirusesMEndemicMtoMtheMUnitedMStatescMJournalfoffVirologyaM
2015aMnoaMffgfhbgg

6.6 57

31 WESTMNILEMVIRUSMwNTIxOzYMzEywYMRwTEMINMFREEbRwNGINGMxIRzScMJournalfoffWildlifefDiseasesaM
2015aMkfaMlefbn 1.3 9

30 yomparativeMvirulenceMofMwildbtypeMHfNfpdmeoMinfluenzaMwMisolatesMinMswinecMVeterinaryf
MicrobiologyaM2015aMfmlaMiebo 3.3 7

29 xroadMprotectionMagainstMavianMinfluenzaMvirusMbyMusingMaMmodifiedMvacciniaMwnkaraMvirusMexpressingM
aMmosaicMhemagglutininMgenecMJournalfoffVirologyaM2014aMnnaMfhheebo 6.6 34

28 HostMgroupMformationMdecreasesMexposureMtoMvectorbborneMdiseasepMaMfieldMexperimentMinMaMThotspotTM
ofMWestMNileMvirusMtransmissioncMProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesaM2014aMgnfaMgefifknl4.4 16

27 PathogenesisMandMvaccinationMofMinfluenzaMwMvirusMinMswinecMCurrentfTopicsfinfMicrobiologyfandf
ImmunologyaM2014aMhnkaMhembgl 3.3 31

26
zispersalMofMadultMculexMmosquitoesMinManMurbanMwestMnileMvirusMhotspotpMaMmarkbcaptureMstudyM
incorporatingMstableMisotopeMenrichmentMofMnaturalMlarvalMhabitatscMPLoSfNeglectedfTropicalfDiseasesaM
2014aMnaMegmln

4.8 37

25 wnMinverseMassociationMbetweenMWestMNileMvirusMserostatusMandMavianMmalariaMinfectionMstatuscM
ParasitesfandfVectorsaM2014aMmaMifk 4 20

24 SubstitutionsMnearMtheMhemagglutininMreceptorbbindingMsiteMdetermineMtheMantigenicMevolutionMofM
influenzaMwMHhNgMvirusesMinMUcScMswinecMJournalfoffVirologyaM2014aMnnaMimkgblh 6.6 66

23 wMbriefMintroductionMtoMinfluenzaMwMvirusMinMswinecMMethodsfinfMolecularfBiologyaM2014aMfflfaMgihbkn 1.4 17

22
InMsilicoManalysisMofMtheMfucosylationbassociatedMgenomeMofMtheMhumanMbloodMflukeMSchistosomaM
mansonipMcloningMandMcharacterizationMofMtheMenzymesMinvolvedMinMGzPbLbfucoseMsynthesisMandMGolgiM
importcMParasitesfandfVectorsaM2013aMlaMgef

4 5

21 PrevalenceMofMfilarioidMnematodesMandMtrypanosomesMinMwmericanMrobinsMandMhouseMsparrowsaM
yhicagoMUSwcMInternationalfJournalfforfParasitology:fParasitesfandfWildlifeaM2013aMgaMigbo 2.6 21

20 TerrestrialMvegetationMandMaquaticMchemistryMinfluenceMlarvalMmosquitoMabundanceMinMcatchMbasinsaM
yhicagoaMUSwcMParasitesfandfVectorsaM2013aMlaMo 4 36
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19 GenotypeMpatternsMofMcontemporaryMreassortedMHhNgMvirusMinMUSMswinecMJournalfoffGeneralfVirologyaM
2013aMoiaMfghlbfgif 4.9 62

18 TheMrelationshipMbetweenMcommunityMspeciesMrichnessMandMtheMrichnessMofMtheMparasiteMcommunityM
inMFundulusMheteroclituscMJournalfoffParasitologyaM2013aMooaMhofbl 0.9 10

17 EfficacyMinMpigsMofMinactivatedMandMliveMattenuatedMinfluenzaMvirusMvaccinesMagainstMinfectionMandM
transmissionMofManMemergingMHhNgMsimilarMtoMtheMgeffbgefgMHhNgvcMJournalfoffVirologyaM2013aMnmaMonokboeh6.6 68

16
SwineMinfluenzaMvirusMvaccineMserologicMcrossbreactivityMtoMcontemporaryMUSMswineMHhNgMandM
efficacyMinMpigsMinfectedMwithManMHhNgMsimilarMtoMgeffbgefgMHhNgvcMInfluenzafandfOtherfRespiratoryf
VirusesaM2013aMmMSupplMiaMhgbif

5.6 27

15 PopulationMdynamicsMofMcocirculatingMswineMinfluenzaMwMvirusesMinMtheMUnitedMStatesMfromMgeeoMtoM
gefgcMInfluenzafandfOtherfRespiratoryfVirusesaM2013aMmMSupplMiaMigbkf 5.6 90

14
InMsilicoManalysisMofMtheMfucosylationbassociatedMgenomeMofMtheMhumanMbloodMflukeMSchistosomaM
mansonipMcloningMandMcharacterizationMofMtheMfucosyltransferaseMmultigeneMfamilycMPLoSfONEaM2013aM
naMelhgoo

3.7 8

13 QualitativeMcommunityMstabilityMdeterminesMparasiteMestablishmentMandMrichnessMinMestuarineM
marshescMPeerJaM2013aMfaMeog 3.1 5

12 GenotypeMpatternsMofMcontemporaryMreassortedMHhNgMvirusMinMUSMswinecMJournalfoffGeneralfVirologyaM
2013aMoiaMfghlbif 4.9 45

11 RankingMvirusespMmeasuresMofMpositionalMimportanceMwithinMnetworksMdefineMcoreMvirusesMforMrationalM
polyvalentMvaccineMdevelopmentcMBioinformaticsaM2012aMgnaMflgibhg 7.2 13

10 WildMbirdsMandMurbanMecologyMofMticksMandMtickbborneMpathogensaMyhicagoaMIllinoisaMUSwaMgeekbgefecM
EmergingfInfectiousfDiseasesaM2012aMfnaMfknobok 10.2 71

9 yulexMflavivirusMandMWestMNileMvirusMmosquitoMcoinfectionMandMpositiveMecologicalMassociationMinM
yhicagoaMUnitedMStatescMVectorvBornefandfZoonoticfDiseasesaM2011aMffaMfeoobfek 2.4 90

8 FinebscaleMvariationMinMvectorMhostMuseMandMforceMofMinfectionMdriveMlocalizedMpatternsMofMWestMNileM
virusMtransmissioncMPLoSfONEaM2011aMlaMeghmlm 3.7 94

7 HostMcentralityMinMfoodMwebMnetworksMdeterminesMparasiteMdiversitycMPLoSfONEaM2011aMlaMeglmon 3.7 32

6 WestMNileMvirusMmayMhaveMhitchedMaMrideMacrossMtheMWesternMUnitedMStatesMonMyulexMtarsalisM
mosquitoescMMolecularfEcologyaM2010aMfoaMfkfnbo 5.7 9

5
wMnewMspeciesMofMHysterothylaciumMUNematodapMwnisakidaeVMfromMtheMstomachMofMtheMredbspottedM
newtaMNotophthalmusMviridescensaMfromMPennsylvaniaMfishlessMpondscMJournalfoffParasitologyaM2009aM
okaMfkehbl

0.9 10

4 EvidenceMforMtheMinfluenceMofMweedsMonMcorkyMringspotMpersistenceMinMalfalfaMandMScotchMspearmintM
rotationscMAmericanfJournalfoffPotatofResearchaM2004aMnfaMgfkbggk 2.1 9

3 RobinsonbFouldsMReticulationMNetworks 1

2 yoordinatedMevolutionMbetweenMNgMneuraminidaseMandMHfMandMHhMhemagglutininMgenesMincreasedM
influenzaMwMvirusMgeneticMdiversityMinMswine 2

(-2013)
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1 MitigatingMPandemicMRiskMwithMInfluenzaMwMVirusMFieldMSurveillanceMatMaMSwinebHumanMInterface 6
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